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# Input is in FSA format
Net MHCI

Strong binder threshold 50.00. Weak binder threshold 500.00
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version 2.0.

YGSFVRTVSLPVGAD
AYGSFVRTVSLPVGA
FAYGSFVRTVSLPVG
GSFVRTVSLPVGADE
FSELFAAFPSFAGLR
EFAYGSFVRTVSLPV
SFVRTVSLPVGADED
SELFAAFPSFAGLRP
EFSELFAAFPSFAGL
FVRTVSLPVGADEDD
ELFAAFPSFAGLRPT
PEFSELFAAFPSFAG
FPEFSELFAAFPSFA
FPSFAGLRPTFDTRL
LFAAFPSFAGLRPTF
RSEFAYGSFVRTVSL
GRSEFAYGSFVRTVS
PSFAGLRPTFDTRLM
AFPSFAGLRPTFDTR
SEFAYGSFVRTVSLP
LFPEFSELFAAFPSF
FAGLRPTFDTRLMRL
FAAFPSFAGLRPTFD
SFAGLRPTFDTRLMR
DGRSEFAYGSFVRTV
DVDI MVRDGQLTI KA
AAFPSFAGLRPTFDT
ATYDKG LTVSVAVS
VDI MVRDGQLTI KAE
YDKG LTVSVAVSEG
KATYDKG LTVSVAV
SLFPEFSELFAAFPS
TYDKG LTVSVAVSE
DKG LTVSVAVSEGK
RDGQLTI KAERTEQK
FDGRSEFAYGSFVRT
KG LTVSVAVSEGKP
AGLRPTFDTRLMRLE
RSLFPEFSELFAAFP
KDVDI MVRDGQLTI K
PRSLFPEFSELFAAF
DI MVRDGQLTI KAER
| MVRDGQLTI KAERT
QRHPRSLFPEFSELF
| KATYDKGI LTVSVA
VRDGQLTI KAERTEQ
G LTVSVAVSEGKPT
GLRPTFDTRLMRLED
HPRSLFPEFSELFAA
DI KATYDKG LTVSV
DGQLTI KAERTEQKD
RHPRSLFPEFSELFA
DKDVDI MVRDGQLTI
DFDGRSEFAYGSFVR
LRPTFDTRLMRLEDE
GQLTI KAERTEQKDF
MVRDGQLTI KAERTE
I LTVSVAVSEGKPTE

FVRTVSLPV
FVRTVSLPV
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FVRTVSLPV
LFAAFPSFA
FVRTVSLPV
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FAAFPSFAG
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FVRTVSLPV
FAAFPSFAG
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FSELFAAFP
FAGLRPTFD
FAAFPSFAG
FAYGSFVRT
FAYGSFVRT
FAGLRPTFD
FAGLRPTFD
FAYGSFVRT
FSELFAAFP
LRPTFDTRL
FAAFPSFAG
FAGLRPTFD
FAYGSFVRT
| MVRDGQLT
FAGLRPTFD
DKG LTVSV
| MVRDGQLT
G LTVSVAV
DKG LTVSV
FSELFAAFP
DKG LTVSV
I LTVSVAVS
QLTI KAERT
FAYGSFVRT
I LTVSVAVS
LRPTFDTRL
LFPEFSELF
| MVRDGQLT
LFPEFSELF
| MVRDGQLT
| MVRDGQLT
PRSLFPEFS
YDKG LTVS
QLTI KAERT
I LTVSVAVS
LRPTFDTRL
LFPEFSELF
YDKG LTVS
QLTI KAERT
PRSLFPEFS
| MVRDGQLT
GRSEFAYGS
LRPTFDTRL
QLTI KAERT
QLTI KAERT
I LTVSVAVS
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DRB1_0101 6
DRB1_0101 110
DRB1_0101 0
DRB1_0101 31
DRB1_0101 73
DRB1_0101 61
DRB1_0101 109
DRB1_0101 1
DRB1_0101 84
DRB1_0101 45
DRB1_0101 32
DRB1_0101 46
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DRB1_0101 83
DRB1_0101 35
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DRB1_0101 38
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DRB1_0101 56
DRB1_0101 81
DRB1_0101 80
DRB1_0101 42
DRB1_0101 50
DRB1_0101 127
DRB1_0101 60
DRB1_0101 55
DRB1_0101 57
DRB1_0101 99
DRB1_0101 79
DRB1_0101 58
DRB1_0101 41
DRB1_0101 54
DRB1_0101 59
DRB1_0101 53
DRB1_0101 76
DRB1_0101 40
DRB1_0101 126
DRB1_0101 39
DRB1_0101 78
DRB1_0101 77
DRB1_0101 74
DRB1_0101 51
DRB1_0101 100
DRB1_0101 52
DRB1_0101 101
DRB1_0101 102
DRB1_0101 75
DRB1_0101 103
DRB1_0101 105
DRB1_0101 104

Al lele: DRB1_0101.

VQRHPRSL FPEFSEL
DDl KATYDKG LTVS
MATTLPVQRHPRSLF
RPTFDTRLNMRLEDEM
QLTI KAERTEQKDFD
PDKDVDI MVRDGQLT
EDDI KATYDKG LTV
ATTLPVQRHPRSLFP
KDFDGRSEFAYGSFV
MKEGRYEVRAEL PGV
PTFDTRLMRLEDEMK
KEGRYEVRAEL PGVD
TFDTRLMRLEDENKE
TRLMRLEDEMKEGRY
TTLPVQRHPRSLFPE
QKDFDGRSEFAYGSF
DTRLVRLEDEMKEGR
TVSVAVSEGKPTEKH
FDTRLMVRLEDEMKEG
DEDDI KATYDKG LT
LTVSVAVSEGKPTEK
EGRYEVRAEL PGVDP
VSVAVSEGKPTEKH

PVQRHPRSL FPEFSE
VRTVSL PVGADEDD

RLMRL EDEMKEGRYE
LPVQRHPRSLFPEFS
TLPVQRHPRSL FPEF
SVAVSEGKPTEKHI Q
EMKEGRYEVRAEL PG
GRYEVRAEL PGVDPD
ADEDDI KATYDKG L
RYEVRAEL PGVDPDK
EQKDFDGRSEFAYGS
VAVSEGKPTEKHI Q

SEGKPTEKHI Q RST
GADEDDI KATYDKG

EGKPTEKHI Q RSTN
L MRLEDEMKEGRYEV
DEMKEGRYEVRAEL P
LPGVDPDKDVDI MVR
TEQKDFDGRSEFAYG
RTEQKDFDGRSEFAY
EDEMKEGRYEVRAEL
YEVRAEL PGVDPDKD
VSEGKPTEKHI Q RS
DPDKDVDI MVRDGQL
ELPGVDPDKDVDI W
PGVDPDKDVDI MVRD
RTVSLPVGADEDDI K
ERTEQKDFDGRSEFA
GVDPDKDVDI MVRDG
LEDEMKEGRYEVRAE
AELPGVDPDKDVDI M
VDPDKDVDI MVRDGQ
RAEL PGVDPDKDVDI

| KAERTEQKDFDGRS
RLEDEMKEGRYEVRA
AVSEGKPTEKHI Q R
MRLEDEMKEGRYEVR
AERTEQKDFDGRSEF
KAERTEQKDFDGRSE
LTI KAERTEQKDFDG
EVRAEL PGVDPDKDV
TVSLPVGADEDDI KA
VRAEL PGVDPDKDVD
VSLPVGADEDDI KAT
SLPVGADEDDI KATY
TI KAERTEQKDFDGR
LPVGADEDDI KATYD
VGADEDDI KATYDKG
PVGADEDDI KATYDK

PRSLFPEFS
| KATYDKG

TLPVQRHPR
FDTRLMRLE
QLTI KAERT
| MVRDGQLT
| KATYDKG

LPVQRHPRS
GRSEFAYGS
RYEVRAELP
FDTRLMRLE
RYEVRAELP
FDTRLMRLE
MRLEDEMKE
PVQRHPRSL
FDGRSEFAY
LMRLEDEMK
VAVSEGKPT
LMRLEDEMK
| KATYDKG

VAVSEGKPT
RYEVRAELP
VAVSEGKPT
PRSLFPEFS
VRTVSLPVG
VRLEDEMKE
PRSLFPEFS
PVQRHPRSL
VAVSEGKPT
RYEVRAELP
RYEVRAELP
| KATYDKG

VRAELPGVD
FDGRSEFAY
VAVSEGKPT
KPTEKH Q

| KATYDKG

KPTEKH Q)

LMRLEDEMK
RYEVRAELP
VDPDKDVD

EQKDFDGRS
EQKDFDGRS
MKEGRYEVR
VRAEL PGVD
KPTEKH Q)

DI MVRDGQL
VDPDKDVD

VDPDKDVD

TVSLPVGAD
EQKDFDGRS
VDPDKDVDI

EMKEGRYEV
VDPDKDVDI

VDPDKDVDI

VDPDKDVD

EQKDFDGRS
EMKEGRYEV
KPTEKH Q)

MRLEDEMKE
EQKDFDGRS
EQKDFDGRS
| KAERTEQK
VRAELPGVD
TVSLPVGAD
VRAELPGVD
VGADEDDI K
VGADEDDI K
| KAERTEQK
VGADEDDI K
VGADEDDI K
VGADEDDI K

Number of high binders 27
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Nunber of weak binders 31

of peptides 130
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GLRPTFDTRLMRLED

VDI WRDGQLTI KAE

DVDI MVRDGQLTI KA
AGLRPTFDTRLMRLE

FAGLRPTFDTRLMRL
KDVDI MVRDGQLTI K
SFAGLRPTFDTRLMR
DKDVDI MVRDGQLTI

LRPTFDTRLNMRLEDE
DI MVRDGQLTI KAER
PDKDVDI MVRDGQLT
RPTFDTRLMRLEDEM
TRLMRLEDEMKEGRY
LPGVDPDKDVDI MVR
RLMRL EDEMKEGRYE
PSFAGLRPTFDTRLM
ELPGVDPDKDVDI W
DTRLMVRLEDEMKEGR
| MVRDGQLTI KAERT
DPDKDVDI MVRDGQL
PTFDTRLMRLEDEMK
VDPDKDVDI MVRDGQ
FPSFAGLRPTFDTRL
GVDPDKDVDI MVRDG
MATTLPVQRHPRSLF
FDTRLMVRLEDEMKEG
AELPGVDPDKDVDI M
PGVDPDKDVDI MVRD
MVRDGQLTI KAERTE
GQLTI KAERTEQKDF
TFDTRLMRLEDENKE
RAEL PGVDPDKDVDI

DGQLTI KAERTEQKD
LMRLEDEMKEGRYEV
KG LTVSVAVSEGKP
SLPVGADEDDI KATY
RDGQL T KAERTEQK
QLTI KAERTEQKDFD
AFPSFAGLRPTFDTR
VSLPVGADEDDI KAT
DKG LTVSVAVSEGK
DI KATYDKG LTVSV
MKEGRYEVRAEL PGV
G LTVSVAVSEGKPT
TLPVQRHPRSL FPEF
LFAAFPSFAGLRPTF
TVSLPVGADEDDI KA
DDl KATYDKG LTVS
YDKG LTVSVAVSEG
| LTVSVAVSEGKPTE
TTLPVQRHPRSLFPE
VSVAVSEGKPTEKH

PRSLFPEFSELFAAF
EMKEGRYEVRAEL PG
VRDGQLTI KAERTEQ
KEGRYEVRAEL PGVD
VRAEL PGVDPDKDVD
EDDI KATYDKG LTV
ATTLPVQRHPRSLFP
TYDKG LTVSVAVSE
AAFPSFAGLRPTFDT
SLFPEFSELFAAFPS
FPEFSEL FAAFPSFA
ATYDKG LTVSVAVS
FAYGSFVRTVSLPVG
GRYEVRAEL PGVDPD
LFPEFSEL FAAFPSF
FSELFAAFPSFAGLR
EGRYEVRAEL PGVDP
RTVSLPVGADEDDI K
TVSVAVSEGKPTEKH
DEMKEGRYEVRAELP
| KATYDKG LTVSVA
HPRSLFPEFSELFAA

GLRPTFDTR

VDI MVRDGQ

VDI MVRDGQ
GLRPTFDTR

GLRPTFDTR
VDI MVRDGQ
GLRPTFDTR
VDl MVRDGQ
RPTFDTRLM

DI MVRDGQL

VDI MVRDGQ
PTFDTRLMR

RLMVRLEDEM
LPGVDPDKD
RLMRLEDEM
LRPTFDTRL
LPGVDPDKD
RLMVRLEDEM
| MVRDGQLT
PDKDVDI W
PTFDTRLMR
DPDKDVDI M
LRPTFDTRL
DPDKDVDI M
MATTLPVQR
RLMRLEDEM
LPGVDPDKD
DPDKDVDI M
MVRDGQLTI
QLTI KAERT
LMRLEDEMK
LPGVDPDKD
QLTI KAERT
LMRLEDEMK
| LTVSVAVS
SLPVGADED
QLTI KAERT
QLTI KAERT
FPSFAGLRP
SLPVGADED
I LTVSVAVS
DI KATYDKG
MKEGRYEVR
I LTVSVAVS
TLPVQRHPR
LFAAFPSFA
SLPVGADED
DI KATYDKG
KG LTVSVA
| LTVSVAVS
TLPVQRHPR
VSVAVSEGK
PRSLFPEFS
MKEGRYEVR
GQLTI KAER
RYEVRAELP
LPGVDPDKD
DI KATYDKG
TLPVQRHPR
KG LTVSVA
FPSFAGLRP
FPEFSELFA
FPEFSELFA
KG LTVSVA
FAYGSFVRT
RYEVRAELP
FPEFSELFA
FSELFAAFP
RYEVRAELP
SLPVGADED
VSVAVSEGK
MKEGRYEVR
| KATYDKG
PRSLFPEFS
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. 6761

DRB1_0301 121
DRB1_0301 11
DRB1_0301 91
DRB1_0301 19
DRB1_0301 51
DRB1_0301 103
DRB1_0301 94
DRB1_0301 104
DRB1_0301 49
DRB1_0301 21
DRB1_0301 95
DRB1_0301 15
DRB1_0301 108
DRB1_0301 93
DRB1_0301 113
DRB1_0301 90
DRB1_0301 16
DRB1_0301 105
DRB1_0301 89
DRB1_0301 81
DRB1_0301 18
DRB1_0301 39
DRB1_0301 4
DRB1_0301 8
DRB1_0301 42
DRB1_0301 124
DRB1_0301 80
DRB1_0301 88
DRB1_0301 96
DRB1_0301 97
DRB1_0301 83
DRB1_0301 50
DRB1_ 0301 82
DRB1_0301 98
DRB1_0301 7
DRB1_0301 84
DRB1_0301 86
DRB1_0301 87
DRB1_0301 79
DRB1_0301 107
DRB1_0301 106
DRB1_0301 125
DRB1_0301 74
DRB1_0301 41
DRB1_0301 5
DRB1_0301 6
DRB1_0301 85
DRB1_0301 78
DRB1_0301 40
DRB1_0301 129
DRB1_0301 126
DRB1_0301 76
DRB1_0301 75
DRB1_0301 127
DRB1_0301 128
DRB1_0301 77
Al l el e: DRB1_0301.
Allele pos
DRB1_0401 94
DRB1_0401 91
DRB1_0401 93
DRB1_ 0401 95
DRB1_0401 92
DRB1_0401 16
DRB1_0401 15
DRB1_0401 90
DRB1_0401 17
DRB1_0401 36
DRB1_0401 14
DRB1_0401 35
DRB1_0401 89

LTVSVAVSEGKPTEK
RSLFPEFSELFAAFP
EFAYGSFVRTVSLPV
ELFAAFPSFAGLRPT
EVRAEL PGVDPDKDV
LPVGADEDDI KATYD
YGSFVRTVSLPVGAD
PVGADEDDI KATYDK
RYEVRAEL PGVDPDK
FAAFPSFAGLRPTFD
GSFVRTVSLPVGADE
PEFSELFAAFPSFAG
DEDDI KATYDKG LT
AYGSFVRTVSLPVGA
KATYDKG LTVSVAV
SEFAYGSFVRTVSLP
EFSELFAAFPSFAGL
VGADEDDI KATYDKG
RSEFAYGSFVRTVSL
TEQKDFDGRSEFAYG
SELFAAFPSFAGLRP
MRLEDEMKEGRYEVR
LPVQRHPRSLFPEFS
RHPRSLFPEFSELFA
EDEMKEGRYEVRAEL
SVAVSEGKPTEKHI Q
RTEQKDFDGRSEFAY
GRSEFAYGSFVRTVS
SFVRTVSLPVGADED
FVRTVSLPVGADEDD
QKDFDGRSEFAYGSF
YEVRAEL PGVDPDKD
EQKDFDGRSEFAYGS
VRTVSLPVGADEDD

QRHPRSLFPEFSELF
KDFDGRSEFAYGSFV
FDGRSEFAYGSFVRT
DGRSEFAYGSFVRTV
ERTEQKDFDGRSEFA
ADEDDI KATYDKG L
GADEDDI KATYDKG

VAVSEGKPTEKHI Q

LTI KAERTEQKDFDG
LEDEMKEGRYEVRAE
PVQRHPRSL FPEFSE
VQRHPRSL FPEFSEL
DFDGRSEFAYGSFVR
AERTEQKDFDGRSEF
RLEDEMKEGRYEVRA
EGKPTEKHI Q RSTN
AVSEGKPTEKH Q R
| KAERTEQKDFDGRS
TI KAERTEQKDFDGR
VSEGKPTEKHI Q RS
SEGKPTEKHI Q RST
KAERTEQKDFDGRSE

YGSFVRTVSLPVGAD
EFAYGSFVRTVSLPV
AYGSFVRTVSLPVGA
GSFVRTVSLPVGADE
FAYGSFVRTVSLPVG
EFSELFAAFPSFAGL
PEFSELFAAFPSFAG
SEFAYGSFVRTVSLP
FSELFAAFPSFAGLR
TRLMRLEDEMKEGRY
FPEFSELFAAFPSFA
DTRLMRLEDEMKEGR
RSEFAYGSFVRTVSL

VSVAVSEGK
FPEFSELFA
FAYGSFVRT
LFAAFPSFA
LPGVDPDKD
VGADEDDI K
GSFVRTVSL
VGADEDDI K
RYEVRAELP
FPSFAGLRP
FVRTVSLPV
FSELFAAFP
DI KATYDKG
GSFVRTVSL
ATYDKG LT
FAYGSFVRT
FSELFAAFP
VGADEDDI K
FAYGSFVRT
TEQKDFDGR
LFAAFPSFA
VRLEDEMKE
LPVQRHPRS
PRSLFPEFS
MKEGRYEVR
SVAVSEGKP
TEQKDFDGR
FAYGSFVRT
FVRTVSLPV
FVRTVSLPV
KDFDGRSEF
LPGVDPDKD
KDFDGRSEF
SLPVGADED
PRSLFPEFS
KDFDGRSEF
RSEFAYGSF
FAYGSFVRT
TEQKDFDGR
DI KATYDKG
GADEDDI KA
VAVSEGKPT
| KAERTEQK
MKEGRYEVR
PVQRHPRSL
PRSLFPEFS
DFDGRSEFA
TEQKDFDGR
LEDEMKEGR
KPTEKH Q
VSEGKPTEK
| KAERTEQK
| KAERTEQK
VSEGKPTEK
KPTEKH Q
TEQKDFDGR

nders 6. Number

GSFVRTVSL
GSFVRTVSL
GSFVRTVSL
GSFVRTVSL
GSFVRTVSL
ELFAAFPSF
SELFAAFPS
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GSFVRTVSL

of
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DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401
DRB1_0401

RLMVRLEDEMKEGRYE
FDTRLMVRL EDEMKEG
SELFAAFPSFAGLRP
SFVRTVSLPVGADED
LFPEFSEL FAAFPSF
TFDTRLMRLEDENKE
| MVRDGQLTI KAERT
RSLFPEFSELFAAFP
PTFDTRLMRLEDEMK
KG LTVSVAVSEGKP
FVRTVSLPVGADEDD
DI MVRDGQLTI KAER
SLFPEFSELFAAFPS
DKG LTVSVAVSEGK
VDI MVRDGQLTI KAE
MVRDGQLTI KAERTE
G LTVSVAVSEGKPT
PRSLFPEFSELFAAF
RHPRSLFPEFSELFA
YDKG LTVSVAVSEG
DVDI WVRDGQLTI KA
GRSEFAYGSFVRTVS
HPRSLFPEFSELFAA
ATYDKG LTVSVAVS
GRYEVRAEL PGVDPD
ELFAAFPSFAGLRPT
LMRLEDEMKEGRYEV
RDGQLTI KAERTEQK
RYEVRAEL PGVDPDK
EGRYEVRAEL PGVDP
QRHPRSLFPEFSELF
RPTFDTRLNMRLEDEM
KEGRYEVRAEL PGVD
KATYDKG LTVSVAV
| LTVSVAVSEGKPTE
VRDGQLTI KAERTEQ
TYDKG LTVSVAVSE
DGRSEFAYGSFVRTV
FDGRSEFAYGSFVRT
VQRHPRSL FPEFSEL
MKEGRYEVRAEL PGV
| KATYDKG LTVSVA
GQLTI KAERTEQKDF
PSFAGLRPTFDTRLM
DGQLTI KAERTEQKD
QLTI KAERTEQKDFD
KDVDI MVRDGQLTI K
PVQRHPRSL FPEFSE
LTVSVAVSEGKPTEK
DI KATYDKG LTVSV
MATTLPVQRHPRSLF
EMKEGRYEVRAEL PG
FPSFAGLRPTFDTRL
LRPTFDTRLMRLEDE
SFAGLRPTFDTRLMR
YEVRAEL PGVDPDKD
VRTVSL PVGADEDD

DKDVDI MVRDGQL TI

GLRPTFDTRLMRLED
FAGLRPTFDTRLMRL
DFDGRSEFAYGSFVR
AFPSFAGLRPTFDTR
AGLRPTFDTRLMRLE
DDl KATYDKG LTVS
TLPVQRHPRSLFPEF
LPVQRHPRSLFPEFS
FAAFPSFAGLRPTFD
DEMKEGRYEVRAELP
ATTLPVQRHPRSLFP
TTLPVQRHPRSLFPE
RTVSLPVGADEDDI K
LFAAFPSFAGLRPTF
AAFPSFAGLRPTFDT
KDFDGRSEFAYGSFV
LTI KAERTEQKDFDG
EGKPTEKHI Q RSTN
QKDFDGRSEFAYGSF

LMRLEDEMK
RLVRLEDEM
SELFAAFPS
FVRTVSLPV
SELFAAFPS
RLMRLEDEM
MVRDGQLTI
RSLFPEFSE
RLMVRLEDEM
G LTVSVAV
FVRTVSLPV
| MVRDGQLT
PEFSELFAA
G LTVSVAV
| MVRDGQLT
MVRDGQLTI
| LTVSVAVS
RSLFPEFSE
RSLFPEFSE
G LTVSVAV
| MVRDGQLT
FAYGSFVRT
RSLFPEFSE
ATYDKG LT
YEVRAELPG
FAAFPSFAG
LMRLEDEMK
QLTI KAERT
YEVRAELPG
RYEVRAELP
RSLFPEFSE
RLMRLEDEM
RYEVRAELP
ATYDKG LT
| LTVSVAVS
RDGQLTI KA
G LTVSVAV
FAYGSFVRT
FAYGSFVRT
RSLFPEFSE
RYEVRAELP
ATYDKG LT
QLTI KAERT
FAGLRPTFD
QLTI KAERT
QLTI KAERT
| MVRDGQLT
RHPRSLFPE
LTVSVAVSE
ATYDKG LT
MATTLPVQR
RYEVRAELP
PSFAGLRPT
PTFDTRLMR
FAGLRPTFD
YEVRAELPG
RTVSLPVGA
| MVRDGQLT
PTFDTRLMR
FAGLRPTFD
FDGRSEFAY
PSFAGLRPT
PTFDTRLMR
ATYDKG LT
QRHPRSLFP
QRHPRSLFP
FAAFPSFAG
RYEVRAELP
TLPVQRHPR
LPVQRHPRS
RTVSLPVGA
FAAFPSFAG
FPSFAGLRP
FDGRSEFAY
LTI KAERTE
TEKH Q RS
FDGRSEFAY
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DRB1_0401 61
DRB1_0401 123
DRB1_0401 122
DRB1_0401 109
DRB1_0401 51
DRB1_0401 128
DRB1_0401 82
DRB1_0401 39
DRB1_0401 124
DRB1_0401 80
DRB1_0401 52
DRB1_0401 75
DRB1_0401 81
DRB1_0401 125
DRB1_0401 76
DRB1_0401 53
DRB1_0401 108
DRB1_0401 127
DRB1_0401 42
DRB1_0401 104
DRB1_0401 103
DRB1_0401 60
DRB1_0401 102
DRB1_0401 79
DRB1_0401 126
DRB1_0401 41
DRB1_0401 101
DRB1_0401 77
DRB1_0401 100
DRB1_0401 78
DRB1_0401 105
DRB1_0401 59
DRB1_0401 40
DRB1_0401 106
DRB1_0401 58
DRB1_0401 57
DRB1_0401 55
DRB1_0401 56
DRB1_0401 107
DRB1_0401 54
Al l el e DRB1_0401.
Allele pos
DRB1_0404 94
DRB1_0404 95
DRB1_0404 93
DRB1_0404 18
DRB1_0404 96
DRB1_0404 19
DRB1_0404 17
DRB1_0404 92
DRB1_0404 16
DRB1_0404 15
DRB1_0404 91
DRB1_0404 97
DRB1_0404 14
DRB1_0404 21
DRB1_0404 20
DRB1_0404 22
DRB1_0404 25
DRB1_0404 24
DRB1_0404 23
DRB1_0404 35
DRB1_0404 118
DRB1_0404 36
DRB1_0404 117
DRB1_0404 26
DRB1_0404 13
DRB1_0404 116
DRB1_0404 34
DRB1_0404 119
DRB1_0404 66

PDKDVDI MVRDGQLT
VSVAVSEGKPTEKH

TVSVAVSEGKPTEKH
EDDI KATYDKG LTV
EVRAEL PGVDPDKDV
SEGKPTEKHI Q RST
EQKDFDGRSEFAYGS
MRL EDEMKEGRYEVR
SVAVSEGKPTEKHI Q
RTEQKDFDGRSEFAY
VRAEL PGVDPDKDVD
TI KAERTEQKDFDGR
TEQKDFDGRSEFAYG
VAVSEGKPTEKHI QI

| KAERTEQKDFDGRS
RAEL PGVDPDKDVD

DEDDI KATYDKG LT
VSEGKPTEKHI Q RS
EDEMKEGRYEVRAEL
PVGADEDDI KATYDK
LPVGADEDDI KATYD
DPDKDVDI MVRDGQL
SLPVGADEDDI KATY
ERTEQKDFDGRSEFA
AVSEGKPTEKHI Ql R
L EDEMKEGRYEVRAE
VSL PVGADEDDI KAT
KAERTEQKDFDGRSE
TVSLPVGADEDDI KA
AERTEQKDFDGRSEF
VGADEDDI KATYDKG
VDPDKDVDI MVRDGQ
RLEDEMKEGRYEVRA
GADEDDI KATYDKG

GVDPDKDVDI MVRDG
PGVDPDKDVDI MVRD
EL PGVDPDKDVDI M/
LPGVDPDKDVDI MVR
ADEDDI KATYDKG L
AELPGVDPDKDVDI M

YGSFVRTVSLPVGAD
GSFVRTVSLPVGADE
AYGSFVRTVSLPVGA
SELFAAFPSFAGLRP
SFVRTVSLPVGADED
ELFAAFPSFAGLRPT
FSELFAAFPSFAGLR
FAYGSFVRTVSLPVG
EFSELFAAFPSFAGL
PEFSELFAAFPSFAG
EFAYGSFVRTVSLPV
FVRTVSLPVGADEDD
FPEFSELFAAFPSFA
FAAFPSFAGLRPTFD
LFAAFPSFAGLRPTF
AAFPSFAGLRPTFDT
PSFAGLRPTFDTRLM
FPSFAGLRPTFDTRL
AFPSFAGLRPTFDTR
DTRLMRLEDEMKEGR
KA LTVSVAVSEGKP
TRLMRLEDEMKEGRY
DKA LTVSVAVSEGK
SFAGLRPTFDTRLMR
LFPEFSELFAAFPSF
YDKG LTVSVAVSEG
FDTRLVRLEDEMKEG
G LTVSVAVSEGKPT
DI MVRDGQLTI KAER

| MVRDGQLT
VSVAVSEGK
VSVAVSEGK
ATYDKG LT
RAELPGVDP
EKHI Q RST
DFDGRSEFA
MRLEDENMKE
VAVSEGKPT
FDGRSEFAY
RAELPGVDP
| KAERTEQK
FDGRSEFAY
SEGKPTEKH
| KAERTEQK
RAELPGVDP
ATYDKG LT
SEGKPTEKH
KEGRYEVRA
PVGADEDD

GADEDDI KA
DKDVDI MVR
PVGADEDD

RTEQKDFDG
SEGKPTEKH
KEGRYEVRA
PVGADEDD

RTEQKDFDG
TVSLPVGAD
RTEQKDFDG
GADEDDI KA
DKDVDI MVR
KEGRYEVRA
GADEDDI KA
DKDVDI MVR
DKDVDI MVR
LPGVDPDKD
PGVDPDKDV
DDI KATYDK
LPGVDPDKD

nders 5. Number

FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
ELFAAFPSF
FVRTVSLPV
ELFAAFPSF
ELFAAFPSF
FVRTVSLPV
ELFAAFPSF
ELFAAFPSF
FVRTVSLPV
FVRTVSLPV
ELFAAFPSF
AAFPSFAGL
FAAFPSFAG
SFAGLRPTF
SFAGLRPTF
SFAGLRPTF
SFAGLRPTF
RLMRLEDEM
G LTVSVAV
RLMRLEDEM
G LTVSVAV
SFAGLRPTF
ELFAAFPSF
G LTVSVAV
RLMRLEDEM
G LTVSVAV

| MVRDGQLT

of
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of peptides 130

%Random

SB 2.00
SB 2.00
SB 4. 00
SB 4.00
SB 4. 00
SB 4.00
SB 4.00
SB 8. 00
SB 8. 00
8. 00
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DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404
DRB1_0404

SEFAYGSFVRTVSLP
TYDKG LTVSVAVSE

VDI WRDGQLTI KAE
RLMRLEDEMKEGRYE

DVDI MVRDGQLTI KA
TFDTRLMRLEDENKE
SLFPEFSELFAAFPS
RSLFPEFSELFAAFP
ATYDKG LTVSVAVS
HPRSLFPEFSELFAA
KDVDI MVRDGQLTI K
PRSLFPEFSELFAAF
| LTVSVAVSEGKPTE
RHPRSLFPEFSELFA
FAGLRPTFDTRLMRL
KATYDKG LTVSVAV
PTFDTRLMVRLEDENK
| MVRDGQLTI KAERT
QRHPRSLFPEFSELF
DKDVDI MVRDGQLT!

RSEFAYGSFVRTVSL
VQRHPRSL FPEFSEL
EVRAEL PGVDPDKDV
RYEVRAEL PGVDPDK
VRTVSLPVGADEDDI

YEVRAEL PGVDPDKD
LTVSVAVSEGKPTEK
GRYEVRAEL PGVDPD
| KATYDKG LTVSVA
AGLRPTFDTRLMRLE
RPTFDTRLMRLEDEM
PVQRHPRSL FPEFSE
LPVQRHPRSLFPEFS
PDKDVDI MVRDGQLT
TLPVQRHPRSLFPEF
EGRYEVRAEL PGVDP
MATTLPVQRHPRSLF
GRSEFAYGSFVRTVS
GLRPTFDTRLMRLED
RTVSLPVGADEDDI K
EGKPTEKHI Q RSTN
MVRDGQLTI KAERTE
DI KATYDKG LTVSV
DGRSEFAYGSFVRTV
KEGRYEVRAEL PGVD
TTLPVQRHPRSLFPE
LRPTFDTRLNMRLEDE
LMRLEDEMKEGRYEV
DDI KATYDKG LTVS
ATTLPVQRHPRSLFP
FDGRSEFAYGSFVRT
DPDKDVDI MVRDGQL
EDDI KATYDKG LTV
MKEGRYEVRAEL PGV
RAEL PGVDPDKDVD

VRAEL PGVDPDKDVD
QLTI KAERTEQKDFD
GQLTI KAERTEQKDF
LTI KAERTEQKDFDG
TVSLPVGADEDD! KA
DGQLTI KAERTEQKD
DEDDI KATYDKG LT
TVSVAVSEGKPTEKH
AEL PGVDPDKDVDI M
RDGQL T KAERTEQK
VRDGQLTI KAERTEQ
VSVAVSEGKPTEKH

VAVSEGKPTEKHI Q

SVAVSEGKPTEKHI Q
ELPGVDPDKDVDI MV
ADEDDI KATYDKG L
DFDGRSEFAYGSFVR
TI KAERTEQKDFDGR
VSLPVGADEDDI KAT
KDFDGRSEFAYGSFV
EMKEGRYEVRAEL PG
SLPVGADEDDI KATY

SFVRTVSLP
G LTVSVAV
| MVRDGQLT
RLVRLEDEM
DI MVRDGQL
RLVRLEDEM
EFSELFAAF
SLFPEFSEL
G LTVSVAV
HPRSL FPEF
DI MVRDGQL
SLFPEFSEL
LTVSVAVSE
HPRSL FPEF
GLRPTFDTR
G LTVSVAV
RLVRLEDEM
| MVRDGQLT
HPRSL FPEF
DI MVRDGQL
GSFVRTVSL
HPRSLFPEF
EVRAELPGV
EVRAELPGV
RTVSLPVGA
EVRAELPGV
LTVSVAVSE
EVRAELPGV
KG LTVSVA
LRPTFDTRL
RLVRLEDEM
HPRSLFPEF
HPRSLFPEF
DI MVRDGQL
LPVQRHPRS
EVRAELPGV
MATTLPVQR
FAYGSFVRT
LRPTFDTRL
RTVSLPVGA
KH Q RSTN
MVRDGQLT!

KATYDKG L
FAYGSFVRT
EVRAELPGV
TLPVQRHPR
LRPTFDTRL
LMRLEDEMK
DI KATYDKG
TLPVQRHPR
FAYGSFVRT
DI MVRDGQL
DI KATYDKG
EVRAELPGV
ELPGVDPDK
ELPGVDPDK
LTI KAERTE
LTI KAERTE
LTI KAERTE
TVSLPVGAD
LTI KAERTE
DI KATYDKG
TVSVAVSEG
ELPGVDPDK
LTI KAERTE
LTI KAERTE
VAVSEGKPT
VAVSEGKPT
VAVSEGKPT
ELPGVDPDK
DI KATYDKG
SEFAYGSFV
TI KAERTEQ
PVGADEDDI

RSEFAYGSF
EMKEGRYEV
PVGADEDDI
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DRB1_0404 56
DRB1_0404 76
DRB1_0404 43
DRB1_0404 126
DRB1_0404 106
DRB1_0404 128
DRB1_0404 57
DRB1_0404 103
DRB1_0404 39
DRB1_0404 59
DRB1_0404 42
DRB1_0404 58
DRB1_0404 83
DRB1_0404 104
DRB1_0404 77
DRB1_0404 41
DRB1_0404 105
DRB1_0404 127
DRB1_0404 40
DRB1_0404 78
DRB1_0404 82
DRB1_0404 80
DRB1_0404 81
DRB1_0404 79
All el e: DRB1_0404.
Allele pos
DRB1_0405 94
DRB1_0405 93
DRB1_0405 95
DRB1_0405 92
DRB1_0405 96
DRB1_0405 91
DRB1_0405 97
DRB1_0405 116
DRB1_0405 117
DRB1_0405 115
DRB1_0405 15
DRB1_0405 14
DRB1_0405 118
DRB1_0405 16
DRB1_0405 17
DRB1_0405 114
DRB1_0405 18
DRB1_0405 12
DRB1_0405 24
DRB1_0405 13
DRB1_0405 19
DRB1_0405 25
DRB1_0405 35
DRB1_0405 90
DRB1_0405 34
DRB1_0405 23
DRB1_0405 36
DRB1_0405 119
DRB1_0405 113
DRB1_0405 33
DRB1_0405 11
DRB1_0405 26
DRB1_0405 37
DRB1_0405 22
DRB1_0405 66
DRB1_0405 20
DRB1_0405 32
DRB1_0405 65
DRB1_0405 21
DRB1_0405 27
DRB1_0405 111
DRB1_0405 9
DRB1_0405 112
DRB1_0405 64
DRB1_0405 89

LPGVDPDKDVDI MVR
| KAERTEQKDFDGRS
DEMKEGRYEVRAEL P
AVSEGKPTEKHI Q R
GADEDDI KATYDKG

SEGKPTEKHI Q RST
PGVDPDKDVDI MVRD
LPVGADEDDI KATYD
VRLEDEMKEGRYEVR
VDPDKDVDI MVRDGQ
EDEMKEGRYEVRAEL
GVDPDKDVDI MVRDG
QKDFDGRSEFAYGSF
PVGADEDDI KATYDK
KAERTEQKDFDGRSE
LEDEMKEGRYEVRAE
VGADEDDI KATYDKG
VSEGKPTEKHI Q RS
RLEDEMKEGRYEVRA
AERTEQKDFDGRSEF
EQKDFDGRSEFAYGS
RTEQKDFDGRSEFAY
TEQKDFDGRSEFAYG
ERTEQKDFDGRSEFA

YGSFVRTVSLPVGAD
AYGSFVRTVSLPVGA
GSFVRTVSLPVGADE
FAYGSFVRTVSLPVG
SFVRTVSLPVGADED
EFAYGSFVRTVSLPV
FVRTVSLPVGADEDD
YDKG LTVSVAVSEG
DKG LTVSVAVSEGK
TYDKG LTVSVAVSE
PEFSELFAAFPSFAG
FPEFSELFAAFPSFA
KG LTVSVAVSEGKP
EFSELFAAFPSFAGL
FSELFAAFPSFAGLR
ATYDKG LTVSVAVS
SELFAAFPSFAGLRP
SLFPEFSELFAAFPS
FPSFAGLRPTFDTRL
LFPEFSEL FAAFPSF
ELFAAFPSFAGLRPT
PSFAGLRPTFDTRLM
DTRLVRLEDEMKEGR
SEFAYGSFVRTVSLP
FDTRLVRLEDEMKEG
AFPSFAGLRPTFDTR
TRLVRLEDEMKEGRY
G LTVSVAVSEGKPT
KATYDKG LTVSVAV
TFDTRLMRLEDEMKE
RSLFPEFSELFAAFP
SFAGLRPTFDTRLMR
RLMRLEDEMKEGRYE
AAFPSFAGLRPTFDT
DI \WRDGQLTI KAER
LFAAFPSFAGLRPTF
PTFDTRLVRLEDEMK
VDI MVRDGQLTI KAE
FAAFPSFAGLRPTFD
FAGLRPTFDTRLMRL
DI KATYDKG LTVSV
HPRSLFPEFSELFAA
| KATYDKG LTVSVA
DVDI TI KA
RSEFAYGSFVRTVSL

LPGVDPDKD
| KAERTEQK
EMKEGRYEV
AVSEGKPTE
DI KATYDKG
EKH Q RST
PGVDPDKDV
PVGADEDD

VRLEDEMKE
DKDVDI MVR
MKEGRYEVR
DKDVDI MVR
KDFDGRSEF
PVGADEDD

KAERTEQKD
EMKEGRYEV
DI KATYDKG
SEGKPTEKH
EMKEGRYEV
AERTEQKDF
KDFDGRSEF
TEQKDFDGR
TEQKDFDGR
TEQKDFDGR

nders 9. Nunber

FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
G LTVSVAV
G LTVSVAV
G LTVSVAV
LFAAFPSFA
FSELFAAFP
G LTVSVAV
ELFAAFPSF
ELFAAFPSF
G LTVSVAV
LFAAFPSFA
PEFSELFAA
FAGLRPTFD
FSELFAAFP
LFAAFPSFA
FAGLRPTFD
LVRLEDEMK
FAYGSFVRT
LMRLEDEMK
FAGLRPTFD
LMRLEDEMK
G LTVSVAV
G LTVSVAV
LMRLEDEMK
FPEFSELFA
FAGLRPTFD
RLMRLEDEM
FAGLRPTFD
MVRDGQLTI
LFAAFPSFA
TRLMRLEDE
MVRDGQLTI
FAGLRPTFD
FAGLRPTFD
ATYDKG LT
FPEFSELFA
ATYDKG LT
MVRDGQLTI
FAYGSFVRT

of
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DRB1_0802 112
DRB1_0802 9
DRB1_0802 128
DRB1_0802 84
DRB1_0802 121
DRB1_0802 10
DRB1_0802 83
DRB1_0802 42
DRB1_0802 111
DRB1_0802 37
DRB1_0802 110
DRB1_0802 125
DRB1_0802 82
DRB1_0802 124
DRB1_0802 127
DRB1_0802 122
DRB1_0802 126
DRB1_0802 36
DRB1_0802 35
DRB1_0802 74
DRB1_0802 109
DRB1_0802 123
DRB1_0802 81
DRB1_0802 80
DRB1_0802 99
DRB1_0802 40
DRB1_0802 51
DRB1_0802 108
DRB1_0802 41
DRB1_0802 38
DRB1_0802 75
DRB1_0802 107
DRB1_0802 39
DRB1_0802 60
DRB1_0802 76
DRB1_0802 52
DRB1_0802 106
DRB1_0802 59
DRB1_0802 79
DRB1_0802 58
DRB1_0802 56
DRB1_0802 57
DRB1_0802 53
DRB1_0802 78
DRB1_0802 77
DRB1_0802 105
DRB1_0802 55
DRB1_0802 104
DRB1_0802 100
DRB1_0802 101
DRB1_0802 54
DRB1_0802 103
DRB1_0802 102
Allele: DRB1_0802.
Allele pos
DRB1_0901 94
DRB1_0901 91
DRB1_0901 92
DRB1_0901 93
DRB1_0901 95
DRB1_0901 96
DRB1_0901 90
DRB1_0901 89
DRB1_0901 13
DRB1_0901 14
DRB1_0901 12
DRB1_0901 119
DRB1_0901 16
DRB1_0901 6
DRB1_0901 118
DRB1_0901 11

| KATYDKG LTVSVA
HPRSLFPEFSELFAA
SEGKPTEKHI Q RST
KDFDGRSEFAYGSFV
LTVSVAVSEGKPTEK
PRSLFPEFSELFAAF
QKDFDGRSEFAYGSF
EDEMKEGRYEVRAEL
DI KATYDKG LTVSV
RLVRLEDEMKEGRYE
DDl KATYDKG LTVS
VAVSEGKPTEKHI Q

EQKDFDGRSEFAYGS
SVAVSEGKPTEKHI Q
VSEGKPTEKHI Q RS
TVSVAVSEGKPTEKH
AVSEGKPTEKHI Ql R
TRLMRLEDEMKEGRY
DTRLMRLEDEMKEGR
LTI KAERTEQKDFDG
EDDI KATYDKG LTV
VSVAVSEGKPTEKHI

TEQKDFDGRSEFAYG
RTEQKDFDGRSEFAY
RTVSLPVGADEDDI K
RLEDEMKEGRYEVRA
EVRAEL PGVDPDKDV
DEDDI KATYDKG LT
L EDEMKEGRYEVRAE
L MRLEDEMKEGRYEV
TI KAERTEQKDFDGR
ADEDDI KATYDKG L
MRL EDEMKEGRYEVR
DPDKDVDI MVRDGQL
| KAERTEQKDFDGRS
VRAEL PGVDPDKDVD
GADEDDI KATYDKG

VDPDKDVDI MVRDGQ
ERTEQKDFDGRSEFA
GVDPDKDVDI MVRDG
L PGVDPDKDVDI MVR
PGVDPDKDVDI MVRD
RAEL PGVDPDKDVDI

AERTEQKDFDGRSEF
KAERTEQKDFDGRSE
VGADEDDI KATYDKG
EL PGVDPDKDVDI MV
PVGADEDDI KATYDK
TVSLPVGADEDDI KA
VSL PVGADEDDI KAT
AELPGVDPDKDVDI M
LPVGADEDDI KATYD
SLPVGADEDDI KATY

YGSFVRTVSLPVGAD
EFAYGSFVRTVSLPV
FAYGSFVRTVSLPVG
AYGSFVRTVSLPVGA
GSFVRTVSLPVGADE
SFVRTVSLPVGADED
SEFAYGSFVRTVSLP
RSEFAYGSFVRTVSL
LFPEFSEL FAAFPSF
FPEFSELFAAFPSFA
SLFPEFSELFAAFPS
G LTVSVAVSEGKPT
EFSELFAAFPSFAGL
VQRHPRSLFPEFSEL
KG LTVSVAVSEGKP
RSLFPEFSELFAAFP

KATYDKG L
FPEFSELFA
GKPTEKHI Q
DFDGRSEFA
TVSVAVSEG
LFPEFSELF
DFDGRSEFA
GRYEVRAEL
KATYDKG L
RLMVRLEDEM
KATYDKG L
VAVSEGKPT
DFDGRSEFA
GKPTEKHI Q
GKPTEKHI Q
TVSVAVSEG
GKPTEKHI Q
RLMVRLEDEM
RLVRLEDEM
LTI KAERTE
KATYDKG L
VSVAVSEGK
FDGRSEFAY
FDGRSEFAY
RTVSLPVGA
KEGRYEVRA
RAELPGVDP
KATYDKG L
KEGRYEVRA
RLEDEMKEG
TI KAERTEQ
KATYDKG L
RLEDEMKEG
VDI MVRDGQ
| KAERTEQK
RAELPGVDP
| KATYDKG

VDI MVRDGQ
DFDGRSEFA
GVDPDKDVD
DKDVDI MVR
DKDVDI MVR
RAELPGVDP
QKDFDGRSE
KAERTEQKD
DI KATYDKG
GVDPDKDVD
GADEDDI KA
TVSLPVGAD
GADEDDI KA
GVDPDKDVD
GADEDDI KA
GADEDDI KA

nders 1.

FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
SFVRTVSLP
SFVRTVSLP
FVRTVSLPV
FAYGSFVRT
FAYGSFVRT
FPEFSELFA
FPEFSELFA
FPEFSELFA
LTVSVAVSE
ELFAAFPSF
VORHPRSLF
I LTVSVAVS
FPEFSELFA
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DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901
DRB1_0901

120
15
117
88

| LTVSVAVSEGKPTE
PEFSELFAAFPSFAG
DKG LTVSVAVSEGK
GRSEFAYGSFVRTVS
PVQRHPRSL FPEFSE
FVRTVSLPVGADEDD
FSELFAAFPSFAGLR
LPVQRHPRSLFPEFS
GRYEVRAEL PGVDPD
YDKG LTVSVAVSEG
TLPVQRHPRSL FPEF
HPRSLFPEFSELFAA
TYDKG LTVSVAVSE
RHPRSL FPEFSELFA
PRSLFPEFSELFAAF
EGRYEVRAEL PGVDP
SELFAAFPSFAGLRP
DGRSEFAYGSFVRTV
LTVSVAVSEGKPTEK
TTLPVQRHPRSLFPE
KEGRYEVRAEL PGVD
RYEVRAEL PGVDPDK
FDGRSEFAYGSFVRT
YEVRAEL PGVDPDKD
ATTLPVQRHPRSLFP
| KATYDKG LTVSVA
QRHPRSLFPEFSELF
VRAEL PGVDPDKDVD
ATYDKG LTVSVAVS
EVRAEL PGVDPDKDV
ELFAAFPSFAGLRPT
DI KATYDKG LTVSV
MKEGRYEVRAEL PGV
DDI KATYDKG LTVS
KDVDI MVRDGQLTI K
KATYDKG LTVSVAV
MATTLPVQRHPRSLF
EDDI KATYDKG LTV
DI MVRDGQLTI KAER
EMKEGRYEVRAEL PG
VDI MVRDGQLTI KAE
DVDI MVRDGQLTI KA
VRTVSL PVGADEDD

DKDVDI MVRDGQLTI

DEDDI KATYDKG LT
DFDGRSEFAYGSFVR
MVRDGQLTI KAERTE
ADEDDI KATYDKG! L
RAEL PGVDPDKDVDI

FDTRLMVRLEDEMKEG
VSVAVSEGKPTEKH

| MVRDGQLTI KAERT
VAVSEGKPTEKHI Q

AGLRPTFDTRLMRLE
SVAVSEGKPTEKHI Q
TVSVAVSEGKPTEKH
TFDTRLMRLEDEVKE
FAGLRPTFDTRLMRL
RTVSLPVGADEDDI K
PDKDVDI MVRDGQLT
SFAGLRPTFDTRLMR
GQLTI KAERTEQKDF
PSFAGLRPTFDTRLM
DEMKEGRYEVRAEL P
AAFPSFAGLRPTFDT
QLTI KAERTEQKDFD
EGKPTEKHI Q RSTN
FPSFAGLRPTFDTRL
FAAFPSFAGLRPTFD
PTFDTRLMRLEDEMK
GLRPTFDTRLMRLED
LRPTFDTRLNMRLEDE
DTRLMRLEDEMKEGR
DGQLTI KAERTEQKD
AFPSFAGLRPTFDTR
TVSLPVGADEDDI KA
VRDGQLTI KAERTEQ

LTVSVAVSE
ELFAAFPSF
| LTVSVAVS
FAYGSFVRT
VQRHPRSLF
FVRTVSLPV
ELFAAFPSF
VQRHPRSLF
RYEVRAELP
KG LTVSVA
VQRHPRSLF
FPEFSELFA
KG LTVSVA
FPEFSELFA
FPEFSELFA
GRYEVRAEL
ELFAAFPSF
FAYGSFVRT
LTVSVAVSE
VQRHPRSLF
RYEVRAELP
RYEVRAELP
EFAYGSFVR
VRAEL PGVD
VQRHPRSLF
| KATYDKG

HPRSLFPEF
VRAEL PGVD
KG LTVSVA
VRAELPGVD
ELFAAFPSF
| KATYDKG

GRYEVRAEL
| KATYDKG

DI MVRDGQL
YDKG LTVS
VQRHPRSLF
| KATYDKG

DI MVRDGQL
GRYEVRAEL
DI MVRDGQL
DI MVRDGQL
TVSLPVGAD
| MVRDGQLT
| KATYDKG

EFAYGSFVR
MVRDGQLTI

| KATYDKG

RAELPGVDP
FDTRLMRLE
VAVSEGKPT
| MVRDGQLT
VAVSEGKPT
LRPTFDTRL
VAVSEGKPT
TVSVAVSEG
FDTRLMRLE
AGLRPTFDT
TVSLPVGAD
| MVRDGQLT
AGLRPTFDT
LTI KAERTE
LRPTFDTRL
GRYEVRAEL
AFPSFAGLR
QLTI KAERT
EGKPTEKH

FPSFAGLRP
FAAFPSFAG
FDTRLMRLE
LRPTFDTRL
LRPTFDTRL
RLMRLEDEM
LTI KAERTE
FPSFAGLRP
TVSLPVGAD

VRDGQLTI K
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. 5878

DRB1_0901 36
DRB1_0901 20
DRB1_0901 54
DRB1_0901 31
DRB1_0901 126
DRB1_0901 84
DRB1_0901 74
DRB1_0901 70
DRB1_0901 37
DRB1_0901 42
DRB1_0901 106
DRB1_0901 38
DRB1_0901 127
DRB1_0901 60
DRB1_0901 128
DRB1_0901 83
DRB1_0901 55
DRB1_0901 39
DRB1_0901 82
DRB1_0901 101
DRB1_0901 56
DRB1_0901 81
DRB1_0901 41
DRB1_0901 102
DRB1_0901 75
DRB1_0901 79
DRB1_0901 57
DRB1_0901 80
DRB1_0901 58
DRB1_0901 59
DRB1_0901 40
DRB1_0901 76
DRB1_0901 77
DRB1_0901 103
DRB1_0901 78
DRB1_0901 105
DRB1_0901 104
Al l el e DRB1_0901.
Allele pos
DRB1_ 1101 92
DRB1_1101 91
DRB1 1101 93
DRB1_ 1101 94
DRB1_1101 95
DRB1 1101 90
DRB1_1101 0
DRB1 1101 1
DRB1_1101 96
DRB1_1101 2
DRB1 1101 89
DRB1 1101 32
DRB1_1101 3
DRB1_ 1101 33
DRB1_ 1101 31
DRB1_ 1101 23
DRB1_1101 97
DRB1_1101 24
DRB1_ 1101 4
DRB1 1101 88
DRB1_1101 30
DRB1 1101 21
DRB1 1101 20
DRB1_1101 22
DRB1_1101 34
DRB1_1101 25
DRB1_1101 116
DRB1_ 1101 117
DRB1_1101 29
DRB1 1101 19
DRB1 1101 64
DRB1_1101 118

TRL MRLEDEMKEGRY
LFAAFPSFAGLRPTF
AELPGVDPDKDVDI M
RPTFDTRLMRLEDEM
AVSEGKPTEKHI Qf R
KDFDGRSEFAYGSFV
LTI KAERTEQKDFDG
RDGQLTI KAERTEQK
RLMRLEDEMKEGRYE
EDEMKEGRYEVRAEL
GADEDDI KATYDKG

LMRLEDEMKEGRYEV
VSEGKPTEKHI Q RS
DPDKDVDI MVRDGQL
SEGKPTEKHI Q RST
QKDFDGRSEFAYGSF
EL PGVDPDKDVDI MV
MRLEDEMKEGRYEVR
EQKDFDGRSEFAYGS
VSL PVGADEDDI KAT
L PGVDPDKDVDI MVR
TEQKDFDGRSEFAYG
L EDEMKEGRYEVRAE
SLPVGADEDDI KATY
TI KAERTEQKDFDGR
ERTEQKDFDGRSEFA
PGVDPDKDVDI MVRD
RTEQKDFDGRSEFAY
GVDPDKDVDI MVRDG
VDPDKDVDI MVRDGQ
RLEDEMKEGRYEVRA
| KAERTEQKDFDGRS
KAERTEQKDFDGRSE
LPVGADEDDI KATYD
AERTEQKDFDGRSEF
VGADEDDI KATYDKG
PVGADEDDI KATYDK

FAYGSFVRTVSLPVG
EFAYGSFVRTVSLPV
AYGSFVRTVSLPVGA
YGSFVRTVSLPVGAD
GSFVRTVSLPVGADE
SEFAYGSFVRTVSLP
MATTLPVQRHPRSLF
ATTLPVQRHPRSLFP
SFVRTVSLPVGADED
TTLPVORHPRSLFPE
RSEFAYGSFVRTVSL
PTFDTRLMRLEDEMK
TLPVORHPRSLFPEF
TFDTRLMRLEDEMKE
RPTFDTRLMRLEDEM
AFPSFAGLRPTFDTR
FVRTVSLPVGADEDD
FPSFAGLRPTFDTRL
LPVORHPRSLFPEFS
GRSEFAYGSFVRTVS
LRPTFDTRLMRLEDE
FAAFPSFAGLRPTFD
LFAAFPSFAGLRPTF
AAFPSFAGLRPTFDT
FDTRLNVRLEDEMKEG
PSFAGLRPTFDTRLM
YDKG LTVSVAVSEG
DKG LTVSVAVSE&K
GLRPTFDTRLMRLED
ELFAAFPSFAGLRPT
DVDI TI KA
KA LTVSVAVSEGKP

RLVRLEDEM
FAAFPSFAG
LPGVDPDKD
FDTRLMRLE
VSEGKPTEK
SEFAYGSFV
LTI KAERTE
QLTI KAERT
LVRLEDEMK
GRYEVRAEL
| KATYDKG

VRLEDEMKE
VSEGKPTEK
DI MVRDGQL
EGKPTEKHI

RSEFAYGSF
LPGVDPDKD
MRLEDEMKE
DFDGRSEFA
SLPVGADED
GVDPDKDVD
DFDGRSEFA
MKEGRYEVR
SLPVGADED
KAERTEQKD
DFDGRSEFA
PGVDPDKDV
DFDGRSEFA
GVDPDKDVD
KDVDI MVRD
MKEGRYEVR
| KAERTEQK
KAERTEQKD
LPVGADEDD
ERTEQKDFD
DI KATYDKG
EDDI KATYD

nders 5. Number

FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FVRTVSLPV
FAYGSFVRT
LPVQRHPRS
LPVQRHPRS
FVRTVSLPV
LPVQRHPRS
FAYGSFVRT
DTRLMRLED
LPVQRHPRS
DTRLMRLED
DTRLMRLED
SFAGLRPTF
FVRTVSLPV
SFAGLRPTF
LPVQRHPRS
FAYGSFVRT
DTRLMRLED
FAAFPSFAG
FAAFPSFAG
SFAGLRPTF
DTRLMRLED
SFAGLRPTF
| LTVSVAVS
| LTVSVAVS
FDTRLMRLE
FAAFPSFAG
| MVRDGQLT
I LTVSVAVS
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DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101
DRB1_1101

VDI MVRDGQLTI KAE
EFSELFAAFPSFAGL
FSELFAAFPSFAGLR
TYDKG LTVSVAVSE
DGQLTI KAERTEQKD
SFAGLRPTFDTRLMR
RDGQL T KAERTEQK
GQLTI KAERTEQKDF
SELFAAFPSFAGLRP
ATYDKG LTVSVAVS
LFPEFSEL FAAFPSF
FPEFSEL FAAFPSFA
G LTVSVAVSEGKPT
PEFSELFAAFPSFAG
KDVDI MVRDGQLTI K
DGRSEFAYGSFVRTV
RSLFPEFSELFAAFP
KATYDKG LTVSVAV
AGLRPTFDTRLMRLE
SLFPEFSELFAAFPS
| KATYDKG LTVSVA
PRSLFPEFSELFAAF
DKDVDI MVRDGQL TI

DI MVRDGQLTI KAER
PVQRHPRSL FPEFSE
EGRYEVRAEL PGVDP
VRDGQLTI KAERTEQ
| LTVSVAVSEGKPTE
GRYEVRAEL PGVDPD
QLTI KAERTEQKDFD
| MVRDGQLTI KAERT
KEGRYEVRAEL PGVD
RYEVRAEL PGVDPDK
DI KATYDKG LTVSV
DTRLVRLEDEMKEGR
HPRSLFPEFSELFAA
FDGRSEFAYGSFVRT
FAGLRPTFDTRLMRL
VQRHPRSL FPEFSEL
MVRDGQLTI KAERTE
RHPRSLFPEFSELFA
MKEGRYEVRAEL PGV
PDKDVDI MVRDGQLT
DDl KATYDKG LTVS
YEVRAEL PGVDPDKD
EGKPTEKHI Q RSTN
TRLMRLEDEMKEGRY
QRHPRSLFPEFSELF
EMKEGRYEVRAEL PG
VRTVSLPVGADEDD

LTVSVAVSEGKPTEK
LTI KAERTEQKDFDG
RLMVRL EDEMKEGRYE
TVSVAVSEGKPTEKH
VSVAVSEGKPTEKH

QKDFDGRSEFAYGSF
EDDI KATYDKG LTV
EQKDFDGRSEFAYGS
DPDKDVDI MVRDGQL
LMRLEDEMKEGRYEV
KDFDGRSEFAYGSFV
SVAVSEGKPTEKHI Q
TI KAERTEQKDFDGR
VAVSEGKPTEKHI Q

SEGKPTEKHI Q RST
TEQKDFDGRSEFAYG
DFDGRSEFAYGSFVR
DEMKEGRYEVRAEL P
RTEQKDFDGRSEFAY
RTVSLPVGADEDDI K
VRLEDEMKEGRYEVR
VDPDKDVDI MVRDGQ
RLEDEMKEGRYEVRA
DEDDI KATYDKG LT
VSEGKPTEKH Q RS
LEDEMKEGRYEVRAE
| KAERTEQKDFDGRS

| MVRDGQLT
FSELFAAFP
LFAAFPSFA
I LTVSVAVS
QLTI KAERT
SFAGLRPTF
QLTI KAERT
QLTI KAERT
FAAFPSFAG
YDKG LTVS
FSELFAAFP
FSELFAAFP
| LTVSVAVS
FSELFAAFP
| MVRDGQLT
FAYGSFVRT
FPEFSELFA
YDKG LTVS
TFDTRLMRL
FPEFSELFA
YDKG LTVS
FPEFSELFA
| MVRDGQLT
| MVRDGQLT
VQRHPRSLF
YEVRAELPG
QLTI KAERT
I LTVSVAVS
YEVRAELPG
QLTI KAERT
| MVRDGQLT
RYEVRAELP
YEVRAELPG
ATYDKG LT
DTRLMRLED
FPEFSELFA
FAYGSFVRT
FAGLRPTFD
VQRHPRSLF
QLTI KAERT
RSLFPEFSE
RYEVRAELP
| MVRDGQLT
ATYDKG LT
YEVRAELPG
TEKH Q RS
LVRLEDEMK
RSLFPEFSE
RYEVRAELP
RTVSLPVGA
LTVSVAVSE
| KAERTEQK
LMRLEDEMK
VAVSEGKPT
VAVSEGKPT
FDGRSEFAY
ATYDKG LT
FDGRSEFAY
VDI MVRDGQ
LVRLEDEMK
FDGRSEFAY
VAVSEGKPT
| KAERTEQK
VAVSEGKPT
TEKH Q RS
FDGRSEFAY
FDGRSEFAY
RYEVRAELP
FDGRSEFAY
RTVSLPVGA
VRLEDEMKE
DKDVDI MVR
EMKEGRYEV
ATYDKG LT
TEKH Q RS
EMKEGRYEV
| KAERTEQK
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DRB1_1101 42
DRB1 1101 51
DRB1_ 1101 126
DRB1_1101 58
DRB1_ 1101 52
DRB1_ 1101 57
DRB1_ 1101 53
DRB1_1101 77
DRB1_1101 56
DRB1_1101 107
DRB1_ 1101 78
DRB1_1101 106
DRB1_ 1101 79
DRB1_1101 100
DRB1_1101 105
DRB1_1101 55
DRB1_1101 101
DRB1_ 1101 54
DRB1_1101 104
DRB1_1101 102
DRB1_1101 103
Al lele: DRB1_1101.
Allele pos
DRB1_ 1302 114
DRB1_1302 115
DRB1_ 1302 113
DRB1_ 1302 116
DRB1_ 1302 117
DRB1_1302 118
DRB1_1302 62
DRB1_ 1302 92
DRB1_1302 63
DRB1_1302 91
DRB1_ 1302 67
DRB1_ 1302 93
DRB1_1302 119
DRB1_1302 64
DRB1_1302 94
DRB1_1302 65
DRB1_1302 68
DRB1_1302 66
DRB1_1302 95
DRB1_ 1302 1
DRB1_1302 89
DRB1_ 1302 2
DRB1_1302 90
DRB1 1302 112
DRB1_1302 3
DRB1_1302 25
DRB1_ 1302 4
DRB1_ 1302 61
DRB1_1302 5
DRB1_ 1302 26
DRB1_ 1302 111
DRB1_ 1302 27
DRB1_1302 24
DRB1_1302 60
DRB1_ 1302 28
DRB1_1302 0
DRB1_1302 29
DRB1_ 1302 109
DRB1_ 1302 69
DRB1_1302 6
DRB1_1302 120
DRB1_1302 110
DRB1_1302 30
DRB1_1302 96
DRB1_1302 70
DRB1_1302 108
DRB1_ 1302 97
DRB1_1302 7

EDEMKEGRYEVRAEL
EVRAEL PGVDPDKDV
AVSEGKPTEKHI Qf R
GVDPDKDVDI MVRDG
VRAEL PGVDPDKDVD
PGVDPDKDVDI MVRD
RAEL PGVDPDKDVDI

KAERTEQKDFDGRSE
LPGVDPDKDVDI MVR
ADEDDI KATYDKG L
AERTEQKDFDGRSEF
GADEDDI KATYDKG

ERTEQKDFDGRSEFA
TVSLPVGADEDDI KA
VGADEDDI KATYDKG
EL PGVDPDKDVDI MV
VSL PVGADEDDI KAT
AEL PGVDPDKDVDI M
PVGADEDDI KATYDK
SLPVGADEDDI KATY
LPVGADEDDI KATYD

ATYDKG LTVSVAVS
TYDKG LTVSVAVSE
KATYDKG LTVSVAV
YDKG LTVSVAVSEG
DKGl LTVSVAVSEGK
KA LTVSVAVSEGKP
DKDVDI MVRDGQLTI
FAYGSFVRTVSLPVG
KDVDI M\VRDGQLTI K
EFAYGSFVRTVSLPV
| \WWVRDGQLTI KAERT
AYGSFVRTVSLPVGA
G LTVSVAVSEGKPT

DVDI MVRDGQLTI KA
YGSFVRTVSLPVGAD

VDI MVRDGQLTI KAE
MVRDGQLTI KAERTE
DI MVRDGQLTI KAER
GSFVRTVSLPVGADE
ATTLPVQRHPRSLFP
RSEFAYGSFVRTVSL
TTLPVQRHPRSLFPE
SEFAYGSFVRTVSLP
| KATYDKG LTVSVA
TLPVQRHPRSL FPEF
PSFAGLRPTFDTRLM
LPVQRHPRSLFPEFS
PDKDVDI MVRDGQLT
PVQRHPRSL FPEFSE
SFAGLRPTFDTRLMR
DI KATYDKG LTVSV
FAGLRPTFDTRLMRL
FPSFAGLRPTFDTRL
DPDKDVDI MVRDGQL
AGLRPTFDTRLMRLE
MATTLPVQRHPRSLF
GLRPTFDTRLNMRLED
EDDI KATYDKG LTV
VRDGQLTI KAERTEQ
VQRHPRSL FPEFSEL
| LTVSVAVSEGKPTE
DDl KATYDKG LTVS
LRPTFDTRLMRLEDE
SFVRTVSLPVGADED
RDGQLTI KAERTEQK
DEDDI KATYDKG LT
FVRTVSLPVGADEDD
QRHPRSLFPEFSELF

MKEGRYEVR
RAEL PGVDP
AVSEGKPTE
DKDVDI MVR
RAELPGVDP
DKDVDI MVR
RAEL PGVDP
RTEQKDFDG
DKDVDI MVR
| KATYDKG
AERTEQKDF
| KATYDKG
KDFDGRSEF
TVSLPVGAD
DEDDI KATY
LPGVDPDKD
VSLPVGADE
LPGVDPDKD
DEDDI KATY
DEDDI KATY
DEDDI KATY

nders 0. Number

G LTVSVAV
G LTVSVAV
G LTVSVAV
G LTVSVAV
G LTVSVAV
G LTVSVAV
MVRDGQLTI
GSFVRTVSL
MVRDGQLTI
GSFVRTVSL
QLTI KAERT
GSFVRTVSL
G LTVSVAV
MVRDGQLTI
GSFVRTVSL
MVRDGQLTI
MVRDGQLTI
MVRDGQLTI
GSFVRTVSL
QRHPRSLFP
GSFVRTVSL
QRHPRSLFP
GSFVRTVSL
DKG LTVSV
QRHPRSLFP
LRPTFDTRL
QRHPRSLFP
DI MVRDGQL
VQRHPRSLF
LRPTFDTRL
DKG LTVSV
LRPTFDTRL
LRPTFDTRL
DI MVRDGQL
LRPTFDTRL
VQRHPRSLF
LRPTFDTRL
| KATYDKG
QLTI KAERT
QRHPRSLFP
I LTVSVAVS
| KATYDKG
LRPTFDTRL
FVRTVSLPV
QLTI KAERT
| KATYDKG
FVRTVSLPV
LFPEFSELF

of
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DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302
DRB1_1302

DGQLTI KAERTEQKD
ADEDDI KATYDKG L
GQLTI KAERTEQKDF
QLTI KAERTEQKDFD
EGKPTEKHI Q RSTN
FDGRSEFAYGSFVRT
DGRSEFAYGSFVRTV
VAVSEGKPTEKHI Q

AVSEGKPTEKHI Q R
GRSEFAYGSFVRTVS
VSEGKPTEKH Q RS
SEGKPTEKHI Q RST
DFDGRSEFAYGSFVR
RSLFPEFSELFAAFP
GADEDDI KATYDKG

PRSLFPEFSELFAAF
SLFPEFSELFAAFPS
RHPRSLFPEFSELFA
HPRSL FPEFSELFAA
LTVSVAVSEGKPTEK
FPEFSELFAAFPSFA
LFPEFSEL FAAFPSF
EFSEL FAAFPSFAGL
KEGRYEVRAEL PGVD
PEFSELFAAFPSFAG
MKEGRYEVRAEL PGV
EGRYEVRAEL PGVDP
DEMKEGRYEVRAEL P
EMKEGRYEVRAEL PG
RPTFDTRLMRLEDEM
TVSVAVSEGKPTEKH
FSELFAAFPSFAGLR
GRYEVRAEL PGVDPD
KDFDGRSEFAYGSFV
SVAVSEGKPTEKHI Q
SELFAAFPSFAGLRP
VSVAVSEGKPTEKH

ELFAAFPSFAGLRPT
VRTVSLPVGADEDD

LFAAFPSFAGLRPTF
EDEMKEGRYEVRAEL
TFDTRLMRLEDEMKE
PTFDTRLMRLEDEMK
PGVDPDKDVDI MRD
GVDPDKDVDI MVRDG
RYEVRAEL PGVDPDK
LPGVDPDKDVDI MR
VDPDKDVDI MVRDGQ
YEVRAEL PGVDPDKD
MRLEDEMKEGRYEVR
RAEL PGVDPDKDVDI

RLEDEMKEGRYEVRA
QKDFDGRSEFAYGSF
EVRAEL PGVDPDKDV
ELPGVDPDKDVDI W
AEL PGVDPDKDVDI M
LEDEMKEGRYEVRAE
FAAFPSFAGLRPTFD
RTVSLPVGADEDDI K
AAFPSFAGLRPTFDT
ERTEQKDFDGRSEFA
RTEQKDFDGRSEFAY
VRAEL PGVDPDKDVD
EQKDFDGRSEFAYGS
LMRLEDEMKEGRYEV
TEQKDFDGRSEFAYG
AFPSFAGLRPTFDTR
TRLMVRLEDEMKEGRY
FDTRLMVRLEDEMKEG
RLVRL EDEMKEGRYE
| KAERTEQKDFDGRS
LTI KAERTEQKDFDG
DTRLMVRLEDEMKEGR
TI KAERTEQKDFDGR
TVSLPVGADEDDI KA
VGADEDDI KATYDKG
AERTEQKDFDGRSEF

QLTI KAERT
| KATYDKG

QLTI KAERT
QLTI KAERT
KPTEKH Q)

SEFAYGSFV
SEFAYGSFV
KPTEKH Q)

KPTEKH Q)

SEFAYGSFV
KPTEKH Q

KPTEKH Q

SEFAYGSFV
LFPEFSELF
| KATYDKG

LFPEFSELF
LFPEFSELF
LFPEFSELF
LFPEFSELF
VAVSEGKPT
LFAAFPSFA
LFPEFSELF
LFAAFPSFA
RYEVRAELP
LFAAFPSFA
RYEVRAELP
RYEVRAELP
GRYEVRAEL
GRYEVRAEL
TFDTRLMRL
VAVSEGKPT
LFAAFPSFA
RYEVRAELP
SEFAYGSFV
VAVSEGKPT
LFAAFPSFA
VAVSEGKPT
LFAAFPSFA
VRTVSLPVG
LFAAFPSFA
GRYEVRAEL
TFDTRLMRL
TFDTRLMRL
VDPDKDVDI

VDPDKDVDI

EVRAELPGV
VDPDKDVDI

VDPDKDVDI

EVRAELPGV
MKEGRYEVR
VDPDKDVDI

MKEGRYEVR
RSEFAYGSF
EVRAELPGV
VDPDKDVDI

VDPDKDVDI

MKEGRYEVR
SFAGLRPTF
RTVSLPVGA
SFAGLRPTF
DFDGRSEFA
DFDGRSEFA
VRAELPGVD
DFDGRSEFA
EMKEGRYEV
DFDGRSEFA
SFAGLRPTF
EDEMKEGRY
MRLEDEMKE
EDEMKEGRY
| KAERTEQK
| KAERTEQK
MRLEDEMKE
| KAERTEQK
TVSLPVGAD
DEDDI KATY
EQKDFDGRS
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DRB1_1302 104
DRB1_1302 103
DRB1_ 1302 101
DRB1_1302 102
DRB1_ 1302 77
Allele: DRB1_1302.
Allele pos
DRB1_ 1501 91
DRB1_1501 93
DRB1_1501 90
DRB1_1501 92
DRB1_ 1501 87
DRB1_1501 94
DRB1_1501 17
DRB1_1501 89
DRB1_ 1501 18
DRB1_1501 95
DRB1_ 1501 88
DRB1_1501 15
DRB1_ 1501 16
DRB1_1501 14
DRB1_1501 96
DRB1_1501 86
DRB1_ 1501 13
DRB1_1501 19
DRB1_ 1501 85
DRB1_ 1501 64
DRB1_1501 63
DRB1_1501 65
DRB1_1501 66
DRB1_ 1501 12
DRB1_ 1501 62
DRB1_1501 10
DRB1_ 1501 67
DRB1_ 1501 11
DRB1_1501 22
DRB1_1501 23
DRB1_1501 20
DRB1_ 1501 21
DRB1_ 1501 97
DRB1_1501 25
DRB1_1501 68
DRB1_ 1501 26
DRB1_1501 24
DRB1_ 1501 27
DRB1_1501 9
DRB1_ 1501 61
DRB1_1501 28
DRB1_1501 116
DRB1_1501 117
DRB1_1501 8
DRB1_1501 115
DRB1_1501 118
DRB1_ 1501 29
DRB1_1501 114
DRB1_1501 7
DRB1_1501 84
DRB1_1501 113
DRB1_1501 119
DRB1_1501 69
DRB1_ 1501 44
DRB1_ 1501 3
DRB1_1501 45
DRB1_1501 33
DRB1_1501 43
DRB1_1501 6
DRB1_ 1501 72
DRB1_1501 34
DRB1_1501 35
DRB1_ 1501 70
DRB1_1501 36

PVGADEDDI KATYDK
LPVGADEDDI KATYD
VSLPVGADEDDI KAT
SLPVGADEDDI KATY
KAERTEQKDFDGRSE

EFAYGSFVRTVSLPV
AYGSFVRTVSLPVGA
SEFAYGSFVRTVSLP
FAYGSFVRTVSLPVG
DGRSEFAYGSFVRTV
YGSFVRTVSLPVGAD
FSELFAAFPSFAGLR
RSEFAYGSFVRTVSL
SELFAAFPSFAGLRP
GSFVRTVSLPVGADE
GRSEFAYGSFVRTVS
PEFSELFAAFPSFAG
EFSELFAAFPSFAGL
FPEFSELFAAFPSFA
SFVRTVSLPVGADED
FDGRSEFAYGSFVRT
LFPEFSELFAAFPSF
ELFAAFPSFAGLRPT
DFDGRSEFAYGSFVR
DVDI MVRDGQLTI KA
KDVDI M\VRDGQLTI K
VDI MVRDGQLTI KAE

DI M\VRDGQLTI KAER
SLFPEFSELFAAFPS

DKDVDI MVRDGQLTI
PRSLFPEFSELFAAF
| MVRDGQLTI KAERT
RSLFPEFSELFAAFP
AAFPSFAGLRPTFDT
AFPSFAGLRPTFDTR
LFAAFPSFAGLRPTF
FAAFPSFAGLRPTFD
FVRTVSLPVGADEDD
PSFAGLRPTFDTRLM
MVRDGQLTI KAERTE
SFAGLRPTFDTRLMR
FPSFAGLRPTFDTRL
FAGLRPTFDTRLMRL
HPRSLFPEFSELFAA
PDKDVDI MVRDGQLT
AGLRPTFDTRLMRLE
YDKG LTVSVAVSEG
DKG LTVSVAVSEGK
RHPRSLFPEFSELFA
TYDKG LTVSVAVSE
KG LTVSVAVSEGKP
GLRPTFDTRLNMRLED
ATYDKG LTVSVAVS
QRHPRSLFPEFSELF
KDFDGRSEFAYGSFV
KATYDKG LTVSVAV
G LTVSVAVSEGKPT
VRDGQLTI KAERTEQ
EMKEGRYEVRAEL PG
TLPVQRHPRSL FPEF
MKEGRYEVRAEL PGV
TFDTRLMRLEDENKE
DEMKEGRYEVRAEL P
VQRHPRSL FPEFSEL
GQLTI KAERTEQKDF
FDTRLMVRLEDEMKEG
DTRLMVRLEDEMKEGR
RDGQL T KAERTEQK
TRLMRLEDEMKEGRY

EFAYGSFVR
FVRTVSLPV
AYGSFVRTV
FVRTVSLPV
EFAYGSFVR
FVRTVSLPV
ELFAAFPSF
EFAYGSFVR
ELFAAFPSF
FVRTVSLPV
EFAYGSFVR
ELFAAFPSF
ELFAAFPSF
EFSELFAAF
FVRTVSLPV
EFAYGSFVR
EFSELFAAF
ELFAAFPSF
EFAYGSFVR
| MVRDGQLT
| MVRDGQLT
| MVRDGQLT
MVRDGQLTI

EFSELFAAF
| MVRDGQLT
EFSELFAAF
MVRDGQLTI

EFSELFAAF
AFPSFAGLR
AFPSFAGLR
AFPSFAGLR
AFPSFAGLR
FVRTVSLPV
SFAGLRPTF
MVRDGQLTI

GLRPTFDTR
SFAGLRPTF
GLRPTFDTR
LFPEFSELF
| MVRDGQLT
GLRPTFDTR
G LTVSVAV
G LTVSVAV
LFPEFSELF
G LTVSVAV
G LTVSVAV
GLRPTFDTR
G LTVSVAV
LFPEFSELF
DFDGRSEFA
G LTVSVAV
G LTVSVAV
QLTI KAERT
EMKEGRYEV
VQRHPRSLF
MKEGRYEVR
LMRLEDEMK
MKEGRYEVR
VQRHPRSLF
QLTI KAERT
LVRLEDEMK
RLMRLEDEM
QLTI KAERT
LVRLEDEMK

of
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DRB1_1501 32
DRB1_ 1501 71
DRB1_ 1501 5
DRB1_1501 37
DRB1_ 1501 1
DRB1_ 1501 83
DRB1_1501 4
DRB1_1501 46
DRB1_1501 2
DRB1_1501 129
DRB1_1501 0
DRB1_1501 82
DRB1_ 1501 81
DRB1_ 1501 42
DRB1_1501 111
DRB1_1501 60
DRB1_1501 112
DRB1_ 1501 73
DRB1_1501 110
DRB1_1501 47
DRB1_1501 109
DRB1_ 1501 98
DRB1_1501 48
DRB1_ 1501 80
DRB1_1501 41
DRB1_1501 30
DRB1_1501 31
DRB1_1501 108
DRB1_ 1501 40
DRB1_ 1501 74
DRB1_1501 128
DRB1_ 1501 79
DRB1_ 1501 49
DRB1_1501 38
DRB1_1501 59
DRB1_1501 120
DRB1_1501 107
DRB1_1501 39
DRB1_1501 127
DRB1_ 1501 58
DRB1_ 1501 75
DRB1_1501 78
DRB1_1501 122
DRB1_1501 121
DRB1_ 1501 57
DRB1_ 1501 51
DRB1_1501 106
DRB1_1501 56
DRB1_ 1501 53
DRB1_1501 123
DRB1_ 1501 54
DRB1_1501 55
DRB1_1501 126
DRB1_1501 124
DRB1_1501 76
DRB1_1501 50
DRB1_ 1501 52
DRB1_1501 77
DRB1_1501 105
DRB1_ 1501 125
DRB1_1501 99
DRB1_1501 104
DRB1_1501 102
DRB1_1501 103
DRB1_1501 100
DRB1_1501 101
Al l el e: DRB1_1501.
Allele pos
DRB3_0101 0
DRB3_0101 57
DRB3_0101 80

PTFDTRLMRLEDEMK
DGQLTI KAERTEQKD
PVQRHPRSL FPEFSE
RLMRLEDEMKEGRYE
ATTLPVQRHPRSLFP
QKDFDGRSEFAYGSF
LPVQRHPRSLFPEFS
KEGRYEVRAEL PGVD
TTLPVQRHPRSLFPE
EGKPTEKHI Q RSTN
MATTLPVQRHPRSLF
EQKDFDGRSEFAYGS
TEQKDFDGRSEFAYG
EDEMKEGRYEVRAEL
DI KATYDKG LTVSV
DPDKDVDI MVRDGQL
| KATYDKG LTVSVA
QLTI KAERTEQKDFD
DDl KATYDKG LTVS
EGRYEVRAEL PGVDP
EDDI KATYDKG LTV
VRTVSL PVGADEDDI

GRYEVRAEL PGVDPD
RTEQKDFDGRSEFAY
LEDEMKEGRYEVRAE
LRPTFDTRLMRLEDE
RPTFDTRLMRLEDEM
DEDDI KATYDKG LT
RLEDEMKEGRYEVRA
LTI KAERTEQKDFDG
SEGKPTEKHI Q RST
ERTEQKDFDGRSEFA
RYEVRAEL PGVDPDK
LMRLEDEMKEGRYEV
VDPDKDVDI MVRDGQ
| LTVSVAVSEGKPTE
ADEDDI KATYDKG L
MRLEDEMKEGRYEVR
VSEGKPTEKHI Q RS
GVDPDKDVDI MVRDG
TI KAERTEQKDFDGR
AERTEQKDFDGRSEF
TVSVAVSEGKPTEKH
LTVSVAVSEGKPTEK
PGVDPDKDVDI MVRD
EVRAEL PGVDPDKDV
GADEDDI KATYDKGI

LPGVDPDKDVDI MVR
RAEL PGVDPDKDVDI

VSVAVSEGKPTEKHI

AELPGVDPDKDVDI M
ELPGVDPDKDVDI W
AVSEGKPTEKHI Q R
SVAVSEGKPTEKHI Q
| KAERTEQKDFDGRS
YEVRAEL PGVDPDKD
VRAEL PGVDPDKDVD
KAERTEQKDFDGRSE
VGADEDDI KATYDKG
VAVSEGKPTEKH Q

RTVSLPVGADEDDI K
PVGADEDDI KATYDK
SLPVGADEDDI KATY
LPVGADEDDI KATYD
TVSLPVGADEDDI KA
VSLPVGADEDDI KAT

MATTLPVQRHPRSLF
PGVDPDKDVDI MVRD
RTEQKDFDGRSEFAY

LMRLEDEMK
TI KAERTEQ
VQRHPRSLF
LMRLEDEMK
TLPVQRHPR
DFDGRSEFA
VQRHPRSLF
KEGRYEVRA
VQRHPRSLF
TEKH Q RS
TLPVQRHPR
DFDGRSEFA
DFDGRSEFA
MKEGRYEVR
DI KATYDKG
DI MVRDGQL
DKG LTVSV
QLTI KAERT
DI KATYDKG
EVRAELPGV
DI KATYDKG
VRTVSLPVG
EVRAELPGV
DFDGRSEFA
MKEGRYEVR
TFDTRLMRL
TFDTRLMRL
DI KATYDKG
MKEGRYEVR
TI KAERTEQ
TEKH Q RS
EQKDFDGRS
EVRAELPGV
LMRLEDEMK
DVDI WRDG
| LTVSVAVS
DI KATYDKG
MKEGRYEVR
TEKH Q RS
GVDPDKDVD
TI KAERTEQ
EQKDFDGRS
TVSVAVSEG
VAVSEGKPT
GVDPDKDVD
EVRAELPGV
DI KATYDKG
GVDPDKDVD
RAEL PGVDP
VAVSEGKPT
GVDPDKDVD
GVDPDKDVD
AVSEGKPTE
VAVSEGKPT
| KAERTEQK
EVRAELPGV
RAELPGVDP
EQKDFDGRS
DI KATYDKG
VAVSEGKPT
RTVSLPVGA
DEDDI KATY
DEDDI KATY
DEDDI KATY
TVSLPVGAD
PVGADEDDI

nders 0. Nunber of

VORHPRSLF 0.
VDPDKDVDI 0.
FDGRSEFAY 0.
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DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101
DRB3_0101

ATTLPVQRHPRSLFP
EL PGVDPDKDVDI M/
L PGVDPDKDVDI MVR
TTLPVQRHPRSLFPE
TEQKDFDGRSEFAYG
GVDPDKDVDI MVRDG
TLPVQRHPRSLFPEF
VQRHPRSL FPEFSEL
EQKDFDGRSEFAYGS
VDPDKDVDI MVRDGQ
DKDVDI MVRDGQLTI

LPVQRHPRSLFPEFS
QKDFDGRSEFAYGSF
KDFDGRSEFAYGSFV
KDVDI MVRDGQLTI K
PVQRHPRSLFPEFSE
DFDGRSEFAYGSFVR
EFAYGSFVRTVSLPV
AELPGVDPDKDVDI M
FDGRSEFAYGSFVRT
RAEL PGVDPDKDVD

FAYGSFVRTVSLPVG
DVDI MVRDGQLTI KA
QRHPRSLFPEFSELF
RHPRSLFPEFSELFA
HPRSLFPEFSELFAA
VDI MVRDGQLTI KAE
PRSLFPEFSELFAAF
AYGSFVRTVSLPVGA
PDKDVDI MVRDGQLT
RSLFPEFSELFAAFP
DI MVRDGQLTI KAER
SLFPEFSELFAAFPS
YGSFVRTVSLPVGAD
DPDKDVDI MVRDGQL
| MVRDGQLTI KAERT
GSFVRTVSLPVGADE
LFPEFSELFAAFPSF
SFVRTVSLPVGADED
MVRDGQLTI KAERTE
DDI KATYDKG LTVS
FVRTVSLPVGADEDD
DI KATYDKG LTVSV
KATYDKG LTVSVAV
AERTEQKDFDGRSEF
ERTEQKDFDGRSEFA
AGLRPTFDTRLMRLE
DEDDI KATYDKG LT
SLPVGADEDDI KATY
| KATYDKG LTVSVA
ATYDKG LTVSVAVS
LPVGADEDDI KATYD
EVRAEL PGVDPDKDV
VRAEL PGVDPDKDVD
PVGADEDDI KATYDK
VSLPVGADEDDI KAT
EDDI KATYDKG LTV
GLRPTFDTRLMRLED
ADEDDI KATYDKG L
VGADEDDI KATYDKG
GADEDDI KATYDKG

DGRSEFAYGSFVRTV
TYDKG LTVSVAVSE
FDTRLMRLEDEMKEG
TFDTRLVRLEDEMKE
LRPTFDTRLMRLEDE
RTVSLPVGADEDDI K
SEFAYGSFVRTVSLP
TVSLPVGADEDDI KA
GRSEFAYGSFVRTVS
L MRLEDEMKEGRYEV
PTFDTRLMRLEDEMK
SFAGLRPTFDTRLMR
RPTFDTRLMRLEDEM
FAGLRPTFDTRLMRL
AAFPSFAGLRPTFDT
RSEFAYGSFVRTVSL

VQRHPRSLF
VDPDKDVDI
VDPDKDVDI
VQRHPRSLF
FDGRSEFAY
VDPDKDVDI
VQRHPRSLF
VQRHPRSLF
FDGRSEFAY
VDPDKDVDI
MVRDGQLTI
VQRHPRSLF
FDGRSEFAY
FDGRSEFAY
MVRDGQLTI
VQRHPRSLF
FDGRSEFAY
FVRTVSLPV
VDPDKDVDI
FDGRSEFAY
VDPDKDVDI
FVRTVSLPV
MVRDGQLTI
LFPEFSELF
LFPEFSELF
LFPEFSELF
MVRDGQLTI
LFPEFSELF
FVRTVSLPV
PDKDVDI MV
LFPEFSELF
MVRDGQLTI
LFPEFSELF
FVRTVSLPV
PDKDVDI MV
MVRDGQLTI
FVRTVSLPV
LFPEFSELF
FVRTVSLPV
MVRDGQLTI
ATYDKG LT
FVRTVSLPV
ATYDKG LT
G LTVSVAV
KDFDGRSEF
KDFDGRSEF
FDTRLMRLE
ATYDKG LT
VGADEDDI K
ATYDKG LT
G LTVSVAV
VGADEDDI K
PGVDPDKDV
PGVDPDKDV
VGADEDDI K
VGADEDDI K
ATYDKG LT
FDTRLMRLE
| KATYDKG
VGADEDDI K
| KATYDKG
AYGSFVRTV
G LTVSVAV
MRLEDENMKE
MRLEDEMKE
FDTRLMRLE
VGADEDDI K
AYGSFVRTV
VGADEDDI K
AYGSFVRTV
EMKEGRYEV
FDTRLMRLE
LRPTFDTRL
FDTRLMRLE
LRPTFDTRL
FAGLRPTFD
AYGSFVRTV
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Sequence
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DRB3_0101 116
DRB3_0101 46
DRB3_0101 21
DRB3_0101 35
DRB3_0101 25
DRB3_0101 24
DRB3_0101 36
DRB3_0101 47
DRB3_0101 37
DRB3_0101 16
DRB3_0101 48
DRB3_0101 23
DRB3_0101 15
DRB3_0101 14
DRB3_0101 117
DRB3_0101 44
DRB3_0101 17
DRB3_0101 43
DRB3_0101 39
DRB3_0101 118
DRB3_0101 42
DRB3_0101 119
DRB3_0101 45
DRB3_0101 19
DRB3_0101 49
DRB3_0101 20
DRB3_0101 18
DRB3_0101 40
DRB3_0101 50
DRB3_0101 41
DRB3_0101 76
DRB3_0101 120
DRB3_0101 98
DRB3_0101 72
DRB3_0101 73
DRB3_0101 70
DRB3_0101 74
DRB3_0101 75
DRB3_0101 77
DRB3_0101 71
DRB3_0101 121
DRB3_0101 122
DRB3_0101 125
DRB3_0101 124
DRB3_0101 69
DRB3_0101 123
DRB3_0101 129
DRB3_0101 128
DRB3_0101 126
DRB3_0101 127
Al l el e DRB3_0101.
Allele pos
DRB4_0101 63
DRB4_0101 64
DRB4_0101 62
DRB4_0101 35
DRB4_0101 36
DRB4_0101 34
DRB4_0101 65
DRB4_0101 33
DRB4_ 0101 1
DRB4_0101 61
DRB4_0101 32
DRB4_0101 0
DRB4_0101 60
DRB4_0101 66
DRB4_0101 2
DRB4_0101 31
DRB4_ 0101 116
DRB4 0101 117
DRB4_0101 115

YDKG LTVSVAVSEG
KEGRYEVRAEL PGVD
FAAFPSFAGLRPTFD
DTRLMVRLEDEMKEGR
PSFAGLRPTFDTRLM
FPSFAGLRPTFDTRL
TRLMRLEDEMKEGRY
EGRYEVRAEL PGVDP
RLMVRLEDEMKEGRYE
EFSELFAAFPSFAGL
GRYEVRAEL PGVDPD
AFPSFAGLRPTFDTR
PEFSELFAAFPSFAG
FPEFSEL FAAFPSFA
DKG LTVSVAVSEGK
EMKEGRYEVRAEL PG
FSELFAAFPSFAGLR
DEMKEGRYEVRAEL P
VRLEDEMKEGRYEVR
KG LTVSVAVSEGKP
EDEMKEGRYEVRAEL
G LTVSVAVSEGKPT
MKEGRYEVRAEL PGV
ELFAAFPSFAGLRPT
RYEVRAEL PGVDPDK
LFAAFPSFAGLRPTF
SELFAAFPSFAGLRP
RLEDEMKEGRYEVRA
YEVRAEL PGVDPDKD
LEDEMKEGRYEVRAE
| KAERTEQKDFDGRS
| LTVSVAVSEGKPTE
VRTVSL PVGADEDDI

GQLTI KAERTEQKDF
QLTI KAERTEQKDFD
RDGQLTI KAERTEQK
LTI KAERTEQKDFDG
TI KAERTEQKDFDGR
KAERTEQKDFDGRSE
DGQLTI KAERTEQKD
LTVSVAVSEGKPTEK
TVSVAVSEGKPTEKH
VAVSEGKPTEKHI Q

SVAVSEGKPTEKHI Q
VRDGQLTI KAERTEQ
VSVAVSEGKPTEKHI

EGKPTEKHI Q RSTN
SEGKPTEKHI Q RST
AVSEGKPTEKHI Q R
VSEGKPTEKHI Q RS

KDVDI M\VRDGQLTI K
DVDI MVRDGQLTI KA
DKDVDI MVRDGQLTI
DTRLVRLEDEMKEGR
TRLMRLEDEMKEGRY
FDTRLVMRLEDEMKEG
VDI WRDGQLTI KAE
TFDTRLMRLEDEMKE
ATTLPVQRHPRSLFP
PDKDVDI MWRDGQLT
PTFDTRLVRLEDEMK
MATTLPVQRHPRSLF
DPDKDVDI MVRDGQL
DI \WRDGQLTI KAER
TTLPVQRHPRSLFPE
RPTFDTRLNMVRLEDEM
YDKG LTVSVAVSEG
DKG LTVSVAVSEGK
TYDKG LTVSVAVSE

G LTVSVAV
VRAEL PGVD
FAGLRPTFD
VRLEDENMKE
LRPTFDTRL
FAGLRPTFD
VRLEDEMKE
VRAEL PGVD
MRLEDENMKE
LFAAFPSFA
VRAEL PGVD
FAGLRPTFD
LFAAFPSFA
LFAAFPSFA
G LTVSVAV
EMKEGRYEV
FAAFPSFAG
EMKEGRYEV
EMKEGRYEV
G LTVSVAV
EMKEGRYEV
G LTVSVAV
GRYEVRAEL
LFAAFPSFA
VRAEL PGVD
LFAAFPSFA
LFAAFPSFA
EMKEGRYEV
VRAEL PGVD
EMKEGRYEV
EQKDFDGRS
I LTVSVAVS
PVGADEDDI

| KAERTEQK
| KAERTEQK
| KAERTEQK
| KAERTEQK
| KAERTEQK
EQKDFDGRS
| KAERTEQK
LTVSVAVSE
VAVSEGKPT
VAVSEGKPT
VAVSEGKPT
RDGQLTI KA
VAVSEGKPT
EKHI Q RST
EKHI Q RST
GKPTEKHI Q
GKPTEKHI Q

nders 0. Nunber

RLMVRLEDEM
RLMVRLEDEM
VDI MVRDGQ
RLVRLEDEM
ATTLPVQRH
VDI MVRDGQ
TRLNMRLEDE
ATTLPVQRH
VDI MVRDGQ
| MVRDGQLT
LPVQRHPRS
RLVRLEDEM
KG LTVSVA
KG LTVSVA
G LTVSVAV

of
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DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101
DRB4_0101

114

ATYDKG LTVSVAVS
RLMRL EDEMKEGRYE
KG LTVSVAVSEGKP
KATYDKG LTVSVAV
VDPDKDVDI MVRDGQ
| MVRDGQLTI KAERT
TLPVQRHPRSL FPEF
LPVQRHPRSLFPEFS
LRPTFDTRLMRLEDE
GSFVRTVSLPVGADE
YGSFVRTVSLPVGAD
AYGSFVRTVSLPVGA
FAYGSFVRTVSLPVG
G LTVSVAVSEGKPT
SFVRTVSLPVGADED
AGLRPTFDTRLMRLE
GLRPTFDTRLNMRLED
EFAYGSFVRTVSLPV
FVRTVSLPVGADEDD
FAGLRPTFDTRLMRL
GRYEVRAEL PGVDPD
EGRYEVRAEL PGVDP
| KATYDKG LTVSVA
SFAGLRPTFDTRLMR
PSFAGLRPTFDTRLM
EGKPTEKHI Q RSTN
KEGRYEVRAEL PGVD
FPSFAGLRPTFDTRL
MVRDGQLTI KAERTE
SEFAYGSFVRTVSLP
RYEVRAEL PGVDPDK
YEVRAEL PGVDPDKD
LMRLEDEMKEGRYEV
GVDPDKDVDI MVRDG
RSEFAYGSFVRTVSL
PVQRHPRSL FPEFSE
MKEGRYEVRAEL PGV
AFPSFAGLRPTFDTR
VQRHPRSL FPEFSEL
VRTVSL PVGADEDD

RHPRSLFPEFSELFA
HPRSLFPEFSELFAA
QRHPRSLFPEFSELF
VRDGQLTI KAERTEQ
EMKEGRYEVRAEL PG
AAFPSFAGLRPTFDT
EVRAEL PGVDPDKDV
PRSLFPEFSELFAAF
ELPGVDPDKDVDI W
| LTVSVAVSEGKPTE
RDGQL T KAERTEQK
GQLTI KAERTEQKDF
AEL PGVDPDKDVDI M
LPGVDPDKDVDI MVR
RAEL PGVDPDKDVDI

LFPEFSEL FAAFPSF
DGQLTI KAERTEQKD
MRLEDEMKEGRYEVR
VRAEL PGVDPDKDVD
RSLFPEFSELFAAFP
FPEFSELFAAFPSFA
DEMKEGRYEVRAEL P
SEGKPTEKHI Q RST
PGVDPDKDVDI MVRD
FAAFPSFAGLRPTFD
SLFPEFSELFAAFPS
PEFSELFAAFPSFAG
QLTI KAERTEQKDFD
FDGRSEFAYGSFVRT
RTVSLPVGADEDDI K
LFAAFPSFAGLRPTF
EDEMKEGRYEVRAEL
DGRSEFAYGSFVRTV
SELFAAFPSFAGLRP
EFSELFAAFPSFAGL
GRSEFAYGSFVRTVS
ELFAAFPSFAGLRPT

KG LTVSVA
RLMRLEDEM
G LTVSVAV
KG LTVSVA
VDI MVRDGQ
| MVRDGQLT
LPVQRHPRS
LPVQRHPRS
TRLMRLEDE
GSFVRTVSL
GSFVRTVSL
GSFVRTVSL
GSFVRTVSL
G LTVSVAV
VRTVSLPVG
AGLRPTFDT
LRPTFDTRL
GSFVRTVSL
VRTVSLPVG
AGLRPTFDT
GRYEVRAEL
GRYEVRAEL
KA LTVSVA
RPTFDTRLM
AGLRPTFDT
KH Q RSTN
GRYEVRAEL
FPSFAGLRP
MVRDGQLTI
GSFVRTVSL
RYEVRAELP
LPGVDPDKD
LMRLEDEMK
KDVDI MVRD
GSFVRTVSL
PVQRHPRSL
GRYEVRAEL
FPSFAGLRP
VQRHPRSLF
VRTVSLPVG
FPEFSELFA
FPEFSELFA
RSLFPEFSE
VRDGQLTI K
GRYEVRAEL
FPSFAGLRP
LPGVDPDKD
FPEFSELFA
LPGVDPDKD
I LTVSVAVS
QLTI KAERT
QLTI KAERT
LPGVDPDKD
LPGVDPDKD
LPGVDPDKD
FPEFSELFA
GQLTI KAER
VRLEDEMKE
LPGVDPDKD
FPEFSELFA
FPEFSELFA
GRYEVRAEL
EKH Q RST
DKDVDI MVR
FPSFAGLRP
FPEFSELFA
FSELFAAFP
QLTI KAERT
FAYGSFVRT
RTVSLPVGA
FPSFAGLRP
GRYEVRAEL
FAYGSFVRT
SELFAAFPS
FSELFAAFP
FAYGSFVRT
FPSFAGLRP
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DRB4_0101 111
DRB4_0101 17
DRB4_0101 121
DRB4_0101 108
DRB4_0101 109
DRB4_0101 123
DRB4_0101 122
DRB4_0101 110
DRB4_0101 127
DRB4_0101 74
DRB4_0101 101
DRB4_0101 40
DRB4_0101 41
DRB4_0101 100
DRB4_0101 75
DRB4_0101 107
DRB4_0101 126
DRB4_0101 76
DRB4_0101 106
DRB4_0101 125
DRB4_0101 102
DRB4_0101 85
DRB4_0101 84
DRB4_0101 105
DRB4_0101 78
DRB4_0101 77
DRB4_0101 124
DRB4_0101 83
DRB4_0101 103
DRB4_0101 104
DRB4_0101 79
DRB4_0101 80
DRB4_0101 82
DRB4_0101 81
Al lele: DRB4_0101
Allele pos
DRB5_0101 91
DRB5_0101 92
DRB5_0101 93
DRB5_0101 23
DRB5_0101 21
DRB5_0101 94
DRB5_0101 22
DRB5_0101 19
DRB5_0101 0
DRB5_0101 18
DRB5_0101 95
DRB5_0101 24
DRB5_0101 27
DRB5_0101 20
DRB5_0101 17
DRB5_0101 90
DRB5_0101 89
DRB5_0101 25
DRB5_0101 26
DRB5_0101 16
DRB5_0101 88
DRB5_0101 15
DRB5_0101 87
DRB5_0101 28
DRB5_0101 11
DRB5_0101 29
DRB5_0101 96
DRB5_0101 86
DRB5_0101 14
DRB5_0101 30
DRB5_0101 70
DRB5_0101 10
DRB5_0101 13
DRB5_0101 2
DRB5_0101 1

DI KATYDKG LTVSV
FSELFAAFPSFAGLR
LTVSVAVSEGKPTEK
DEDDI KATYDKG LT
EDDI KATYDKG LTV
VSVAVSEGKPTEKHI

TVSVAVSEGKPTEKH
DDI KATYDKG LTVS
VSEGKPTEKHI Q RS
LTI KAERTEQKDFDG
VSLPVGADEDDI KAT
RLEDEMKEGRYEVRA
L EDEMKEGRYEVRAE
TVSLPVGADEDDI KA
Tl KAERTEQKDFDGR
ADEDDI KATYDKG! L
AVSEGKPTEKHI Ql R
| KAERTEQKDFDGRS
GADEDDI KATYDKG

VAVSEGKPTEKHI Q

SLPVGADEDDI KATY
DFDGRSEFAYGSFVR
KDFDGRSEFAYGSFV
VGADEDD! KATYDKG
AERTEQKDFDGRSEF
KAERTEQKDFDGRSE
SVAVSEGKPTEKHI Q
QKDFDGRSEFAYGSF
LPVGADEDDI KATYD
PVGADEDDI KATYDK
ERTEQKDFDGRSEFA
RTEQKDFDGRSEFAY
EQKDFDGRSEFAYGS
TEQKDFDGRSEFAYG

EFAYGSFVRTVSLPV
FAYGSFVRTVSLPVG
AYGSFVRTVSLPVGA
AFPSFAGLRPTFDTR
FAAFPSFAGLRPTFD
YGSFVRTVSLPVGAD
AAFPSFAGLRPTFDT
ELFAAFPSFAGLRPT
MATTLPVQRHPRSLF
SELFAAFPSFAGLRP
GSFVRTVSLPVGADE
FPSFAGLRPTFDTRL
FAGLRPTFDTRLMRL
LFAAFPSFAGLRPTF
FSELFAAFPSFAGLR
SEFAYGSFVRTVSLP
RSEFAYGSFVRTVSL
PSFAGLRPTFDTRLM
SFAGLRPTFDTRLMR
EFSELFAAFPSFAGL
GRSEFAYGSFVRTVS
PEFSELFAAFPSFAG
DGRSEFAYGSFVRTV
AGLRPTFDTRLMRLE
RSLFPEFSELFAAFP
GLRPTFDTRLMRLED
SFVRTVSLPVGADED
FDGRSEFAYGSFVRT
FPEFSEL FAAFPSFA
LRPTFDTRLMRLEDE
RDGQL TI KAERTEQK
PRSLFPEFSELFAAF
LFPEFSEL FAAFPSF
TTLPVQRHPRSLFPE
ATTLPVQRHPRSLFP

DKG LTVSV
SELFAAFPS
LTVSVAVSE
DDI KATYDK
DDI KATYDK
VSVAVSEGK
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IAb 46 KEGRYEVRAELPGVD YEVRAELPG 0.2068 5337.9 50. 00 Sequence
IAb 111 DI KATYDKG LTVSV ATYDKG LT 0. 2053 5422.9 50. 00 Sequence
IAb 119 G LTVSVAVSEGKPT VAVSEGKPT 0.2027 5577.6 50. 00 Sequence
|Ab 118 KG LTVSVAVSEGKP LTVSVAVSE 0.1989 5814. 2 50. 00 Sequence
|Ab 28 AGLRPTFDTRLMRLE AGLRPTFDT 0.1925 6227. 2 50. 00 Sequence
|Ab 116 YDKG LTVSVAVSEG YDKG LTVS 0.1919 6266. 2 50. 00 Sequence
IAb 117 DKG LTVSVAVSEGK | LTVSVAVS 0.1918 6277.5 50. 00 Sequence
IAb 8 RHPRSLFPEFSELFA RHPRSLFPE 0.1897 6419. 9 50. 00 Sequence
IAb 115 TYDKG LTVSVAVSE G LTVSVAV 0.1891 6462. 1 50. 00 Sequence
IAb 9 HPRSLFPEFSELFAA PEFSELFAA 0.1885 6505. 6 50. 00 Sequence
IAb 7 QRHPRSLFPEFSELF RHPRSLFPE 0. 1865 6647. 7 50. 00 Sequence
IAb 0 MATTLPVQRHPRSLF PVQRHPRSL 0.1842 6817. 2 50. 00 Sequence
|Ab 110 DDI KATYDKG LTVS ATYDKG LT 0.1825 6941. 2 50. 00 Sequence
IAb 6 VQRHPRSLFPEFSEL RHPRSLFPE 0.1791 7198. 1 50. 00 Sequence
IAb 51 EVRAELPGVDPDKDV VRAELPGVD 0.1683 8092. 4 50. 00 Sequence
IAb 45 MKEGRYEVRAELPGV YEVRAELPG 0. 1644 8441. 4 50. 00 Sequence
|Ab 52 VRAELPGVDPDKDVD VRAELPGVD 0.1617 8689. 1 50. 00 Sequence
IAb 84 KDFDGRSEFAYGSFV SEFAYGSFV 0.1583 9021. 3 50. 00 Sequence
|Ab 100 TVSLPVGADEDDI KA TVSLPVGAD 0.1435 10583. 4 50. 00 Sequence
IAb 67 | MWRDGQLTI KAERT | MVRDGQLT 0.1433 10602. 0 50. 00 Sequence
IAb 126 AVSEGKPTEKHI Q R AVSEGKPTE 0.1319 11995. 6 50. 00 Sequence
IAb 30 LRPTFDTRLMRLEDE LRPTFDTRL 0.1275 12578. 4 50. 00 Sequence
IAb 29 GLRPTFDTRLMRLED LRPTFDTRL 0.1268 12682.0 50. 00 Sequence
IAb 66 DI M/RDGQLTIKAER | M/RDGQLT 0. 1264 12737.1 50. 00 Sequence
|Ab 44 EMKEGRYEVRAELPG YEVRAELPG 0.1227 13255. 7 50. 00 Sequence
IAb 65 VDI MRDGQLTI KAE | WRDGQLT 0.1198 13684. 6 50. 00 Sequence
|Ab 109 EDDI KATYDKG LTV ATYDKG LT 0.1133 14676. 2 50. 00 Sequence
IAb 64 DVDI MVRDGQLTI KA | MVRDGQLT 0.1043 16182. 3 50. 00 Sequence
IAb 68 MRDGQLTI KAERTE MVRDGQLTI 0.0999 16957. 0 50. 00 Sequence
IAb 101 VSLPVGADEDDI KAT SLPVGADED 0. 0962 17654. 3 50. 00 Sequence
|Ab 53 RAELPGVDPDKDVDI AELPGVDPD 0.0933 18215. 4 50. 00 Sequence
|Ab 127 VSEGKPTEKH Q RS VSEGKPTEK 0. 0929 18294. 2 50. 00 Sequence
IAb 31 RPTFDTRLMRLEDEM RPTFDTRLM 0.0911 18662. 1 50. 00 Sequence
IAb 70 RDGQLTI KAERTEQK QLTI KAERT 0. 0906 18764. 1 50. 00 Sequence
IAb 71 DGQLTI KAERTEQKD QLTI KAERT 0. 0880 19298. 2 50. 00 Sequence
IAb 72 GQLTI KAERTEQKDF QLTI KAERT 0.0874 19417. 2 50. 00 Sequence
IAb 73 QLTI KAERTEQKDFD LTI KAERTE 0. 0852 19892. 7 50. 00 Sequence
IAb 69 VRDGQLTI KAERTEQ QLTI KAERT 0. 0842 20105. 6 50. 00 Sequence
IAb 83 QKDFDGRSEFAYGSF FDGRSEFAY 0. 0822 20538. 5 50. 00 Sequence
|Ab 108 DEDDI KATYDKG LT ATYDKG LT 0.0774 21630. 3 50. 00 Sequence
IAb 63 KDVDI WRDGQLTIK MVRDGQLTI 0. 0755 22089. 4 50. 00 Sequence
|Ab 43 DEMKEGRYEVRAELP RYEVRAELP 0. 0750 22221.7 50. 00 Sequence
|Ab 102 SLPVGADEDDI KATY SLPVGADED 0.0734 22589. 2 50. 00 Sequence
|Ab 82 EQKDFDGRSEFAYGS FDGRSEFAY 0. 0698 23487.5 50. 00 Sequence
IAb 54 AELPGVDPDKDVDI M AELPGVDPD 0. 0686 23812. 7 50. 00 Sequence
IAb 128 SEGKPTEKH Q RST SEGKPTEKH 0. 0665 24348.6 50. 00 Sequence
IAb 74 LTI KAERTEQKDFDG LTI KAERTE 0. 0652 24701.8 50. 00 Sequence
IAb 81 TEQKDFDGRSEFAYG FDGRSEFAY 0. 0598 26181.5 50. 00 Sequence
IAb 80 RTEQKDFDGRSEFAY FDGRSEFAY 0. 0580 26693. 0 50. 00 Sequence
IAb 62 DKDVDI WRDGQLTI MVRDGQLTI 0. 0580 26704.0 50. 00 Sequence
IAb 55 ELPGVDPDKDVDI WV LPGVDPDKD 0. 0564 27149. 4 50. 00 Sequence
IAb 32 PTFDTRLMRLEDEMK FDTRLMRLE 0. 0555 27435.8 50. 00 Sequence
IAb 129 EGKPTEKH Q RSTN EKHI Q RST 0. 0540 27889. 6 50. 00 Sequence
|Ab 42 EDEMKEGRYEVRAEL EGRYEVRAE 0. 0494 29303. 9 50. 00 Sequence
IAb 56 LPGVDPDKDVDI MR LPGVDPDKD 0. 0469 30100. 5 50. 00 Sequence
IAb 107 ADEDDI KATYDKG L | KATYDKG 0. 0468 30124.0 50. 00 Sequence
IAb 34 FDTRLMRLEDEMKEG FDTRLMRLE 0. 0394 32630. 9 50. 00 Sequence
IAb 33 TFDTRLMRLEDEMKE FDTRLMRLE 0.0388 32874. 7 50. 00 Sequence
IAb 79 ERTEQKDFDGRSEFA QKDFDGRSE 0.0338 34691. 3 50. 00 Sequence
|Ab 36 TRLMRLEDEMKEGRY TRLMRLEDE 0. 0330 34994. 0 50. 00 Sequence
IAb 35 DTRLMRLEDEMKEGR TRLMRLEDE 0. 0320 35365. 1 50. 00 Sequence
IAb 75 TIKAERTEQKDFDGR | KAERTEQK 0.0314 35607. 4 50. 00 Sequence
IAb 61 PDKDVDI WRDGQLT | MVRDGQLT 0. 0305 35962. 8 50. 00 Sequence
IAb 106 GADEDDI KATYDKG | KATYDKG 0.0286 36694. 3 50. 00 Sequence
IAb 41 LEDEMKEGRYEVRAE EGRYEVRAE 0.0278 37019.3 50. 00 Sequence
IAb 76 | KAERTEQKDFDGRS | KAERTEQK 0.0275 37151. 7 50. 00 Sequence
IAb 37 RLMRLEDEMKEGRYE LMRLEDEMK 0. 0257 37873.3 50. 00 Sequence
IAb 38 LMRLEDEMKEGRYEV NRLEDEMKE 0. 0249 38200. 1 50. 00 Sequence
|Ab 103 LPVGADEDDI KATYD LPVGADEDD 0.0229 39019. 3 50. 00 Sequence
|Ab 78 AERTEQKDFDGRSEF KDFDGRSEF 0.0187 40859. 8 50. 00 Sequence
|Ab 77 KAERTEQKDFDGRSE QKDFDGRSE 0.0180 41140. 2 50. 00 Sequence
IAb 105 VGADEDDI KATYDKG ADEDDI KAT 0.0162 41942.9 50. 00 Sequence
IAb 39 MRLEDEMKEGRYEVR MRLEDEMKE 0.0161 41987.0 50. 00 Sequence
|Ab 40 RLEDEMKEGRYEVRA KEGRYEVRA 0. 0150 42506. 2 50. 00 Sequence
IAb 57 PGVDPDKDVDI MVRD PGVDPDKDV 0.0146 42681. 8 50. 00 Sequence
|Ab 104 PVGADEDDI KATYDK ADEDDI KAT 0.0133 43309. 8 50. 00 Sequence
IAb 59 VDPDKDVDI MVRDGQ VDPDKDVDI 0.0129 43468.5 50. 00 Sequence
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I As 48 CRYEVRAELPGVDPD RYEVRAELP 0.1917 6280. 2 16. 00 Sequence
I As 49 RYEVRAELPGVDPDK RYEVRAELP 0. 1906 6360. 9 16. 00 Sequence
I As 46 KEGRYEVRAELPGVD VRAELPGVD 0.1902 6382. 8 16. 00 Sequence
I As 96 SFVRTVSLPVGADED SFVRTVSLP 0.1896 6428. 1 16. 00 Sequence
I As 47 ECGRYEVRAELPGVDP VRAELPGVD 0.1859 6690. 7 16. 00 Sequence
I As 31 RPTFDTRLMRLEDEM RLMRLEDEM 0.1817 6999. 4 16. 00 Sequence
I As 32 PTFDTRLMRLEDEMK RLMRLEDEM 0.1679 8131.8 16. 00 Sequence
IAs 112 | KATYDKG LTVSVA Kd LTVSVA 0. 1665 8254.9 16. 00 Sequence
IAs 119 G LTVSVAVSEGKPT VAVSEGKPT 0. 1594 8910. 8 32.00 Sequence
I As 33 TFDTRLVRLEDEMKE RLMRLEDEM 0. 1581 9037.1 32.00 Sequence
IAs 118 K4 LTVSVAVSEGKP Kd LTVSVA 0.1571 9131.9 32.00 Sequence
I As 51 EVRAELPGVDPDKDV VRAELPGVD 0. 1556 9281.1 32.00 Sequence
I As 50 YEVRAELPGVDPDKD VRAELPGVD 0.1541 9436. 4 32.00 Sequence
IAs 113 KATYDKG LTVSVAV KG@ LTVSVA 0.1538 9463. 7 32.00 Sequence
I As 34 FDTRLMRLEDEMKEG RLMRLEDEM 0. 1517 9684. 4 32.00 Sequence
I As 45 MKEGRYEVRAELPGVY RYEVRAELP 0. 1517 9689. 2 32.00 Sequence
IAs 122 TVSVAVSEGKPTEKH VAVSEGKPT 0. 1502 9839. 2 32.00 Sequence
IAs 120 |LTVSVAVSEGKPTE VAVSEGKPT 0.1498 9887. 8 32.00 Sequence
I As 2 TTLPVQRHPRSLFPE TTLPVQRHP 0. 1487 10008. 8 32.00 Sequence
IAs 124 SVAVSEGKPTEKH Q SVAVSEGKP 0.1434 10600. 3 32.00 Sequence
I As 43 DEMKEGRYEVRAELP RYEVRAELP 0.1432 10617. 4 32.00 Sequence
IAs 121 LTVSVAVSEGKPTEK VAVSEGKPT 0. 1427 10679. 9 32.00 Sequence
IAs 114 ATYDKG LTVSVAVS KG LTVSVA 0. 1409 10885. 9 32.00 Sequence
IAs 123 VSVAVSEGKPTEKH  SVAVSEGKP 0.1389 11122.8 32.00 Sequence
I As 44 EMKECGRYEVRAELPG RYEVRAELP 0.1381 11224.8 32.00 Sequence
IAs 116 YDKG LTVSVAVSEG K4 LTVSVA 0.1368 11374. 4 32.00 Sequence
IAs 129 EGKPTEKH Q RSTN KHI Q RSTN 0.1359 11492. 3 32.00 Sequence
IAs 125 VAVSEGKPTEKH Q  VAVSEGKPT 0.1350 11605.9 32.00 Sequence
I As 36 TRLMRLEDEMKEGRY RLMRLEDEM 0.1342 11704. 8 32.00 Sequence
I As 52 VRAELPGVDPDKDVD VRAELPGVD 0.1328 11885. 4 32.00 Sequence
IAs 115 TYDKG LTVSVAVSE KG LTVSVA 0.1321 11977. 4 32.00 Sequence
I As 98 VRTVSLPVGADEDDI  RTVSLPVGA 0.1314 12064. 6 32.00 Sequence
I As 35 DTRLMRLEDEMKEGR RLMRLEDEM 0.1309 12131.6 32.00 Sequence
I As 99 RTVSLPVGADEDDI K RTVSLPVGA 0.1297 12291.3 32.00 Sequence
IAs 117 DKG LTVSVAVSEGK KG LTVSVA 0.1254 12872. 4 32.00 Sequence
I As 97 FVRTVSLPVGADEDD RTVSLPVGA 0.1229 13226. 3 32.00 Sequence
I As 17 FSELFAAFPSFAGLR ELFAAFPSF 0.1168 14124.0 32.00 Sequence
I As 0 MATTLPVQRHPRSLF TTLPVQRHP 0.1158 14281.5 32.00 Sequence
I As 1 ATTLPVQRHPRSLFP TTLPVQRHP 0.1134 14663. 5 32.00 Sequence
I As 3 TLPVQRHPRSLFPEF LPVQRHPRS 0.1123 14832. 8 32.00 Sequence
I As 16 EFSELFAAFPSFAG. FSELFAAFP 0.1088 15406. 3 50. 00 Sequence
I As 14 FPEFSELFAAFPSFA  SELFAAFPS 0. 1057 15935.4 50. 00 Sequence
IAs 126 AVSEGKPTEKH QR KPTEKHI Q 0.1028 16434.8 50. 00 Sequence
I As 15 PEFSELFAAFPSFAG SELFAAFPS 0. 0995 17037. 8 50. 00 Sequence
I As 37 RLMRLEDEMKEGRYE RLMRLEDEM 0. 0987 17177. 2 50. 00 Sequence
I As 4  LPVQRHPRSLFPEFS LPVQRHPRS 0. 0935 18187. 8 50. 00 Sequence
I As 18 SELFAAFPSFAGLRP LFAAFPSFA 0.0934 18204.0 50. 00 Sequence
I As 89 RSEFAYGSFVRTVSL AYGSFVRTV 0. 0934 18204. 6 50. 00 Sequence
I As 7 QRHPRSLFPEFSELF SLFPEFSEL 0. 0906 18766. 5 50. 00 Sequence
IAs 100 TVSLPVGADEDDI KA VGADEDDI K 0. 0905 18772.0 50. 00 Sequence
I As 13 LFPEFSELFAAFPSF SELFAAFPS 0. 0895 18983. 0 50. 00 Sequence
I As 70 RDGQLTI KAERTEQK LTI KAERTE 0.0892 19039.0 50. 00 Sequence
I As 54 AELPGVDPDKDVDI M AELPGVDPD 0. 0890 19096. 7 50. 00 Sequence
I As 19 ELFAAFPSFAGLRPT PSFAGLRPT 0. 0887 19142. 2 50. 00 Sequence
I As 30 LRPTFDTRLMRLEDE FDTRLMRLE 0. 0881 19283. 2 50. 00 Sequence
I As 53 RAELPGVDPDKDVDI  AELPGVDPD 0. 0865 19613. 6 50. 00 Sequence
IAs 127 VSEGKPTEKH Q RS KPTEKH Q 0. 0865 19616. 9 50. 00 Sequence
I As 69 VRDGQLTI KAERTEQ LTI KAERTE 0. 0861 19692. 7 50. 00 Sequence
I As 25 PSFAGLRPTFDTRLM RPTFDTRLM 0. 0852 19895.0 50. 00 Sequence
I As 20 LFAAFPSFAGLRPTF LFAAFPSFA 0. 0847 19990. 4 50. 00 Sequence
I As 68 MRDGQLTI KAERTE LTI KAERTE 0. 0841 20124.5 50. 00 Sequence
IAs 128 SEGKPTEKH Q RST KPTEKHI Q) 0.0832 20323.9 50. 00 Sequence
I As 71 DGQLTI KAERTEQKD LTI KAERTE 0.0828 20414.7 50. 00 Sequence
IAs 101 VSLPVGADEDDI KAT VGADEDDI K 0. 0820 20581. 4 50. 00 Sequence
I As 22 AAFPSFAGLRPTFDT AAFPSFAGL 0. 0816 20670. 9 50. 00 Sequence
I As 57 PGVDPDKDVDI WRD KDVDI MWRD 0.0776 21603. 0 50. 00 Sequence
I As 21 FAAFPSFAGLRPTFD PSFAGLRPT 0.0775 21610.9 50. 00 Sequence
I As 6 VQRHPRSLFPEFSEL RHPRSLFPE 0.0768 21770.0 50. 00 Sequence
I As 8 RHPRSLFPEFSELFA RHPRSLFPE 0.0761 21936. 9 50. 00 Sequence
IAs 102 SLPVGADEDDI KATY VGADEDDI K 0.0761 21948. 8 50. 00 Sequence
IAs 104 PVGADEDDI KATYDK VGADEDDI K 0.0752 22158.1 50. 00 Sequence
I As 12 SLFPEFSELFAAFPS SELFAAFPS 0. 0745 22342.0 50. 00 Sequence
I As 56 LPGVDPDKDVDI WR LPGVDPDKD 0.0736 22553.3 50. 00 Sequence
I As 73 QLTI KAERTEQKDFD | KAERTEQK 0.0719 22969.5 50. 00 Sequence
I As 23 AFPSFAGLRPTFDTR PSFAGLRPT 0.0717 23007. 3 50. 00 Sequence
IAs 103 LPVGADEDDI KATYD VGADEDDI K 0.0716 23039.7 50. 00 Sequence
I As 72  GQLTI KAERTEQKDF | KAERTEQK 0.0715 23075.1 50. 00 Sequence
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I As 5 PVQRHPRSLFPEFSE RHPRSLFPE 0.0711 23177.7 50. 00 Sequence
I As 58 GVDPDKDVDI WRDG KDVDI MVRD 0. 0684 23860. 4 50. 00 Sequence
I As 74 LTI KAERTEQKDFDG | KAERTEQK 0. 0664 24367. 3 50. 00 Sequence
IAs 107 ADEDDI KATYDKG L KATYDKG L 0. 0658 24541. 2 50. 00 Sequence
I As 61 PDKDVDI WRDGQLT KDVDI MVRD 0. 0657 24565. 9 50. 00 Sequence
I As 62 DKDVDI WRDGQLTI  KDVDI MWRD 0. 0648 24792. 3 50. 00 Sequence
I As 67 | \WRDGQLTI KAERT QLTI KAERT 0. 0647 24841. 4 50. 00 Sequence
IAs 111 DI KATYDKG LTVSV KATYDKG L 0. 0641 24991. 9 50. 00 Sequence
I As 55 ELPGVDPDKDVDI W  LPGVDPDKD 0. 0635 25156. 8 50. 00 Sequence
I As 59 VDPDKDVDI WRDGEQ KDVDI MVRD 0. 0625 25439. 3 50. 00 Sequence
IAs 108 DEDDI KATYDKG LT KATYDKA L 0. 0609 25864.5 50. 00 Sequence
I As 24 FPSFAGLRPTFDTRL PSFAGLRPT 0. 0606 25952. 2 50. 00 Sequence
I As 26 SFAGLRPTFDTRLMR RPTFDTRLM 0. 0585 26551. 8 50. 00 Sequence
I As 60 DPDKDVDI WRDGQL KDVDI MWRD 0. 0584 26591. 8 50. 00 Sequence
I As 63 KDVDI M\VRDGQLTI K KDVDI WRD 0. 0579 26717.5 50. 00 Sequence
IAs 109 EDDI KATYDKA LTV KATYDKG L 0. 0556 27402. 3 50. 00 Sequence
I As 27 FAGLRPTFDTRLMRL RPTFDTRLM 0. 0545 27725. 6 50. 00 Sequence
I As 75 Tl KAERTEQKDFDGR | KAERTEQK 0. 0544 27766. 1 50. 00 Sequence
I As 42 EDEMKEGRYEVRAEL DEMKEGRYE 0. 0537 27974. 2 50. 00 Sequence
I As 28 AGLRPTFDTRLMRLE RPTFDTRLM 0. 0531 28162.5 50. 00 Sequence
I As 29 GLRPTFDTRLMRLED RPTFDTRLM 0. 0521 28455. 9 50. 00 Sequence
IAs 110 DDI KATYDKA LTVS KATYDKA L 0. 0514 28679.1 50. 00 Sequence
IAs 105 VGADEDDI KATYDKG VGADEDDI K 0.0513 28713.2 50. 00 Sequence
I As 87 DGRSEFAYGSFVRTV AYGSFVRTV 0.0478 29805. 9 50. 00 Sequence
I As 66 DI M\WVRDGQLTI KAER | MVRDGQLT 0. 0475 29916. 8 50. 00 Sequence
I As 76 | KAERTEQKDFDGRS | KAERTEQK 0. 0474 29948. 5 50. 00 Sequence
I As 11 RSLFPEFSELFAAFP FSELFAAFP 0. 0447 30834.3 50. 00 Sequence
I As 9 HPRSLFPEFSELFAA HPRSLFPEF 0. 0443 30961. 7 50. 00 Sequence
I As 88 GRSEFAYGSFVRTVS AYGSFVRTV 0. 0437 31169.7 50. 00 Sequence
I As 65 VDI WRDGQLTI KAE | WRDGQLT 0. 0421 31708. 9 50. 00 Sequence
I As 64 DVDI WRDGQLTI KA | MWRDGQLT 0. 0407 32186. 6 50. 00 Sequence
I As 78 AERTEQKDFDGRSEF KDFDGRSEF 0.0378 33233.7 50. 00 Sequence
I As 10 PRSLFPEFSELFAAF SLFPEFSEL 0. 0366 33660. 0 50. 00 Sequence
I As 79 ERTEQKDFDGRSEFA ERTEQKDFD 0.0348 34299. 4 50. 00 Sequence
I As 38 LMRLEDEMKEGRYEV RLEDEMKEG 0. 0338 34677.0 50. 00 Sequence
I As 77 KAERTEQKDFDGRSE KAERTEQKD 0. 0336 34766. 0 50. 00 Sequence
I As 39 MRLEDEMKEGRYEVR DEMKEGRYE 0. 0327 35090. 3 50. 00 Sequence
I As 84 KDFDGRSEFAYGSFV KDFDGRSEF 0. 0311 35724.7 50. 00 Sequence
I As 40 RLEDEMKEGRYEVRA MKEGRYEVR 0. 0310 35765.7 50. 00 Sequence
I As 85 DFDGRSEFAYGSFVR SEFAYGSFV 0. 0304 35972.5 50. 00 Sequence
I As 41 LEDEMKEGRYEVRAE MKEGRYEVR 0.0301 36095. 0 50. 00 Sequence
I As 86 FDGRSEFAYGSFVRT SEFAYGSFV 0.0301 36097. 7 50. 00 Sequence
I As 83 (KDFDGRSEFAYGSF KDFDGRSEF 0. 0289 36559. 1 50. 00 Sequence
I As 80 RTEQKDFDGRSEFAY KDFDGRSEF 0.0274 37190. 7 50. 00 Sequence
I As 81 TEQKDFDGRSEFAYG KDFDGRSEF 0. 0266 37492.5 50. 00 Sequence
I As 82 EQKDFDGRSEFAYGS KDFDGRSEF 0. 0255 37958. 2 50. 00 Sequence
IAs 106 GADEDDI KATYDKG DDI KATYDK 0. 0202 40166. 8 50. 00 Sequence
Allele: I As. Nunmber of high binders 0. Nunber of weak binders 0. Nunber of peptides 130
Explain the output. Go back.
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