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I NPUT | NFORVATI ON

|Sequence nane

|Length of the sequence 230
|N.|rrber of 16mers fromthe input sequence 215
|Thr eshol d setting (Default value is 0.5) 0.51

TABULAR RESULT

Predicted B-cell epitope

Thepredicted B cell epitopes areranked according to their score obtained by trained recurrent neural network.
Higher score of the peptide means the higher probability to be as epitope.
All the peptides shown here are above the threshold value chosen.

|Rank |Sequence ‘St art position ‘Score
1 [ TRLKDAGWPNARVTV [182 [0. 04
[2 |LGVGPEPGADDANLVR [138 [0.92
[3 [NARVTVETTPGGGVTI [102 [0.87
4 [MYLRTI YDLEEEGVTP [10 [o.86
5 |EVHAEACRWEHVIVBED o6 [0.85
5 [DVI GLPVEEVHAEACR 88 [0.85
5 |DGLLRVAGDRHLELTE 51 [o.85
s [GVTI VI PGHENVTLPH [204 [o.85
5 [HVVBEDVERRLVKVLN [106 [0.85
6 [TERVQGDI DLI TRLKD [171 [0.82
[7 [TVSRVERDGLLRVAGD a4 [o.80
B [ GHENVTLPHEMAHAVK [211 [0.77
[o [VKVLNNPTTSPFGNPI [117 [0.75
[10 | AVNRKHRLAERLLVDV [74 [0.74
[11 [AVWVRQLTEHVQGDI D [164 [0.73
[12 [KGRALAI AVMRKHRLA 67 [0.72
[12 |[EEEGVTPLRARI AERL [19 [o.72
[12 [TELPAGSPVAVWWRQL 155 [0.72
[13 [DRHLELTEKGRALAI A [59 [0.69
[14 [PGADDANLVRLTELPA [144 [o.65
[15 |RARI AERLDQSGPTVS [27 [0.63
OVERLAP DISPLAY

MNELVDTTEMYLRTI YDLEEEGVTPLRARI AERL DQSGPTVSQTVSRVERDGL L RVAGDRHLEL TEKGRAL Al AVMRKHRLAERL LVDVI GLPWEEVHAEACRWEHVMSEDVERRL VKVLNNPTTSPFGNPI PGLVEL GVGPEPGADDAN

- MYLRTI YDLEEEGVTP:
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