Top of Form

Sequence: O06326

        1 MPPAKKGPAT SARKGQKTRR REKKNVPHGA AHIKSTFNNT IVTITDPQGN VIAWASSGHV 
       61 GFKGSRKSTP FAAQLAAENA ARKAQDHGVR KVDVFVKGPG SGRETAIRSL QAAGLEVGAI 
      121 SDVTPQPHNG VRPPKRRRV 


Average:0.741   Minimum:-0.642   Maximum:2.098   Threshold: [image: image1.wmf]
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Bottom of Form

Predicted epitopes:

	No.
	Start Position
	End Position
	Peptide
	Peptide Length

	1
	1
	32
	MPPAKKGPATSARKGQKTRRREKKNVPHGAAH
	32

	2
	44
	50
	ITDPQGN
	7

	3
	59
	72
	HVGFKGSRKSTPFA
	14

	4
	76
	76
	A
	1

	5
	78
	89
	ENAARKAQDHGV
	12

	6
	97
	105
	KGPGSGRET
	9
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