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Sequence:

1 MTETI LAAQ EVGEHHTATW LGMIVNTDTV LSTAI AGLIV | ALAFYLRAK VTSTDVPGGV
61 QLFFEAI TI Q MRNQVESAI G MRl APFVLP LAVTI FVFI L | SN\WLAVLPV QYTDKHGHTT
121 ELLKSAAADI NYVLALALFV FVCYHTAG W RRG VGHPI K L LKGHVTLL API NLVEEVA
181 KPI SLSLRLF GNI FAGGE LV ALI ALFPPYI MAAPNAI WKA FDLFVGAI QA FI FALLTI LY

241 FS QAMELEE EHH

Bepipred Linear Epitope Prediction

B Threshold = 0.350
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Average:-0.378 Minimum:-2.472 Maximum:1.394 Threshold: 0.350 Change

Click here to view plotted values in table format

Predicted epitopes:

No. Start Position End Position Peptide Peptide Length
1 13 15 GEH 3

2 52 58 TSTDVPG 7
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3 76 78 ESA 3

Reference: Jens Erik Pontoppidan Larsen, Ole Lund and Morten Nielsen. Improved method for predicting linear B-cell
epitopes. Immunome Res. 2006; 2: 2.

20f 2 2/5/2010 5:13 PM



