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6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WLLVGFEP 1393 1. 9000 31. 67
2 LLI NHPLDC 1106 1. 6400 27.33
3 \WLPLNSAGS 777 1. 3000 21. 67
4 |LHKVBGRLI 1434 1. 0900 18. 17
5 |YRTFEPALR 631 1. 0800 18. 00
6 M3 Q PRFC 40 0. 9900 16. 50
7 | VFLRLRKA 1407 0. 8900 14. 83
8 \VRTQLTSEI 86 0. 6000 10. 00
9 (\BHAMAVAA 1310 0. 6000 10. 00
10 || RVGQPEW 8 0. 5000 8. 33
11 [YFSGNTVQ 204 0. 5000 8.33
12 \WRLSPDTA 734 0. 5000 8.33
13 ILRVTI GSI V 791 0. 5000 8. 33
14 \VHI AELPAA 540 0. 3700 6. 17
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15 \VYTI APFAT 1423 0. 3000 5. 00
16 \V\RM_LDEGR 710 0. 2000 3.33
17 [VHRQLRVTI 787 0. 2000 3.33
18 VWWLPLNSA 775 0. 1000 1. 67
19 | RAAELMG 34 -0.0100 0
20 \WSLELRHS 594 -0.0100 [s
21 LVI RAAELM 32 - 0. 0200 0
22 \WFPVAPTT 610 -0.1300 [s
23 || LCARCTRF 164 -0.3100 0
24 [FLRLRKAAR 1409 - 0. 4000 [s
25 VGG EPADF 570 - 0. 4000 0
26 |LAALDATGF 585 -0.4100 [s
27 |FVNVEEGRYR 624 -0.4100 0
28 MGVHLGVPT 1660 - 0. 5000 0
29 |FDLVSSPSV 230 - 0. 5800 0
30 |LRRLAGDDP 258 - 0. 6000 [s
31 | YAYAKFARI 342 - 0. 6000 0
32 |LESAPWLL 388 - 0. 6000 0
33 LLATPGAVI 1464 - 0. 6000 0
34 |YAKFARI TL 344 - 0. 6200 0
135 [FTYATQPDV 281 - 0. 6300 0
36 \VEI SVPKGT 23 - 0. 7000 0
37 | YADLESAPV 385 -0. 7000 0
38 \VTI GSI VK 793 -0. 7000 [s
39 VGALTGTAY 215 -0.7100 [s
40 |YLAGTARTP 725 -0.7100 [
41 VI | VGERLA 1471 -0. 7600 [s
42 || VGERLATV 473 - 0. 8000 [s
43 |LRLRKAARR 1410 - 0. 9000 [s
44 [FSGNTVQ C 205 - 0. 9600 [s
45 || GAADGEAV 745 -1.1000 0
46 |VRLSPDTAA 735 -1.1100 [s
47 LVSSPSVCE 232 -1.2000 [s
48 I GSI VKI GA 795 -1. 2000 [s
49 \WAFTYATQP 1279 -1.2100 [s
50 | CPVGALTG 212 -1. 2500 [s
51 [FVWWSLELRH 593 - 1. 3000 [s
52 LG WDGKHA 679 -1. 3000 [s
53 LRHSTVTER 599 -1.3100 [s
54 |LVGFEPEDE 1396 -1.3200 [s
55 \LDRERCI LC 158 - 1. 4000 0
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56 \YTI APFATG 1424 -1. 4000 0
57 | VARAQVCAA 531 - 1. 4000 [s
58 LMG Q PRF 39 -1.4300 0
59 |LASCTTVAT 73 -1. 5000 [s
60 LATPGAMVI | 1465 -1. 5000 0
61 |LQDGEPYLA 719 -1. 5000 [s
62 |LRKAARRHR 1412 -1.5100 0
63 MW/TLTI DGV 15 -1. 6000 [s
64 LAALLVGG 565 -1. 6000 0
65 \VGDLLATPG 1461 -1.6100 [s
66 |LNSAGSTVH 780 -1.6100 0
67 \VFPVAPTTQ 611 -1. 6600 [s
68 \VPGGEPAAL 445 -1. 7000 0
69 FI DVMQERGA 181 -1.7100 0
70 |LPAAAGRDA 545 -1.7100 0
71 |LPLNSAGST 778 -1.7600 0
72 [VTVEDAYAY 336 - 1. 8000 0
73 I 1 VGERLAT 472 -1. 8000 0
74 \VWPRRAGER 501 -1.8000 0
75 VINCDKGRWA 272 -1.8100 0
76 IMELLLI NHP 103 -1. 9000 0
77 [FLAARI AGR 371 - 1. 9000 0

ALLELE: Threshold for 3 %w th score: |H ghest Score achievabl e by any
DRB1_0102 0.7 peptide: 6

‘Rank ‘Sequence ‘At Position ‘Scor e ‘% of Hi ghest Score
1 \WLLVGFEP 1393 2.9000 48.33
2 LLI NHPLDC 106 2. 6400 144. 00
3 |LHKVBGRLI 434 2.0900 34.83
4 M3 Q PRFC 40 1. 9900 33.17
5 | VFLRLRKA 1407 1. 8900 131. 50
6 \VRTQLTSEI 86 1. 6000 26. 67
7 || RVGQPEW 8 1. 5000 25. 00
E \WRLSPDTA 734 1. 5000 25. 00
9 ILRVTI GSI V 791 1. 5000 25. 00
10 \VYTI APFAT 1423 1. 3000 21. 67
11 \VHRQLRVT] 787 1. 2000 20. 00
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12 VWWLPLNSA 775 1. 1000 18. 33
13 I NI SAQVLL 1150 1. 0000 16. 67
14 VQ CPVGAL 210 1. 0000 |16. 67
15 | RAAELMG 34 0. 9900 16. 50
16 \WSLELRHS 594 0. 9900 16. 50
117 ILVI RAAELM 32 0. 9800 16. 33
18 \WFPVAPTT 610 0.8700 14. 50
19 || LCARCTRF 164 0. 6900 111. 50
20 VGG EPADF 570 0. 6000 10. 00
21 |LAALDATGF 585 0. 5900 9. 83

22 MGVHLGVPT 660 0. 5000 8. 33

23 | LRRLAGDDP 258 0. 4000 6. 67

24 |LESAPWVLL 1388 0. 4000 6. 67

25 LLATPGAVI 464 0. 4000 6. 67

26 VEI SVPKGT 23 0. 3000 5.00

27 \VLPLNSAGS 777 0. 3000 5. 00

28 \VTI GSI VKI 793 0. 3000 5.00

29 VGALTGTAY 215 0. 2900 4. 83

30 VI | VGERLA 1471 0. 2400 4. 00

31 || VGERLATV 473 0. 2000 3.33

32 |LRLRKAARR 1410 0. 1000 1. 67

33 |YRTFEPALR 631 0. 0800 11.33

34 || GAADGEAV 745 -0.1000 0

35 |VRLSPDTAA 735 -0.1100 [s

36 LVSSPSVCE 232 - 0. 2000 [s

37 | GSI VKI GA 795 - 0. 2000 0

38 | CPVGALTG 212 -0. 2500 [s

39 LG WDGKHA 679 - 0. 3000 [s

40 [LRHSTVTER 599 - 0. 3100 [s

41 LVGFEPEDE 396 -0.3200 [s

42 LDRERCI LC 158 - 0. 4000 0

43 [\SHAMAVAA 310 - 0. 4000 [s

44 [FLRLRKAAR 1409 - 0. 4000 [s

45 | VARAQVCAA 531 - 0. 4000 [s

46 |FVNVEEGRYR 624 -0.4100 [s

47 ILM3 Q PRF 39 - 0. 4300 [s

48 |LASCTTVAT 73 - 0. 5000 [s

49 [YFSGNTVQ 204 - 0. 5000 [s

50 LATPGAMVI | 1465 - 0. 5000 [s

51 |LQDGEPYLA 719 - 0. 5000 [s

52 |LRKAARRHR 1412 -0.5100 0
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53 |FDLVSSPSV 230 -0.5800 0
54 MW/TLTI DGV 15 - 0. 6000 [s
55 LAALLVGG 565 - 0. 6000 0
56 \VGDLLATPG 461 -0. 6100 [s
57 |LNSAGSTVH 780 -0. 6100 0
58 [FTYATQPDV 281 - 0. 6300 [s
59 \WHI AELPAA 540 - 0. 6300 0
60 \VFPVAPTTQ 611 - 0. 6600 [s
61 |VPGGEPAAL 1445 -0. 7000 0
62 |LPAAAGRDA 545 -0.7100 [s
63 |LPLNSAGST 778 -0. 7600 0
64 | VTVEDAYAY 336 - 0. 8000 [s
65 I | VGERLAT 472 - 0. 8000 0
66 \V\RM_LDEGR 710 - 0. 8000 0
67 IMELLLI NHP 103 - 0. 9000 0
68 |LRGSTLQAG 638 - 0. 9000 [s
69 \VHLGVPTVE 662 -0. 9100 0
70 | LTGARMLL 706 -0.9100 0
71 | LVEVEGQRK 63 - 0. 9500 0
72 [FSGNTVQ C 205 - 0. 9600 0
73 VGACRQCLV 56 -1. 0000 0
74 | LONQAVBNG 1125 - 1. 0000 0
75 |LAAARGRTG 321 -1.0100 [
76 \VTVSTSRGS 753 -1. 0100 [s
77 VI RAAELMG 33 -1.1000 [s
78 || AELPAAAG 542 -1.1000 [
79 [ VNVEGRYRT 625 -1.1000 [s

ALLELE:
DRB1_0301

Threshold for 3 %wth score:

2.96

Hi ghest Score achi evabl e by any

pepti de:

9.

5

Rank 'Sequence /At Position Score % of Highest Score
1 LTI DGVEI S 18 5. 9000 62.11
2 || YADEPFES 1195 5. 3000 55. 79
3 ILRHSTVTER 599 4. 7000 49. 47
4 | RAAELMG 34 4. 1000 43.16
5 LM3 Q PRF 39 4. 1000 43. 16
6 'VQ CPVGAL 210 3. 9600 141. 68
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7 || RVGQPEW 8 3..8000 140. 00
8 \VRTQLTSEI 86 3. 6700 38. 63
9 |LVGGRVTVE 331 3. 6000 37. 89
10 ILRGSTLQAG 638 3. 6000 137.89
11 | LTGARMLL 706 3. 5600 37.47
12 ILVI RAAELM 32 3. 5000 36. 84
13 |LLPGGRPLA 520 3. 5000 36. 84
14 \VTI GSI \WKI 793 3. 5000 36. 84
15 LLI NHPLDC 1106 3. 4000 35. 79
16 VHRQLRVT! 787 3. 3000 34. 74
17 |LSPDTAAEI 737 2. 9000 30. 53
18 || GSI VKI GA 795 2. 9000 130. 53
19 I NI SAQVLL 1150 2. 8600 30. 11
20 |LVSSPSVCE 232 2. 8000 29. 47
21 |LRKAARRHR 412 2.8000 29. 47
22 I | VGERLAT 472 2. 8000 29. 47
23 |LRLRKAARR 410 2. 7000 28. 42
24 \WSLELRHS 594 2. 7000 28. 42
25 \WRLSPDTA 734 2. 7000 28. 42
26 IMWRTQLTS 84 2. 6000 27.37
27 \VLLDRERCI 156 2. 6000 27. 37
28 || AGDPFI DM 1176 2. 6000 27. 37
29 LI RDGGDPK 1294 2. 6000 27.37
30 \WLLVGFEP 393 2. 6000 27. 37
31 VGG EPADF 570 2. 6000 27. 37
32 IM/TLTI DGV 15 2. 5000 26. 32
33 ILLLI NHPLD 1105 2. 5000 26. 32
34 [FLRLRKAAR 1409 2. 5000 26. 32
35 LLVGG EPA 568 2. 5000 126. 32
36 IMLLDEGRLQ 712 2. 5000 26. 32
37 \VHLGVPTVE 1662 2. 4000 25.26
38 | VEGQRKPLA 66 2. 3000 24. 21
39 VWL PLNSA 775 2. 2100 23. 26
40 |LAGDDPEVN 261 2. 2000 23.16
41 [VLVGGRVTW 1330 2. 2000 23.16
42 | VFLRLRKA 1407 2. 2000 23.16
43 \VHI AELPAA 540 2. 2000 23.16
44 | VATDDMWR 79 2.1000 22.11
45 [YFSGNTVQ 204 2. 1000 22.11
46 | YRFRARPFD 223 2. 1000 22.11
47 \WFPVAPTT 610 2. 1000 22.11
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48 \VYTI APFAT 423 1. 9000 20. 00
49 | VARAQVCAA 531 1. 9000 20. 00
50 LAALLVGG 565 1. 9000 20. 00
51 || LCARCTRF 1164 1. 8000 18. 95
52 | VGERLATV 473 1. 8000 18. 95
53 |LATGAVGDL 1456 1. 7600 18. 53
54 |LESAPWLL 388 1. 6600 17. 47
55 M3 Q PRFC 40 1. 6000 16. 84
56 \WRTQLTSE 85 1. 6000 16. 84
57 ILVGG EPAD 569 1. 5000 15. 79
58 |LQAGQSDHR 643 1. 5000 15. 79
59 |LEAGALPTL 512 1. 4600 15. 37
60 IMELLLI NHP 1103 1. 4100 14. 84
61 \VEI SVPKGT 23 1. 4000 14. 74
62 MSNGRTDSR 1130 1. 4000 114. 74
63 |VRLSPDTAA 735 1. 4000 14. 74
64 ILRVTI GSI V 791 1. 3700 14. 42
65 |LRRLAGDDP 258 1. 3000 13. 68
66 ILGTNDI DFR 1352 1. 3000 13. 68
67 || DFRARPHS 1357 1. 3000 13. 68
68 LVGFEPEDE 396 1. 3000 13. 68
69 \VFPVAPTTQ 611 1. 3000 13. 68
70 \VTVSTSRGS 753 1. 3000 13. 68
71 \VLPLNSAGS 777 1. 3000 13. 68
72 | LQNQAVBNG 1125 1. 2700 13. 37
73 ILQQVG YAD 1190 1. 2500 13.16
74 [FLAARI AGR 371 1. 2000 112. 63
75 |YRTFEPALR 631 1. 2000 112. 63
76 || DVQERGAL 182 1. 1600 112. 21
77 VI RAAELMG 33 1. 0000 10. 53
78 \VWPRRAGER 501 1. 0000 10. 53
79 ILGVPTVEAA 664 1. 0000 10. 53
80 [VPKGTLVI R

ALLELE: Threshold for 3 %with score: |H ghest Score achi evabl e by any
DRB1_0305 1.7 peptide: 9.1
Rank Sequence At Position 'Score % of Highest Score I
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1 LTI DGVEI S 18 14,5000 149. 45
2 || YADEPFES 1195 3.9000 142. 86
3 \VHI AELPAA 540 3. 2000 35.16
4 LLPGGRPLA 520 2. 5000 27. 47
5 LLI NHPLDC 106 2. 4000 26. 37
6 | RAAELMG 34 2. 2000 24.18
7 [YFSGNTVQ 204 2. 2000 24.18
8 ILRHSTVTER 599 2.2000 24.18
9 MLLDEGRLQ 712 2. 2000 24.18
10 |FWSLELRH 593 2. 1800 23. 96
11 VQ CPVGAL 210 2. 0000 21. 98
12 | YRFRARPFD 223 2. 0000 21. 98
13 [FLRLRKAAR 1409 2.0000 21. 98
14 \V\LPLNSAGS 777 1. 9000 20. 88
15 |1 GSI VKI GA 795 1. 9000 20. 88
16 || RVGQPEMY 8 1. 8000 19. 78
117 \VRTQLTSEI 86 1. 7700 19. 45
18 \WRLSPDTA 734 1. 7000 18. 68
119 | LTGARMLL 706 1. 6000 17.58
20 \VTI GSI VKI 793 1. 6000 17. 58
21 VINCDKGRWA 272 1. 5000 |16. 48
22 LI RDGGDPK 294 1. 5000 |16. 48
23 ILLVGG EPA 568 1. 5000 |16. 48
24 [VHRQLRVT! 787 1. 4000 |15. 38
25 | VEGQRKPLA 66 1. 3000 14. 29
26 \WSLELRHS 594 1. 3000 14. 29
27 'VWWLPLNSA 775 1. 2100 113. 30
28 ILMG Q PRF 39 1. 2000 13.19
29 IMWVRTQLTS 84 1. 2000 13. 19
30 [FSGNTVQ C 205 1. 2000 13. 19
31 [VLVGGRVTW 1330 1. 2000 113.19
32 |LVGGRVTVE 331 1. 2000 13. 19
33 || VFLRLRKA 1407 1. 2000 13. 19
34 |LRGSTLQAG 638 1. 2000 13. 19
35 I | VGERLAT 472 1. 1000 112. 09
36 ILVI RAAELM 32 1. 0000 10. 99
37 VFPVAPTTQ 611 1. 0000 10. 99
38 |LSPDTAAEI 737 1. 0000 110. 99
39 I NI SAQVLL 1150 0. 9000 9. 89

40 | VARAQVCAA 531 0. 9000 9. 89

41 \VLLDRERCI 156 0. 7000 7. 69
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42 [FLAARI AGR 1371 0. 7000 7. 69
43 |YRTFEPALR 631 0. 7000 7. 69
44 M3 Q PRFC 40 0. 6000 6. 59
45 \WLLVGFEP 1393 0. 6000 6. 59
46 MW/TLTI DGV 15 0. 5000 5. 49
47 [FTYATQPDV 281 0. 5000 5. 49
48 \VWPRRAGER 501 0. 5000 5. 49
49 ILLLI NHPLD 105 0. 4000 4. 40
50 LVSSPSVCE 232 0. 4000 4. 40
51 |LAGDDPEWN 261 0. 4000 4. 40
52 \WFPVAPTT 610 0. 4000 4. 40
53 [FPVAPTTQK 612 0. 4000 4. 40
54 \VRLSPDTAA 735 0. 4000 4. 40
55 |LRKAARRHR 412 0. 3000 3. 30
56 |FEPALRGST 634 0. 3000 3.30
57 |LRLRKAARR 410 0. 2000 2.20
58 \VYTI APFAT 423 0. 2000 2.20
59 || AGDPFI DM 1176 0. 1000 1. 10
60 (\BHAMAVAA 1310 0. 1000 1. 10
61 [FARI TLGTN 347 0. 1000 11.10
62 |LEPVGACRQ 53 -0.1000 0
63 || DFRARPHS 357 - 0. 1000 0
64 \VFLRLRKAA 1408 -0.1000 0
65 \VTVSTSRGS 753 -0. 1000 [s
66 |LNSAGSTVH 780 -0.1200 [s
67 |LQDGEPYLA 719 -0. 1500 [
68 |LATGAVGDL 1456 -0. 2000 [s
69 || VGERLATV 473 - 0. 2000 [s
70 VEI SVPKGT 23 -0.3000 [s
71 |FTEAKRTFA 1139 - 0. 3000 [s
72 |LESAPWVLL 1388 -0. 3000 0
73 VGG EPADF 570 - 0. 3000 [s
74 | VATDDMVR 79 - 0. 4000 [s
75 [FDLVSSPSV 230 - 0. 4000 [s

ALLELE: Threshold for 3 %with score: |[H ghest Score achi evabl e by any
DRB1_0306 2.08 pepti de: 8.8
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Rank 'Sequence /At Position Score % of Highest Score
1 LTI DGVEI S 18 5. 9000 67.05
2 LLI NHPLDC 1106 3. 9000 44. 32
3 || YADEPFES 1195 3. 4000 38. 64
4 || RVGQPEW 8 3. 2000 36. 36
5 ILRHSTVTER 599 3. 2000 36. 36
6 \WRLSPDTA 734 3.0000 134. 09
7 | RAAELMG 34 2. 9000 132.95
8 LLVGG EPA 568 2. 9000 132.95
9 MLLDEGRLQ 712 2. 9000 132.95
110 VWL PLNSA 775 2. 9000 132. 95
11 LI RDGGDPK 294 2. 8000 31. 82
12 MAWVRTQLTS 84 2. 7000 30. 68
13 I 1 VGERLAT 472 2. 6000 29.55
14 |1 GSI VKI GA 795 2. 5800 29. 32
15 VRTQLTSEI 86 2. 5000 28.41
16 \VTI GSI VKI 793 2. 4800 28.18
117 LVI RAAELM 32 2. 4000 27.27
18 ILRGSTLQAG 638 2.3000 26. 14
119 || LTGARMLL 706 2. 3000 26. 14
20 [VHRQLRVTI 787 2. 2800 25. 91
21 |LVGGRVTVE 331 2. 2000 25. 00
22 |LLPGGRPLA 520 2. 1000 23. 86
23 [VLVGGRVTW 1330 2. 0800 23. 64
24 \WSLELRHS 594 2. 0000 22.73
25 \VFPVAPTTQ 611 2. 0000 22.73
26 LSPDTAAEI 737 2..0000 22.73
27 || VFLRLRKA 407 1. 9000 21. 59
28 | VARAQVCAA 531 1. 9000 21. 59
29 [MWTLTI DGV 15 1. 8000 20. 45
30 | LAGDDPEVN 261 1. 8000 20. 45
31 I NI SAQULL 1150 1. 7800 20. 23
32 |FVWWSLELRH 593 1. 6800 19. 09
33 VQ CPVGAL 210 1. 6000 18.18
34 \VFLRLRKAA 408 1. 5000 117.05
35 \VLLDRERCI 1156 1. 4000 15. 91
36 ILGVPTVEAA 664 1. 4000 15. 91
37 [VRLSPDTAA 735 1. 4000 15. 91
38 \VEI SVPKGT 23 1. 3000 14.77
39 M3 Q PRFC 40 1. 3000 14.77
40 LVSSPSVCE 232 1. 2800 14.55
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41 |LRLRKAARR 410 1. 2000 13. 64
42 IMELLLI NHP 1103 1. 1000 112.50
43 [YFSGNTVQ 204 1. 0800 12. 27
44 [FLRLRKAAR 1409 1. 0000 11. 36
45 |LRKAARRHR 412 1. 0000 111.36
46 \VHLGVPTVE 1662 1. 0000 111. 36
47 |LEPVGACRQ 53 0. 9000 10. 23
48 VEGQRKPLA 66 0. 9000 10. 23
49 \VSYADLESA 1383 0. 9000 10. 23
50 \VWLPLNSAGS 777 0. 9000 10. 23
51 |LNSAGSTVH 1780 0. 8800 110. 00
52 ILMG Q PRF 39 0. 8000 9.09
53 | VGERLATV 473 0. 8000 9. 09
54 \VHI AELPAA 540 0. 8000 9. 09
55 || AGDPFI DM 1176 0. 7800 8. 86
56 VGG EPADF 570 0. 7000 7.95
57 |LRRLAGDDP 258 0. 6000 6.82
58 \VTVSTSRGS 1753 0. 6000 6. 82
59 |LESAPWVLL 388 0. 5800 6. 59
60 | VATDDMVR 79 0. 4800 5.45
61 || Q PRFCDH 42 0. 3800 4.32
62 [FSGNTVQ C 205 0. 3000 3.41
63 LVGFEPEDE 396 0. 3000 3.41
64 |LQAGQSDHR 1643 0. 3000 3.41
65 [VMELLLI NH 1102 0. 2600 2.95
66 \WRTQLTSE 85 0. 2000 2. 27
67 LI NHPLDCP 1107 0. 2000 2. 27
68 | MBNGRTDSR 1130 0. 2000 2. 27
69 IMERGALQQ 1184 0. 2000 2. 27
70 VINCDKGRWA 272 0. 2000 2.27
71 VAAQGLAAA 316 0. 2000 2. 27
72 |VSSPSVCEH 233 0. 1800 2.05
73 VI RAAELMG 33 0. 1000 1.14
74 ILGTNDI DFR 1352 0. 1000 1.14
75 \WLLVGFEP 393 0. 1000 1. 14
76 \VPGGLSAAA 481 0. 1000 1. 14
77 ILRVTI GSI V
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ALLELE:
DRB1_0307

Threshold for 3 %w th score:

2.08

Hi ghest Score achi evabl e by any

pepti de:

8.

8
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 LTI DGVEI S 18 5. 9000 67.05
2 LLI NHPLDC 1106 3. 9000 144.32
3 || YADEPFES 1195 3. 4000 38. 64
4 | RVGQPEW 8 3. 2000 36. 36
5 ILRHSTVTER 599 3. 2000 36. 36
6 \WRLSPDTA 734 3.0000 34. 09
7 || RAAEL MG 134 2. 9000 132. 95
8 LLVGG EPA 568 2. 9000 132. 95
9 IMLLDEGRLQ 712 2. 9000 132.95
10 'VWWLPLNSA 775 2. 9000 132.95
11 LI RDGGDPK 1294 2. 8000 31. 82
12 IMWRTQLTS 84 2. 7000 130. 68
13 I | VGERLAT 472 2. 6000 29. 55
14 I GSI VKI GA 795 2. 5800 29. 32
15 \VRTQLTSEI 86 2. 5000 28. 41
16 \VTI GSI VKI 793 2. 4800 28.18
117 LVl RAAELM 132 2. 4000 27. 27
18 |LRGSTLQAG 638 2.3000 26.14
119 | LTGARMLL 706 2.3000 26.14
20 [VHRQLRVTI 787 2. 2800 25. 91
21 |LVGGRVTVE 331 2. 2000 25. 00
22 |LLPGGRPLA 520 2. 1000 23. 86
23 VLVGGRVTW 1330 2. 0800 23. 64
24 \WSLELRHS 594 2. 0000 22.73
25 \VFPVAPTTQ 611 2. 0000 22.73
26 |LSPDTAAEI 737 2. 0000 22.73
27 | VFLRLRKA 407 1. 9000 21.59
28 | VARAQVCAA 531 1. 9000 21. 59
29 |MWTLTI DGV 15 1. 8000 20. 45
130 | LAGDDPEVN 261 1. 8000 120. 45
31 I NI SAQVLL 1150 1. 7800 20. 23
32 |FWSLELRH 593 1. 6800 19. 09
33 VQ CPVGAL 210 1. 6000 18.18
34 |VFLRLRKAA 408 1. 5000 17. 05
35 \VLLDRERCI 1156 1. 4000 15. 91
36 LGVPTVEAA 664 1. 4000 15. 91
37 \VRLSPDTAA 735 1. 4000 15. 91
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38 \VEI SVPKGT 23 1. 3000 14.77
39 M3 Q PRFC 40 1. 3000 14.77
40 LVSSPSVCE 232 1. 2800 14. 55
41 |LRLRKAARR 410 1. 2000 13. 64
42 IMELLLI NHP 1103 1. 1000 112.50
43 [YFSGNTVQ 204 1. 0800 112. 27
44 |FLRLRKAAR 1409 1. 0000 111. 36
45 |LRKAARRHR 412 1. 0000 11. 36
46 \VHLGVPTVE 1662 1. 0000 111.36
47 |LEPVGACRQ 53 0. 9000 10. 23
48 VEGQRKPLA 66 0. 9000 10. 23
49 |VSYADLESA 383 0. 9000 10. 23
50 \WLPLNSAGS 777 0. 9000 10. 23
51 ILNSAGSTVH 1780 0. 8800 10. 00
52 LM3 Q PRF 39 0. 8000 9. 09
53 || VGERLATV 473 0. 8000 9.09
54 \VHI AELPAA 540 0. 8000 9.09
55 || AGDPFI DM 1176 0. 7800 '8. 86
56 VGG EPADF 570 0. 7000 7.95
57 |LRRLAGDDP 258 0. 6000 6. 82
58 \VTVSTSRGS 753 0. 6000 6.82
59 |LESAPWLL 388 0. 5800 6.59
60 | VATDDMWR 79 0. 4800 5. 45
61 || Q PRFCDH 42 0. 3800 4.32
62 [FSGNTVQ C 205 0. 3000 3.41
63 |LVGFEPEDE 396 0. 3000 3.41
64 LQAGQSDHR 643 0. 3000 3.41
65 [VMELLLI NH 1102 0. 2600 2.95
66 \WRTQLTSE 85 0. 2000 2. 27
67 LI NHPLDCP 1107 0. 2000 2. 27
68 MSNGRTDSR 1130 0. 2000 2. 27
69 [MQERGALQQ 184 0. 2000 2. 27
70 VINCDKGRWA 272 0. 2000 2.27
71 VAAQGLAAA 316 0. 2000 2.27
72 \VSSPSVCEH 233 0. 1800 2.05
73 VI RAAELMG 33 0. 1000 1. 14
74 [LGTNDI DFR 1352 0. 1000 1.14
75 \WLLVGFEP 393 0. 1000 1.14
76 \VPGGLSAAA 481 0. 1000 1. 14
77 ILRVTI GSI V
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ALLELE:

DRB1_0308

Threshold for 3 %with score:

2.08

H ghest Score achi evabl e by any
pepti de:

8.

8
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‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 LTI DGVEI S 18 /5. 9000 67. 05
2 LLI NHPLDC 1106 3. 9000 44. 32
3 || YADEPFES 1195 3. 4000 38. 64
4 || RVGQPEMWY 8 3. 2000 36. 36
5 ILRHSTVTER 599 3. 2000 36. 36
6 \WRLSPDTA 734 3. 0000 34. 09
7 || RAAELMG 134 2. 9000 132.95
8 LLVGG EPA 568 2. 9000 132. 95
9 IMLLDEGRLQ 712 2. 9000 132. 95
110 [VWWLPLNSA 775 2. 9000 32. 95
11 LI RDGGDPK 294 2.8000 31. 82
12 IMWVRTQLTS 84 2. 7000 130. 68
13 I | VGERLAT 472 2. 6000 29. 55
14 |1 GSI VKI GA 795 2. 5800 29. 32
15 \VRTQLTSEI 86 2. 5000 28. 41
16 \VTI GSI WKI 793 2. 4800 28.18
117 LVl RAAELM 132 2. 4000 27. 27
18 |LRGSTLQAG 638 2.3000 26.14
19 | LTGARMLL 706 2.3000 26. 14
20 'VHRQLRVT] 787 2. 2800 25.91
21 |LVGGRVTVE 331 2. 2000 25. 00
22 LLPGGRPLA 520 2.1000 23. 86
23 [VLVGGRVTW 1330 2. 0800 23. 64
24 \WSLELRHS 594 2.0000 22.73
25 \VFPVAPTTQ 611 2.0000 22.73
26 |LSPDTAAEI 737 2. 0000 22.73
27 | VFLRLRKA 407 1. 9000 21.59
28 VARAQVCAA 531 1. 9000 21.59
29 MW/TLTI DGV 15 1. 8000 20. 45
130 | LAGDDPEWN 261 1. 8000 20. 45
31 I NI SAQULL 1150 1. 7800 20. 23
32 |FWSLELRH 593 1. 6800 19. 09
33 VQ CPVGAL 210 1. 6000 18.18
34 \VFLRLRKAA 408 1. 5000 117.05
35 \VLLDRERCI 1156 1. 4000 15. 91
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36 LGVPTVEAA 664 1. 4000 15. 91
37 \VRLSPDTAA 735 1. 4000 15. 91
38 VEI SVPKGT 23 1. 3000 14. 77
39 M3 Q PRFC 40 1. 3000 14. 77
40 LVSSPSVCE 232 1. 2800 14.55
41 |LRLRKAARR 410 1. 2000 13. 64
42 IMELLLI NHP 1103 1. 1000 112.50
43 [YFSGNTVQ 204 1. 0800 112. 27
44 [FLRLRKAAR 1409 1. 0000 111.36
45 |LRKAARRHR 412 1. 0000 11. 36
46 \VHLGVPTVE 1662 1. 0000 111. 36
47 |LEPVGACRQ 53 0. 9000 10. 23
48 VEGQRKPLA 66 0. 9000 10. 23
49 \VSYADLESA 1383 0. 9000 10. 23
50 \VWLPLNSAGS 777 0. 9000 10. 23
51 |LNSAGSTVH 1780 0. 8800 10. 00
52 LM3 Q PRF 39 0. 8000 9.09
53 | VGERLATV 473 0. 8000 9. 09
54 \VHI AELPAA 540 0. 8000 9. 09
55 || AGDPFI DM 1176 0. 7800 '8.86
56 VGG EPADF 570 0. 7000 7.95
57 |LRRLAGDDP 258 0. 6000 6.82
58 \VTVSTSRGS 753 0. 6000 6. 82
59 |LESAPWLL 388 0. 5800 6. 59
60 | VATDDMVR 79 0. 4800 5.45
61 | Q PRFCDH 42 0. 3800 4.32
62 [FSGNTVQ C 205 0. 3000 3.41
63 |LVGFEPEDE 396 0. 3000 3.41
64 | LQAGQSDHR 1643 0. 3000 3.41
65 [VMELLLI NH 1102 0. 2600 2.95
66 \WRTQLTSE 85 0. 2000 2. 27
67 LI NHPLDCP 1107 0. 2000 2. 27
68 | MBNGRTDSR 1130 0. 2000 2. 27
69 |MQERGALQQ 1184 0. 2000 2. 27
70 [ WKCDKGRVA 272 0. 2000 2. 27
71 VAAQGLAAA 316 0. 2000 2. 27
72 VSSPSVCEH 233 0. 1800 2.05
73 VI RAAELMG 33 0. 1000 1.14
74 'LGTNDI DFR 1352 0. 1000 1. 14
75 \WLLVGFEP 1393 0. 1000 1. 14
76 \VPGGLSAAA 481 0. 1000 1. 14

2/1/2010 1:53 PM



Prediction Results

http://www.imtech.res.in/tmp/filel21.html

77 ILRVTI GSI V 791 0. 1000 1. 14
ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_0309 2.4 peptide: 9.5

16 of 107

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 LTI DGVEI S 18 4. 9000 51.58
2 || YADEPFES 1195 4.3000 45. 26
3 ILRHSTVTER 599 3. 7000 38. 95
4 [FLRLRKAAR 1409 3. 5000 36. 84
5 \VHI AELPAA 540 3. 2000 133. 68
6 || RAAELMG 34 3. 1000 32.63
7 LMG Q PRF 39 3.1000 32. 63
8 [YFSGNTVQ 204 3. 1000 32.63
9 | YRFRARPFD 223 3. 1000 132. 63
110 VQ CPVGAL 210 2. 9600 31. 16
11 || RVGQPEMY 8 2. 8000 29. 47
12 \VRTQLTSEI 86 2. 6700 28.11
13 |LVGGRVTVE 331 2. 6000 27.37
114 |LRGSTLQAG 638 2. 6000 27.37
15 || LTGARMLL 706 2. 5600 26. 95
116 LVI RAAELM 32 2. 5000 126. 32
117 LLPGGRPLA 520 2. 5000 26. 32
18 \VTI GSI WKI 793 2. 5000 26. 32
119 LLI NHPLDC 1106 2. 4000 25. 26
20 \VLPLNSAGS 777 2.3000 24. 21
21 'VHRQLRVT! 787 2.3000 24.21
22 [FLAARI AGR 371 2. 2000 23.16
23 'YRTFEPALR 631 2. 2000 23.16
24 \VWPRRAGER 501 2. 0000 21. 05
25 |LSPDTAAEI 737 1. 9000 20. 00
26 I GSI VKI GA 795 1. 9000 20. 00
27 I NI SAQVLL 1150 1. 8600 19.58
28 LVSSPSVCE 232 1. 8000 18. 95
29 |LRKAARRHR 412 1. 8000 18. 95
30 I 1 VGERLAT 472 1. 8000 18. 95
31 |LRLRKAARR 410 1. 7000 17. 89
32 \WSLELRHS 594 1. 7000 117. 89
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33 \WRLSPDTA 734 1. 7000 117. 89
34 MAWVRTQLTS 84 1. 6000 16. 84
35 \VLLDRERCI 156 1. 6000 16. 84
36 || AGDPFI DM 1176 1. 6000 16. 84
37 LI RDGGDPK 294 1. 6000 16. 84
38 \WLLVGFEP 393 1. 6000 16. 84
39 VGG EPADF 570 1. 6000 16. 84
40 [FWSLELRH 593 1. 6000 16. 84
41 MW/TLTI DGV 15 1. 5000 15. 79
42 ILLLI NHPLD 1105 1. 5000 15. 79
43 | WKCDKGRVA 272 1. 5000 15. 79
44 [FTYATQPDV 281 1. 5000 15.79
45 ILLVGG EPA 568 1. 5000 15. 79
46 \V\RM_LDEGR 710 1. 5000 15. 79
47 MLLDEGRLQ 712 1. 5000 15. 79
48 \VHLGVPTVE 662 1. 4000 14. 74
49 | VEGQRKPLA 66 1. 3000 13. 68
50 VWWLPLNSA 775 1. 2100 112. 74
51 [FSGNTVQ C 205 1. 2000 12. 63
52 | LAGDDPEVN 261 1. 2000 112. 63
53 [VLVGGRVTW 1330 1. 2000 12.63
54 || VFLRLRKA 407 1. 2000 12.63
55 | VATDDMWR 79 1. 1000 11.58
56 \WFPVAPTT 610 1. 1000 11. 58
57 |FATGGLHKM 429 1. 0000 10. 53
58 |FEPALRGST 634 1. 0000 10. 53
59 [FARI TLGTN 1347 0. 9000 9. 47
60 \VYTI APFAT 423 0. 9000 9. 47
61 | VARAQVCAA 531 0. 9000 9. 47
62 LAALLVGG 565 0. 9000 9. 47
63 | FRARPHSAE 1359 0.8700 9. 16
64 || LCARCTRF 1164 0. 8000 8. 42
65 || VGERLATV 473 0. 8000 8. 42
66 |LATGAVGDL 1456 0. 7600 8.00
67 |LESAPWVLL 388 0. 6600 6. 95
68 M3 Q PRFC 40 0. 6000 6. 32
69 \WRTQLTSE 85 0. 6000 6.32
70 |FDLVSSPSV 230 0. 6000 6. 32
71 \YTI APFATG 424 0. 5000 5. 26
72 \LVGG EPAD 569 0. 5000 5. 26
73 [FPVAPTTQK 612 0. 5000 5. 26
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74 |FVAVEEGRYR 624 0. 5000 5. 26
75 |LQAGQSDHR 1643 0. 5000 5. 26
76 |LEAGALPTL 512 0. 4600 4. 84
77 INELLLI NHP 1103 0. 4100 4. 32
78 \VEI SVPKGT 23 0. 4000 4. 21
79 MBNGRTDSR 1130 0. 4000 4. 21
80 \VRLSPDTAA

ALLELE:
DRB1_0311

Threshold for 3 %w th score:

2.08

H ghest Score achi evabl e by any
pepti de:

8

.8
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 LTI DGVE! S 18 /5. 9000 67. 05
2 |LLI NHPLDC 1106 3. 9000 44. 32
3 || YADEPFES 1195 3. 4000 38. 64
4 || RVGQPEMWY 8 3. 2000 36. 36
5 ILRHSTVTER 599 3. 2000 36. 36
6 \VWRLSPDTA 734 3. 0000 34. 09
7 || RAAELMG 34 2. 9000 132.95
8 ILLVGG EPA 568 2. 9000 132. 95
9 IMLLDEGRLQ 712 2. 9000 32. 95
110 [VWWLPLNSA 775 2. 9000 32. 95
11 LI RDGGDPK 294 2..8000 31. 82
12 MVRTQLTS 84 2. 7000 30. 68
13 I | VGERLAT 472 2. 6000 29. 55
14 |1 GSI VKI GA 795 2. 5800 29.32
15 \VRTQLTSEI 86 2. 5000 28. 41
16 \VTI GSI WKI 793 2. 4800 28.18
117 ILVI RAAELM 32 2. 4000 27.27
18 |LRGSTLQAG 638 2.3000 26.14
19 | LTGARMLL 706 2.3000 26. 14
20 'VHRQLRVT] 787 2. 2800 25.91
21 |LVGGRVTVE 331 2. 2000 25. 00
22 LLPGGRPLA 520 2. 1000 23.86
23 [VLVGGRVTW 1330 2. 0800 23. 64
24 \WSLELRHS 594 2.0000 22.73
25 \VFPVAPTTQ 611 2.0000 22.73
26 LSPDTAAEI 737 2.0000 22.73
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27 | VFLRLRKA 1407 1. 9000 21.59
28 | VARAQVCAA 531 1. 9000 21.59
29 [M/TLTI DGV 15 1. 8000 120. 45
130 |LAGDDPEWN 261 1. 8000 20. 45
31 I NI SAQVLL 1150 1. 7800 20. 23
32 [FWSLELRH 593 1. 6800 19. 09
33 'VQ CPVGAL 210 1. 6000 18.18
34 \VFLRLRKAA 408 1. 5000 117.05
35 \VLLDRERCI 1156 1. 4000 15. 91
36 ILGVPTVEAA 664 1. 4000 15. 91
37 \VRLSPDTAA 735 1. 4000 115. 91
38 \VEI SVPKGT 23 1. 3000 14. 77
39 MG Q PRFC 40 1. 3000 14.77
40 |LVSSPSVCE 232 1. 2800 14.55
41 |LRLRKAARR 410 1. 2000 13. 64
42 IMELLLI NHP 1103 1. 1000 12. 50
43 [YFSGNTVQ 204 1. 0800 12. 27
44 [FLRLRKAAR 1409 1. 0000 11. 36
45 |LRKAARRHR 412 1. 0000 11. 36
46 VHLGVPTVE 662 1. 0000 11. 36
47 |LEPVGACRQ 53 0. 9000 10. 23
48 | VEGQRKPLA 66 0. 9000 10. 23
49 \VSYADLESA 1383 0. 9000 10. 23
50 \VWLPLNSAGS 777 0. 9000 10. 23
51 |LNSAGSTVH 1780 0. 8800 10. 00
52 ILMG QI PRF 39 0. 8000 9.09
53 | VGERLATV 473 0. 8000 9. 09
54 \VHI AELPAA 540 0. 8000 9.09
55 || AGDPFI DM 1176 0. 7800 8. 86
56 VGG EPADF 570 0. 7000 7.95
57 |LRRLAGDDP 258 0. 6000 6. 82
58 IVTVSTSRGS 1753 0. 6000 6. 82
59 |LESAPWLL 388 0. 5800 6.59
60 | VATDDMVR 79 0. 4800 5.45
61 | Q PRFCDH 42 0. 3800 4. 32
62 [FSGNTVQ C 205 0. 3000 3. 41
63 | LVGFEPEDE 396 0. 3000 3.41
64 |LQAGQSDHR 1643 0. 3000 3.41
65 IVMELLLI NH 1102 0. 2600 2.95
66 \WRTQLTSE 85 0. 2000 2. 27
67 LI NHPLDCP 1107 0. 2000 2. 27
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68 MSNGRTDSR 1130 0. 2000 2. 27
69 | MOERGALQQ 1184 0. 2000 2. 27
70 VNCDKGRWA 272 0. 2000 2. 27
71 \VAAQGLAAA 316 0. 2000 2. 27
72 \VSSPSVCEH 233 0. 1800 2.05
73 VI RAAELMG 33 0. 1000 1. 14
74 ILGTNDI DFR 1352 0. 1000 1. 14
75 \WLLVGFEP 393 0. 1000 1. 14
76 \VPGGLSAAA 481 0. 1000 1. 14
77 ILRVTI GSI V

ALLELE
DRB1_0401

Threshold for 3 %w th score:

1.48

H ghest Score achi evabl e by any
8.6

pepti de:

20 of 107

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \VWLPLNSAGS 777 3. 8000 44,19
2 LTI DGVEI S 18 3. 7000 43. 02
3 \VRTQLTSEI 86 3. 4000 39. 53
4 LLI NHPLDC 1106 3. 1000 36. 05
5 \V\RVLLDEGR 710 2. 5000 29. 07
6 \WRLSPDTA 734 2.3000 26. 74
7 [LRHSTVTER 599 2. 0000 23. 26
8 \VRLSPDTAA 735 1. 8000 20. 93
9 |FWSLELRH 593 1. 7800 120. 70
110 [FSGNTVQ C 205 1. 7000 19. 77
11 [FPVAPTTQXK 612 1. 5000 17. 44
12 |LVSSPSVCE 232 1. 4800 117.21
13 VWWLPLNSA 775 1. 4000 16. 28
14 | VNEEWKICDK 268 1. 1000 112. 79
15 [YFSGNTVQ 204 1. 0800 12. 56
16 || YADEPFES 1195 1. 0000 11. 63
117 | VGERLATV 1473 1. 0000 11. 63
18 ILNSAGSTVH 780 0. 9800 11. 40
119 LVPTSWSHA 1305 0. 9000 10. 47
20 MW/TLTI DGV 15 0. 8000 9. 30
21 \VTVSTSRGS 753 0. 8000 9. 30
22 | RAAELMG 34 0. 6000 6. 98
23 MG Q PRFC 40 0. 6000 6. 98
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24 VARAQVCAA 531 0. 6000 6. 98
25 ILVI RAAELM 32 0. 5000 5. 81
26 \VHI AELPAA 540 0. 5000 5.81
27 \WSLELRHS 594 0. 5000 5. 81
28 LTSEI ADKA 190 0. 4000 4. 65
29 | VFLRLRKA 1407 0. 4000 4. 65
30 'VQ CPVGAL 210 0. 3000 3. 49
31 'YRTFEPALR 631 0. 3000 3. 49
32 MLLDEGRLQ 712 0. 2000 2.33
33 IMELLLI NHP 1103 0. 1000 1. 16
34 \WAFTYATQP 1279 0. 1000 1. 16
35 LI RDGGDPK 294 0. 1000 11.16
36 ILRGSTLQAG 638 0. 1000 1. 16
37 |LSPDTAAEI 737 0. 1000 1. 16
38 |LASCTTVAT 73 - 0. 0200 0
39 ILDRERCI LC 158 - 0. 0200 [s
40 \BHAMAVAA 310 - 0. 0200 0
41 \VEI SVPKGT 23 -0. 1000 0
42 [VPTSWBHAM 1306 -0.1000 0
43 [FLAARI AGR 371 -0. 1000 0
44 | YADLESAPV 385 - 0. 2000 0
145 \VGFEPEDES 397 - 0. 2000 0
46 [FAKPI NI SA 146 - 0. 2200 0
47 I NI SAQULL 150 - 0. 3200 [s
48 || RVGQPEMWY 8 - 0. 4000 [s
49 IMVRTQLTS 84 - 0. 4000 0
50 \WRTQLTSE 85 - 0. 4000 [s
51 | LRRLAGDDP 258 - 0. 4000 [s
52 VFPVAPTTQ 611 - 0. 4000 [s
53 |LPCSVTDMP 764 - 0. 4000 [s
54 | WKCDKGRVA 272 -0. 5000 0
55 VGG EPADF 570 - 0. 5000 [s
56 [LGVPTVEAA 664 - 0. 5000 [s
57 | LAGDDPEVN 261 - 0. 6000 [s
58 | YAYAKFARI 342 - 0. 6000 [s
59 \YTI APFATG 424 - 0. 6000 [s
60 ILMG Q PRF 39 - 0. 7000 [s
61 |LRLRKAARR 1410 -0. 7000 [s
62 |LESAPWVLL 1388 -0.7200 [s
63 |LONQAMVBNG 1125 - 0. 8000 [s
64 || AGDPFI DM 1176 - 0. 8200 0
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65 \WLLVGFEP 1393 -0. 9000 0
66 [FLRLRKAAR 1409 - 0. 9000 [s
67 LAALLVGG 565 - 0. 9000 0
68 | Q PRFCDH 42 - 0. 9200 [s
69 |LEPVGACRQ 53 -1.0000 0
70 LI NHPLDCP 1107 -1. 0000 [s
71 ILGTNDI DFR 352 - 1. 0000 0
72 | FEPEDESPI 1399 -1. 0000 [s
73 LLVGG EPA 568 -1.0000 0
74 || LCARCTRF 164 -1.1000 [s
75 LVGFEPEDE 1396 -1.1000 0
76 LLATPGAVI 464 -1.1000 [s
77 |LVGGRVTVE 1331 -1.2000 0
78 IVMELLLI NH 102 -1. 2400 0

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_ 0402 1.8 peptide: 9.6

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 |LCARCTRFS 165 5. 3000 55. 21
2 IMWRTQLTS 84 3. 8000 39. 58
3 M3 Q PRFC 40 3.3000 34. 38
4 \VGGRVTVED 332 3.3000 34. 38
5 |LRLRKAARR 1410 3. 2000 133.33
6 LLI NHPLDC 106 3. 1000 32. 29
7 ILVI RAAELM 32 3. 0000 31. 25
E \VRTQLTSEI 86 3.0000 31. 25
9 \WSLELRHS 594 3.0000 131.25
10 | VFLRLRKA 1407 2.9000 130. 21
11 VTVSTSRGS 753 2. 9000 130. 21
12 | MOERGALQQ 184 2. 5000 26. 04
13 |FVAVEEGRYR 624 2. 4000 25. 00
114 ILNSAGSTVH 780 2. 1800 22. 71
15 LG WDGKHA 679 2.1000 21.88
16 |LELRHSTVT 597 2.0000 20. 83
117 | RAAELMG 34 1. 6000 16. 67
18 | VARAQVCAA 531 1. 6000 16. 67
119 LRHSTVTER 599 1. 4000 14.58
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20 \WLPLNSAGS 777 1. 4000 14.58
21 | LHKVBGRLI 1434 1. 3000 13. 54
22 VI | VGERLA 471 1. 2000 12. 50
23 \VRLSPDTAA 735 1. 2000 112. 50
24 |LASCTTVAT 73 1. 1000 111. 46
25 [YFSGNTVQ 204 1. 1000 11. 46
26 \VFPVAPTTQ 611 1. 0000 10. 42
27 VWWLPLNSA 775 1. 0000 110. 42
28 |LVGGRVTVE 1331 0. 9000 9. 38

29 LVSSPSVCE 232 0. 8000 8. 33

30 || AGRHVAVS 1376 0. 8000 8. 33

31 [FPVAPTTQK 612 0. 7000 7. 29

32 \VTI GSI WKI 793 0. 6000 6. 25

33 [FSGNTVQ C 205 0. 5000 5. 21

34 'VQ CPVGAL 210 0. 5000 5. 21

135 ILVPTSWSHA 305 0. 5000 5.21

36 | LRKAARRHR 412 0. 5000 5.21

37 'YRTFEPALR 631 0. 5000 5. 21

38 |LESAPWVLL 1388 0. 4000 4. 17

39 |VFLRLRKAA 1408 0. 4000 4. 17

40 |LRGSTLQAG 638 0. 4000 4. 17

41 IMLLDEGRLQ 712 0. 4000 4. 17

42 || Q PRFCDH 42 0. 3800 3.96

43 \VYTI APFAT 423 0. 2800 2.92

44 |LEPVGACRQ 53 0. 2000 2.08

45 \WLLVGFEP 1393 0. 2000 2.08

46 | MPDRVWW.P 771 0. 2000 2. 08

47 || RVGQPEMY '8 0. 1000 1. 04

48 || LCARCTRF 164 0. 1000 1. 04

49 IMBGRLI KTV 437 0. 1000 1. 04

50 LQDGEPYLA 719 0. 1000 1. 04

51 \WRLSPDTA 734 0. 1000 1. 04

52 || YADEPFES 195 - 0. 2000 [s

53 VGG EPADF 570 - 0. 2200 [s

54 IMELLLI NHP 103 -0. 3000 [s

55 |LVGFEPEDE 1396 - 0. 3000 [s

56 | LPAAAGRDA 545 - 0. 3000 [s

57 |MGVHLGVPT 660 - 0. 3000 [s

58 LAALG VDG 676 -0. 3000 [s

59 'YLAGTARTP 725 - 0. 3000 [s

60 LTI DGVEI S 18 - 0. 4000 0
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61 \WRTQLTSE 85 - 0. 4000 0
62 'LQQVG YAD 1190 - 0. 4000 [s
63 || CPVGALTG 212 - 0. 4000 0
64 |VCEHCASGC 238 - 0. 4000 [s
65 'VPTSWSHAM 1306 - 0. 4000 0
66 ILRVTI GSI V 791 - 0. 4000 [s
67 \VSSPSVCEH 233 - 0. 4200 0
68 |LVEVEGQRK 63 - 0. 5000 [s
69 [FAKPI NI SA 146 - 0. 5000 0
70 ILLVGG EPA 568 - 0. 5000 [s
71 \VHLGVPTVE 662 - 0. 5000 0
72 \VWLPLNSAG 776 - 0. 5000 [s
73 \VEI SVPKGT 23 - 0. 6000 0
74 VI RAAELMG 33 - 0. 6000 0
75 || APFATGGL 1426 - 0. 6000 0
76 \WFPVAPTT 610 - 0. 6000 [s
77 [LGVPTVEAA 664 - 0. 6000 0

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_0404 1.8 peptide: 8.8

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 \VRTQLTSEI 86 4.3000 48. 86
2 \WLPLNSAGS 777 3.0000 134. 09
3 VWL PLNSA 775 2. 7000 30. 68
4 \WRLSPDTA 734 2. 6000 29. 55
5 \VFPVAPTTQ 611 2. 5000 28. 41
6 |LNSAGSTVH 780 2. 4800 28.18
7 LLI NHPLDC 106 2.1000 23. 86
8 \WSLELRHS 594 2. 0000 22.73
9 ILRHSTVTER 599 2.0000 22.73
10 | VFLRLRKA 1407 1. 9000 21.59
11 \VRLSPDTAA 735 1. 8000 20. 45
12 | VARAQVCAA 531 1. 6000 18.18
13 | RAAELMG 34 1. 5000 117. 05
114 |LEPVGACRQ 53 1. 4000 15. 91
15 IMELLLI NHP 1103 1. 4000 15. 91
16 'VQ CPVGAL 210 1. 4000 15. 91
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117 LTI DGVEI S 18 1. 3000 114. 77
18 \WLLVGFEP 1393 1. 2500 14. 20
119 |YRTFEPALR 631 1. 2000 13. 64
20 MW/TLTI DGV 15 1. 1000 112. 50
21 MG Q PRFC 40 1. 1000 112. 50
22 ILVPTSWSHA 1305 1. 0000 11. 36
23 || APFATGGL 1426 1. 0000 111. 36
24 [FPVAPTTQK 612 1. 0000 11. 36
25 | LVGFEPEDE 1396 0. 9000 10. 23
26 |LASCTTVAT 73 0. 8000 9. 09

27 LVSSPSVCE 232 0. 8000 9.09

28 VGG EPADF 570 0. 8000 9.09

29 \WRM_LDEGR 710 0. 8000 9. 09

130 \VYTI APFAT 1423 0. 7500 8. 52

31 \VTVSTSRGS 753 0. 6000 6. 82

32 || YADEPFES 1195 0. 4500 5.11

33 || LCARCTRF 164 0. 4000 4.55

34 ILAALLVGG 565 0. 4000 4. 55

35 |LAALDATGF 585 0. 4000 4. 55

36 \VWLPLNSAG 776 0. 4000 4.55

37 || Q PRFCDH 42 0. 3800 4.32

38 LMG QI PRF 39 0. 3000 3.41

39 LVI RAAELM 32 0. 1000 1. 14

40 | LONQAVBNG 1125 0. 1000 1. 14

41 || CPVGALTG 212 0. 1000 11.14

42 |LESAPWLL 388 0. 1000 11.14

43 ILRVTI GSI V 791 0. 1000 1. 14

44 [VMELLLI NH 102 - 0. 0400 [s

45 | LRRLAGDDP 258 -0.1000 [s

46 |LHKVBGRLI 434 -0. 1000 [s

47 LGVPTVEAA 664 -0.1000 0

48 |LRLRKAARR 410 -0. 2000 [s

49 VI | VGERLA 471 - 0. 2000 [s

50 IMAVRTQLTS 84 - 0. 3000 [s

51 'LQQVG YAD 1190 -0. 3000 [s

52 \VGDLLATPG 1461 - 0. 4000 [s

53 |VSSPSVCEH 233 - 0. 4200 [s

54 \WRTQLTSE 85 - 0. 5000 [s

55 | VNEEWKCDK 268 - 0. 5000 [s

56 |LVGGRVTVE 1331 - 0. 5000 [s

57 I GSI VKI GA 795 - 0. 5200 0
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58 | LVEVEGQRK 63 - 0. 6000 0
59 VGALTGTAY 215 - 0. 6000 [s
60 || VGERLATV 473 - 0. 6000 0
61 \WFPVAPTT 610 - 0. 6000 [s
62 ILRGSTLQAG 638 - 0. 6000 0
63 |LCARCTRFS 165 -0. 7000 [s
64 \VHI AELPAA 540 - 0. 8000 0
65 ILAALG WDG 676 - 0. 8000 [s
66 LG VDGKHA 679 - 0.8500 0
67 [YFSGNTVQ 204 - 0. 9000 [s
68 [FAKPI NI SA 146 - 0. 9200 0
69 \VTQAADTDI 0 - 1. 0000 [s
70 ILLLI NHPLD 105 -1.0000 0
71 I NI SAQVLL 1150 -1. 0000 0
72 \VPTSWBHAM 1306 -1.0000 0
73 | YADLESAPV 385 - 1. 0000 0
74 \VLLVGFEPE 1394 - 1. 0000 0
75 MLLDEGRLQ 712 -1. 0000 0
76 || RVGQPEMW 8 -1.1000 0
77 [FSGNTVQ C 205 -1.1000 0
78 |VAAQGLAAA 316 -1.1000 [s
79 [FLAARI AGR - 1.

ALLELE:
DRB1_0405

Threshold for 3 %w th score:

2.0

Hi ghest Score achi evabl e by any

pepti de:

9.4
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‘Rank ‘Sequence ‘At Position ‘Scor e ‘% of Hi ghest Score
1 \WLPLNSAGS 777 14,0000 142.55
2 \VRTQLTSEI 86 3. 5000 137.23
3 |LVGFEPEDE 1396 2. 9000 30. 85
4 LVSSPSVCE 232 2.8000 29. 79
5 |LNSAGSTVH 780 2.7000 28. 72
6 \VFPVAPTTQ 611 2.3000 24. 47
7 |YRTFEPALR 631 2. 2000 23. 40
E \V\RM_LDEGR 710 1. 8000 119.15
9 'VWWLPLNSA 775 1. 7000 18. 09
10 \WRLSPDTA 734 1. 6000 117. 02
11 \WRTQLTSE 85 1. 5000 15. 96
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12 |LVGGRVTVE 1331 1. 5000 15. 96
13 'LQQVG YAD 1190 1. 4000 14. 89
14 VQ CPVGAL 210 1. 4000 14. 89
15 [FPVAPTTQK 612 1. 3000 13. 83
16 |LEPVGACRQ 53 1. 2000 112. 77
117 LLI NHPLDC 1106 1. 1000 111. 70
18 |FWSLELRH 593 1. 1000 111. 70
19 \VLLVGFEPE 1394 1. 0000 110. 64
20 || APFATGGL 1426 1. 0000 110. 64
21 \WSLELRHS 594 1. 0000 110. 64
22 |LRHSTVTER 599 1. 0000 10. 64
23 || VFLRLRKA 407 0. 9000 9.57
24 IMELLLI NHP 103 0. 8000 8. 51
25 \VRLSPDTAA 735 0. 8000 8. 51
26 || RAAELMG 34 0. 7000 7. 45
27 [LASCTTVAT 73 0. 7000 7. 45
28 LLLI NHPLD 105 0. 7000 7. 45
29 \YTI APFATG 424 0. 7000 7. 45
30 VGG EPADF 570 0. 7000 7. 45
31 \VWLPLNSAG 776 0. 7000 7. 45
32 \WLLVGFEP 1393 0. 6500 6.91
33 \VYTI APFAT 423 0. 6500 6.91
34 | Q PRFCDH 42 0. 6000 6. 38
35 | VARAQVCAA 531 0. 6000 6. 38
36 || TLPCSVTD 762 0. 6000 6.38
37 IMWTLTI DGV 15 0. 4000 4. 26
38 |LONQAVBNG 1125 0. 4000 4. 26
39 || CPVGALTG 212 0. 4000 4. 26
40 LTI DGVEI S 18 0. 3000 3.19
41 || LCARCTRF 164 0. 3000 3.19
42 [YFSGNTVQ 204 0.3000 3. 19
43 |YADLESAPV 385 0. 3000 3.19
44 |LAALDATGF 585 0. 3000 3.19
45 \VPTVEAARE 666 0. 3000 3.19
46 LVI RAAELM 32 0. 2000 2.13
47 ILM3 Q PRF 39 0. 2000 2.13
48 | FRARPHSAE 359 0. 2000 2.13
49 \VHI AELPAA 540 0. 2000 2.13
50 IVMELLLI NH 102 0. 1800 1. 91
51 M3 Q PRFC 40 0. 1000 1. 06
52 [FARI TLGTN 347 0. 1000 1. 06
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53 |LESAPWVLL 1388 0. 1000 1. 06
54 \VHLGVPTVE 662 0. 1000 1. 06
55 [FAKPI NI SA 146 0. 0800 0.85
56 [FSGNTVQ C 205 -0. 1000 [s
57 [FLAARI AGR 1371 -0.1000 0
58 \VGDLLATPG 1461 -0. 1000 [s
59 |FDLVSSPSV 230 - 0. 2000 0
60 \VSSPSVCEH 233 - 0. 2000 [s
61 (\BHANAVAA 1310 - 0. 2000 0
62 ILRGSTLQAG 638 - 0. 3000 [s
63 | YAYAKFARI 342 - 0. 4000 0
64 ILAALLVGG 565 - 0. 4000 [s
65 \VTVSTSRGS 753 - 0. 4000 0
66 VGALTGTAY 215 - 0. 5000 0
67 \VGGRVTVED 1332 - 0. 5000 0
68 ILAALG VDG 676 - 0. 5000 [s
69 || YADEPFES 195 - 0. 5500 0
70 |FESYFSGNT 201 - 0. 6000 0
71 \WAFTYATQP 1279 - 0. 6000 0
72 ILRVTI GSI V 791 - 0. 6000 0
73 LTGARMLLD 707 - 0. 6500 0
74 |LRRLAGDDP 258 - 0. 7000 0
75 [FLRLRKAAR 1409 -0. 7000 0
76 LI KTVPGGE 441 -0. 7000 [s
77 \WFPVAPTT 610 -0.7000 [s
78 |VLAALDATG 584 - 0.8000 [

ALLELE:
DRB1_0408

Threshold for 3 % with score:

1.2

H ghest Score achi evabl e by any

pepti de:

8.8
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‘Rank ‘Sequence ‘At Posi tion ‘Scor e ‘% of Hi ghest Score
1 \WLPLNSAGS 777 14,0000 45. 45
2 \VRTQLTSEI 86 3.3000 137.50
3 |YRTFEPALR 631 2. 2000 25. 00
4 [FPVAPTTQK 612 2.0000 22.73
5 \WRM_LDEGR 710 1. 8000 120. 45
6 VWWLPLNSA 775 1. 7000 119. 32
7 \WRLSPDTA 734 1. 6000 18.18
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8 \VFPVAPTTQ 611 1. 5000 117. 05
9 ILNSAGSTVH 780 1. 4800 16. 82
110 LLI NHPLDC 106 1. 1000 12. 50
11 \WSLELRHS 594 1. 0000 11. 36
12 LRHSTVTER 599 1. 0000 111. 36
13 | VFLRLRKA 1407 0. 9000 10. 23
14 |VRLSPDTAA 735 0. 8000 9.09

15 | VARAQVCAA 531 0. 6000 6. 82

16 | RAAELMG 34 0. 5000 5. 68

117 |LEPVGACRQ 53 0. 4000 4. 55

18 IMELLLI NHP 103 0. 4000 4.55

119 VQ CPVGAL 210 0. 4000 4.55

20 LTI DGVEI S 18 0. 3000 3. 41

21 \WLLVGFEP 1393 0. 2500 2. 84

22 \WHI AELPAA 540 0. 2000 2. 27

23 [MWTLTI DGV 15 0. 1000 11.14

24 M3 Q PRFC 40 0. 1000 1. 14

25 [YFSGNTVQ 204 0. 1000 1. 14

26 [FAKPI NI SA 146 0. 0800 0.91

27 [FSGNTVQ C 205 -0. 1000 0

28 [FLAARI AGR 371 -0.1000 [s

29 |LVGFEPEDE 1396 - 0. 1000 0

30 |FWSLELRH 593 -0.1200 0

31 ILASCTTVAT 73 - 0. 2000 [s

32 LVSSPSVCE 232 - 0. 2000 [s

33 [WSHAMAVAA 310 - 0. 2000 0

34 VGG EPADF 570 -0. 2000 [s

35 \VYTI APFAT 423 - 0. 2500 [s

36 IVTVSTSRGS 753 - 0. 4000 [s

37 |FDLVSSPSV 230 - 0. 5000 [s

38 || YADEPFES 1195 -0.5500 0

39 || LCARCTRF 164 -0. 6000 [s

40 | YAYAKFAR 342 - 0. 6000 [s

41 \YTI APFATG 424 - 0. 6000 [s

42 LAALLVGG 565 - 0. 6000 [s

43 |LAALDATGF 585 - 0. 6000 [s

44 VWWLPLNSAG 776 - 0. 6000 [s

45 || Q PRFCDH 42 - 0. 6200 [s

46 'LM3 Q PRF 39 -0. 7000 [s

47 [FLRLRKAAR 1409 -0. 7000 [s

48 |FVAVEEGRYR 624 - 0.8500 0
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49 LVI RAAELM 32 -0. 9000 0
50 |LONQAMVBNG 1125 - 0. 9000 [s
51 || CPVGALTG 212 - 0. 9000 0
52 |LESAPWLL 1388 - 0. 9000 [s
53 ILRVTI GSI V 791 - 0. 9000 0
54 \VAFTYATQP 1279 -1. 0000 [s
55 IVMELLLI NH 102 -1. 0400 0
56 |LRRLAGDDP 258 -1.1000 [s
57 | LHKVBGRLI 1434 -1.1000 0
58 ILGVPTVEAA 664 -1.1000 [s
59 |LRLRKAARR 1410 -1.2000 0
60 VI | VGERLA 471 - 1. 2000 [s
61 MAVRTQLTS 84 -1. 3000 0
62 'LQQVG YAD 1190 -1. 3000 0
63 \VGDLLATPG 1461 -1.4000 0
64 VSSPSVCEH 233 - 1. 4200 [s
65 \WRTQLTSE 85 -1. 5000 0
66 |FESYFSGNT 201 -1. 5000 0
67 | VNEEWKICDK 268 -1.5000 0
68 |LVGGRVTVE 331 -1. 5000 0
69 || GSI VKI GA 795 -1. 5200 0
70 | LVEVEGQRK 63 -1. 6000 0
71 VGALTGTAY 215 - 1. 6000 [
72 || VGERLATV 473 - 1. 6000 [s
73 \WFPVAPTT 610 - 1. 6000 [s
74 |LRGSTLQAG 638 - 1. 6000 0
75 |LCARCTRFS 165 -1.7000 [s
76 |FI DVQERGA 181 -1.7000 [s

ALLELE:

DRB1_0410

Threshold for 3 %w th score:
2.6

Hi ghest Score achi evabl e by any
pepti de:

9.4
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‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 \VRTQLTSEI 86 14,5000 147.87
2 |LVGFEPEDE 1396 3.9000 41. 49
3 LVSSPSVCE 232 3.8000 40. 43
4 ILNSAGSTVH 780 3. 7000 39. 36
5 \VFPVAPTTQ 611 3.3000 35. 11
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6 \WLPLNSAGS 777 3.0000 131. 91
7 VWWLPLNSA 775 2. 7000 28. 72
8 \WRLSPDTA 734 2. 6000 27. 66
9 \WRTQLTSE 85 2. 5000 26. 60
10 |LVGGRVTVE 1331 2. 5000 26. 60
11 'LQQVG YAD 1190 2. 4000 25.53
12 VQ CPVGAL 210 2. 4000 25. 53
13 |LEPVGACRQ 53 2.2000 23. 40
14 LLI NHPLDC 1106 2.1000 22. 34
15 \VLLVGFEPE 1394 2.0000 21. 28
16 || APFATGGL 1426 2.0000 21.28
117 \WSLELRHS 594 2. 0000 21. 28
18 LRHSTVTER 599 2.0000 21. 28
19 | VFLRLRKA 407 1. 9000 20. 21
20 IMELLLI NHP 103 1. 8000 119.15
21 |VRLSPDTAA 735 1. 8000 19. 15
22 || RAAELMG 34 1. 7000 18. 09
23 |LASCTTVAT 73 1. 7000 18. 09
24 ILLLI NHPLD 1105 1. 7000 18. 09
25 VGG EPADF 570 1. 7000 18. 09
26 [VWALPLNSAG 776 1. 7000 18. 09
27 \WLLVGFEP 1393 1. 6500 17.55
28 \VYTI APFAT 1423 1. 6500 117.55
29 || Q PRFCDH 42 1. 6000 117. 02
130 | VARAQVCAA 531 1. 6000 17. 02
31 || TLPCSVTD 762 1. 6000 17. 02
32 MWTLTI DGV 15 1. 4000 14. 89
33 | LQNQAVBNG 1125 1. 4000 14. 89
34 || CPVGALTG 212 1. 4000 14. 89
35 LTI DGVEI S 18 1. 3000 13. 83
36 || LCARCTRF 164 1. 3000 13.83
37 |LAALDATGF 585 1. 3000 13. 83
38 \VPTVEAARE 666 1. 3000 13. 83
39 LVl RAAELM 32 1. 2000 112.77
40 'LM3 Q PRF 39 1. 2000 112. 77
41 |YRTFEPALR 631 1. 2000 112. 77
42 [VMELLLI NH 102 1. 1800 12.55
43 MG Q PRFC 40 1. 1000 111. 70
44 |LESAPWVLL 1388 1. 1000 111. 70
45 \VHLGVPTVE 662 1. 1000 111. 70
46 LVPTSWSHA 1305 1. 0000 10. 64
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47 \VGDLLATPG 1461 0. 9000 9. 57
48 \VSSPSVCEH 233 0. 8000 8. 51
49 [VRMLLDEGR 710 0. 8000 8.51
50 ILRGSTLQAG 638 0. 7000 7. 45
51 LAALLVGG 565 0. 6000 6. 38
52 \VTVSTSRGS 753 0. 6000 6. 38
53 VGALTGTAY 215 0. 5000 5. 32
54 \VGGRVTVED 332 0. 5000 5. 32
55 ILAALG WDG 676 0. 5000 5. 32
56 || YADEPFES 1195 0. 4500 4.79
57 ILRVTI GSI V 791 0. 4000 4. 26
58 ILTGARMLLD 707 0. 3500 3.72
59 |LRRLAGDDP 258 0. 3000 3. 19
60 LI KTVPGGE 441 0. 3000 3. 19
61 \WFPVAPTT 610 0. 3000 3. 19
62 [FPVAPTTQX 612 0. 3000 3.19
63 |VLAALDATG 584 0. 2000 2.13
64 VI TTPLI RD 289 0. 1800 1. 901
65 [VPTSWBHAM 1306 0. 1000 1. 06
66 |LHKVBGRLI 434 0. 1000 11.06
67 || AELPAAAG 542 0. 1000 1. 06
68 |FWSLELRH 593 0. 1000 11.06
69 \VCAAWHI AE 536 - 0. 0200 0

70 IMAVSYADLE 381 -0.1000 [s

71 ILGVPTVEAA 664 -0.1000 [s

72 |LRLRKAARR 410 - 0. 2000 0

73 VI | VGERLA 1471 -0. 2000 [s

74 |LELRHSTVT 597 - 0. 2000 [s

75 IMLLDEGRLQ 712 -0.2000 [s

76 || PRFCDHPL 44 - 0. 3000 [s

77 MWVRTQLTS 84 -0. 3000 0

ALLELE:
DRB1_0421

Threshold for 3 %with score: [H ghest

2.3

pepti de:

Score achi evabl e by any
9
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 \VRTQLTSEI 86 4. 3000 147. 78
2 \WLPLNSAGS 777 4. 2000 46. 67
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3 LTI DGVEI S 18 4. 1000 45. 56
4 \V\RM_LDEGR 710 14,0000 44. 44
5 |LRHSTVTER 599 3. 5000 38. 89
6 LLI NHPLDC 1106 3. 1000 34. 44
7 LVSSPSVCE 232 2. 8800 132. 00
8 \WRLSPDTA 734 2.3000 25.56
9 LVI RAAELM 32 2.0000 22. 22
10 | VGERLATV 1473 2.0000 22. 22
11 [YFSGNTVQ 204 1. 9800 22. 00
12 MW/TLTI DGV 15 1. 8000 20. 00
13 |YRTFEPALR 631 1. 8000 20. 00
14 |VRLSPDTAA 735 1. 8000 20. 00
15 [FSGNTVQ C 205 1. 7000 18. 89
16 [FPVAPTTQK 612 1. 6000 117.78
117 || RAAELMS 34 1. 5000 |16. 67
18 |LRGSTLQAG 638 1. 5000 16. 67
119 || YADEPFES 195 1. 4000 |15. 56
20 \VPTSWSHAM 1306 1. 4000 15. 56
21 [FLAARI AGR 1371 1. 4000 |15. 56
22 VGG EPADF 570 1. 4000 |15. 56
23 [VWWLPLNSA 775 1. 4000 |15. 56
24 VQ CPVGAL 210 1. 2600 14. 00
25 ILMG Q PRF 39 1. 2000 13.33
26 | VNEEVINCDK 268 1. 2000 13. 33
27 |FVWSLELRH 593 1. 2000 13. 33
28 \VTVSTSRGS 753 1. 2000 13. 33
29 IMELLLI NHP 103 1. 1000 112. 22
30 \VAFTYATQP 279 1. 1000 12. 22
31 \WRTQLTSE 85 1. 0000 111. 11
32 |LSPDTAAEI 737 1. 0000 111. 11
33 ILRVTI GSI V 791 1. 0000 111.11
34 LVPTSWSHA 305 0. 9000 10. 00
35 \WSLELRHS 594 0. 9000 10. 00
36 || LCARCTRF 164 0. 8000 8. 89

37 | YADLESAPV 385 0. 8000 8. 89

38 |LRLRKAARR 1410 0. 8000 8. 89

39 YTl APFATG 424 0. 8000 8. 89

40 ILASCTTVAT 73 0. 6800 7.56

41 || AGDPFI DM 1176 0. 6800 7. 56

42 I NI SAQVLL 1150 0. 6400 7. 11

43 || RVGQPEW 8 0. 6000 6. 67
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44 \VEI SVPKGT 23 0. 6000 6. 67
45 M3 Q PRFC 40 0. 6000 6. 67
46 | LQNQAVBNG 125 0. 6000 6.67
47 |LRRLAGDDP 258 0. 6000 6. 67
48 [FLRLRKAAR 1409 0. 6000 6. 67
49 | VARAQVCAA 531 0. 6000 6. 67
50 |LAALDATGF 585 0. 6000 6. 67
51 |LPCSVTDMVP 764 0. 6000 6. 67
52 ILGTNDI DFR 352 0. 5000 5. 56
53 \VHI AELPAA 540 0. 5000 5. 56
54 LTSEI ADKA 190 0. 4000 4. 44
55 || VFLRLRKA 407 0. 4000 4. 44
56 |LNSAGSTVH 780 0. 4000 4. 44
57 | YAYAKFAR 342 0. 3000 3. 33
58 | LVGFEPEDE 1396 0. 3000 3.33
59 |LESAPWLL 388 0. 2400 2. 67
60 | LAGDDPEVN 261 0. 2000 2. 22
61 LI RDGGDPK 294 0. 2000 2. 22
62 |LVGGRVTVE 1331 0. 2000 2. 22
63 \VGFEPEDES 397 0. 2000 2. 22
64 \WLLVGFEP 1393 0. 1000 11.11
65 ILDRERCI LC 158 - 0. 0200 0
66 (\BHANAVAA 1310 - 0. 0200 0
67 | FEPEDESPI 1399 -0. 1000 [s
68 | VATDDMWVR 79 -0.1200 [s
69 LLATPGAVI 464 - 0. 2000 0
70 LQAGQSDHR 643 -0. 2000 [s
71 VWLPLNSAG 776 - 0. 2000 [s
72 [FAKPI NI SA 146 - 0. 2200 [s
73 | MBNGRTDSR 1130 - 0. 3000 [s
74 MAVSYADLE 381 -0. 3000 0
75 \VWPRRAGER 501 - 0. 3000 [s
76 || SAQVLLDR 152 - 0. 4000 [s

ALLELE:

DRB1_0423

Threshold for 3 %wi th score:
1.68

Hi ghest Score achi evabl e by any
pepti de:

8.8
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Rank

Sequence

At Position

'Score

% of Hi ghest Score
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1 \VRTQLTSEI 86 4.3000 48. 86
2 \VWLPLNSAGS 777 3.0000 34. 09
3 VWL PLNSA 775 2. 7000 30. 68
4 \WRLSPDTA 734 2. 6000 29.55
5 \VFPVAPTTQ 611 2. 5000 28. 41
6 ILNSAGSTVH 780 2. 4800 28.18
7 LLI NHPLDC 1106 2.1000 23. 86
8 \WSLELRHS 594 2.0000 22.73
9 LRHSTVTER 599 2.0000 22.73
10 | VFLRLRKA 1407 1. 9000 21. 59
11 \VRLSPDTAA 735 1. 8000 20. 45
12 | VARAQUVCAA 531 1. 6000 18. 18
13 | RAAELMG 34 1. 5000 117. 05
14 |LEPVGACRQ 53 1. 4000 15. 91
15 IMELLLI NHP 103 1. 4000 15. 91
16 VQ CPVGAL 210 1. 4000 15. 91
117 LTI DGVEI S 18 1. 3000 14. 77
18 \WLLVGFEP 1393 1. 2500 14. 20
19 |YRTFEPALR 631 1. 2000 13. 64
20 IMW/TLTI DGV 15 1. 1000 12. 50
21 M3 Q PRFC 40 1. 1000 12. 50
22 ILVPTSWSHA 305 1. 0000 11. 36
23 | APFATGGL 1426 1. 0000 111. 36
24 |FPVAPTTQK 612 1. 0000 11. 36
25 LVGFEPEDE 396 0. 9000 |10. 23
26 [LASCTTVAT 73 0. 8000 9. 09
27 LVSSPSVCE 232 0. 8000 9. 09
28 VGG EPADF 570 0. 8000 9. 09
29 \VRMLLDEGR 710 0. 8000 9.09
30 \VYTI APFAT 423 0. 7500 8. 52
31 \VTVSTSRGS 753 0. 6000 6. 82
32 || YADEPFES 1195 0. 4500 5.11
33 || LCARCTRF 164 0. 4000 4.55
34 LAALLVGG 565 0. 4000 4.55
35 |LAALDATGF 585 0. 4000 4. 55
36 \VMLPLNSAG 776 0. 4000 4. 55
37 || Q PRFCDH 42 0. 3800 4.32
38 ILMG Q PRF 39 0. 3000 3.41
39 LVI RAAELM 32 0. 1000 1. 14
40 |LONQAMVBNG 1125 0. 1000 1. 14
41 | CPVGALTG 212 0. 1000 1. 14
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42 |LESAPWVLL 1388 0. 1000 1. 14
43 ILRVTI GSI V 791 0. 1000 1. 14
44 [VMELLLI NH 102 - 0. 0400 0
45 |LRRLAGDDP 258 -0. 1000 [s
46 | LHKVBGRLI 1434 -0.1000 0
47 ILGVPTVEAA 664 -0. 1000 [s
48 |LRLRKAARR 1410 - 0. 2000 0
49 VI | VGERLA 471 - 0. 2000 [s
50 MWVRTQLTS 84 - 0. 3000 0
51 'LQQVG YAD 1190 - 0. 3000 [s
52 \VGDLLATPG 461 - 0. 4000 0
53 VSSPSVCEH 233 - 0. 4200 [s
54 \WRTQLTSE 85 - 0. 5000 0
55 | VNEEWKICDK 268 - 0. 5000 0
56 |LVGGRVTVE 1331 - 0. 5000 0
57 | GSI VKI GA 795 - 0. 5200 [s
58 | LVEVEGQRK 63 - 0. 6000 0
59 VGALTGTAY 215 - 0. 6000 0
60 | VGERLATV 1473 - 0. 6000 0
61 \WFPVAPTT 610 - 0. 6000 0
62 |LRGSTLQAG 638 - 0. 6000 0
63 |LCARCTRFS 165 - 0. 7000 0
64 \WHI AELPAA 540 - 0. 8000 0
65 ILAALG VDG 676 - 0. 8000 [s
66 LG WDGKHA 679 - 0. 8500 [s
67 [YFSGNTVQ 204 - 0. 9000 0
68 [FAKPI NI SA 146 - 0. 9200 [s
69 \VTQAADTDI 0 -1. 0000 [s
70 LLLI NHPLD 105 -1. 0000 [s
71 I NI SAQULL 1150 - 1. 0000 [s
72 \VPTSWBHAM 1306 -1.0000 0
73 |YADLESAPV 385 -1. 0000 [s
74 \VLLVGFEPE 1394 - 1. 0000 [s
75 IMLLDEGRLQ 712 - 1. 0000 [s
76 || RVGQPEW 8 -1.1000 [s
77 [FSGNTVQ C 205 -1.1000 [s
78 [VAAQGLAAA - 1.

79 [FLAARI AGR - 1.
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ALLELE:
DRB1_0426

Threshold for 3 % with score:
1.6

H ghest Score achi evabl e by any

pepti de:

8.

6
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‘Rank ‘Sequence ‘At Posi tion ‘Scor e ‘% of Hi ghest Score
1 \VWLPLNSAGS 777 3..8000 44. 19
2 LTI DGVEI S 18 3. 7000 43. 02
3 \VRTQLTSEI 86 3. 4000 139. 53
4 LLI NHPLDC 106 3.1000 36. 05
5 \V\RM_LDEGR 710 2. 5000 29. 07
6 \WRLSPDTA 734 2.3000 26. 74
7 |LRHSTVTER 599 2. 0000 23. 26
8 |VRLSPDTAA 735 1. 8000 20. 93
9 |FWSLELRH 593 1. 7800 20. 70
10 [FSGNTVQ C 205 1. 7000 119. 77
11 [FPVAPTTQK 612 1. 5000 117. 44
12 LVSSPSVCE 1232 1. 4800 117. 21
13 VWML PLNSA 775 1. 4000 16. 28
14 | VNEEWKCDK 268 1. 1000 112. 79
15 [YFSGNTVQ 204 1. 0800 12. 56
16 || YADEPFES 195 1. 0000 11. 63
117 || VGERLATV 473 1. 0000 11. 63
18 |LNSAGSTVH 780 0. 9800 11. 40
19 ILVPTSWSHA 1305 0. 9000 110. 47
20 [MWTLTI DGV 15 0. 8000 9. 30
21 \VTVSTSRGS 753 0. 8000 9. 30
22 || RAAELMG 34 0. 6000 6. 98
23 MG Q PRFC 40 0. 6000 6. 98
24 | VARAQUCAA 531 0. 6000 6. 98
25 LVl RAAELM 32 0. 5000 5.81
26 \VHI AELPAA 540 0. 5000 5.81
27 \WSLELRHS 594 0. 5000 5. 81
28 |LTSEI ADKA 90 0. 4000 4. 65
29 || VFLRLRKA 407 0. 4000 4. 65
130 VQ CPVGAL 210 0. 3000 3. 49
31 'YRTFEPALR 631 0. 3000 3. 49
32 MLLDEGRLQ 712 0. 2000 2.33
33 IMELLLI NHP 103 0. 1000 1.16
34 \VAFTYATQP 279 0. 1000 11.16
35 LI RDGGDPK 294 0. 1000 1. 16
36 \LRGSTLQAG 638 0. 1000 1. 16
37 |LSPDTAAEI 737 0. 1000 1. 16
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38 |LASCTTVAT 73 - 0. 0200 0
39 ILDRERCI LC 158 - 0. 0200 [s
40 WBHANMAVAA 310 - 0. 0200 0
41 \VEI SVPKGT 23 -0. 1000 [s
42 'VPTSWSHAM 1306 -0.1000 0
43 [FLAARI AGR 1371 -0. 1000 [s
44 | YADLESAPV 385 - 0. 2000 0
45 \VGFEPEDES 1397 - 0. 2000 [s
46 [FAKPI NI SA 146 - 0. 2200 0
47 I NI SAQVLL 1150 - 0. 3200 [s
48 || RVGQPEW 8 - 0. 4000 0
49 IMVRTQLTS 84 - 0. 4000 [s
50 \WRTQLTSE 85 - 0. 4000 0
51 |LRRLAGDDP 258 - 0. 4000 0
52 \VFPVAPTTQ 611 - 0. 4000 0
53 |LPCSVTDMP 764 - 0. 4000 [s
54 VINCDKGRWA 272 - 0. 5000 0
55 VGG EPADF 570 - 0. 5000 0
56 LGVPTVEAA 664 - 0. 5000 0
57 | LAGDDPEVN 261 - 0. 6000 0
58 | YAYAKFAR 342 - 0. 6000 0
59 YTl APFATG 424 - 0. 6000 0
60 'LM3 Q PRF 39 -0. 7000 0
61 |LRLRKAARR 1410 -0. 7000 [s
62 |LESAPWLL 388 -0.7200 [s
63 | LONQAVBNG 1125 - 0. 8000 0
64 || AGDPFI DM 1176 -0.8200 [s
65 \WLLVGFEP 1393 - 0. 9000 [s
66 [FLRLRKAAR 1409 - 0. 9000 [s
67 LAALLVGG 565 - 0. 9000 [s
68 | Q PRFCDH 42 -0. 9200 0
69 |LEPVGACRQ 53 -1. 0000 [s
70 LI NHPLDCP 107 - 1. 0000 [s
71 ILGTNDI DFR 352 - 1. 0000 [s
72 | FEPEDESPI 1399 -1.0000 [s
73 ILLVGG EPA 568 -1. 0000 [s
74 || LCARCTRF 164 -1.1000 [s
75 LVGFEPEDE 396 -1.1000 [s
76 LLATPGAVI 1464 -1.1000 [s
77 |LVGGRVTVE 1331 -1. 2000 [s
78 IVMELLLI NH 102 - 1. 2400 0
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ALLELE
DRB1_0701

Threshold for 3 %wi th score:

4.1

Hi ghest Score achi evabl e by any
11. 6

pepti de:

39 of 107

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 I NI SAQVLL 1150 6. 7000 57.76
2 || RAAELMG 34 5. 5000 147. 41
3 VQ CPVGAL 210 /5. 2000 44. 83
4 | YAKFARI TL 1344 4. 9000 142. 24
5 ILRVTI GSI V 791 4. 9000 42. 24
6 [YFSGNTVQ 1204 4. 8200 141.55
7 LVSSPSVCE 232 4. 7000 40. 52
8 LVl RAAELM 132 4. 4000 37.93
9 |LESAPWLL 388 4. 4000 137.93
10 LLATPGAVI 464 4. 2000 36. 21
111 \VTI GSI VK 793 3. 9000 33. 62
12 |FVWSLELRH 593 3. 6000 31. 03
13 VPTSWSHAM 1306 3. 5000 30. 17
14 \VRTQLTSEI 86 3. 4200 29.48
15 | YAYAKFAR 1342 3. 4000 29.31
16 |LRHSTVTER 599 3. 1000 26. 72
117 || RVGQPEW 8 3. 0000 25. 86
18 || LCARCTRF 1164 3.0000 25.86
19 |FDLVSSPSV 1230 3. 0000 25. 86
20 \VYTI APFAT 423 3.0000 25.86
21 | LTGARMLL 706 3. 0000 25. 86
22 \WRTQLTSE 85 2. 9000 25. 00
23 | LHKVBGRLI 434 2. 9000 25. 00
24 \VHRQLRVT] 787 2. 9000 25. 00
25 || APFATGGL 426 2. 8200 24.31
26 'LM3 Q PRF 39 2.8000 24.14
27 LATPGAVI | 1465 2. 8000 24. 14
28 VGQPEMVTL 110 2. 5000 21.55
29 VEI SVPKGT 23 2. 5000 21.55
130 \WAFTYATQP 279 2. 5000 21.55
31 ILRGSTLQAG 638 2. 5000 21.55
32 VGG EPADF 570 2. 4000 120. 69
33 |LAGTARTPV 726 2. 4000 120. 69
34 |LVPTSWSHA 1305 2.3000 19.83

2/1/2010 1:53 PM



Prediction Results

40 of 107

http://www.imtech.res.in/tmp/filel21.html

35 \WLLVGFEP 393 2. 2000 18. 97
36 LLI NHPLDC 1106 2. 1000 18.10
37 |VRLSPDTAA 735 2. 1000 18.10
38 | GSI VKI GA 795 2. 1000 18.10
39 \VTVSTSRGS 753 2.0000 117. 24
40 |LADTTGARL 491 1. 9000 16. 38
41 | CPVGALTG 212 1. 8000 15. 52
42 VI TTPLI RD 289 1. 8000 15. 52
43 || GAADGEAV 745 1. 8000 15. 52
44 \VLLVGFEPE 394 1. 7000 14. 66
45 LAALLVGG 565 1. 7000 14. 66
46 |LVGFEPEDE 396 1. 6000 13. 79
47 [FTYATQPDV 281 1. 5000 112. 93
48 (V\BHAMAVAA 310 1. 5000 112. 93
49 MGVHLGVPT 660 1. 5000 112. 93
50 |LATGAVGDL 456 1. 4000 112. 07
51 IMVRTQLTS 84 1. 3000 111. 21
52 ILNSAGSTVH 1780 1. 3000 111.21
53 || PRFCDHPL 44 1. 2000 10. 34
54 || AGDPFI DM 1176 1. 2000 110. 34
55 \VHI AELPAA 540 1. 2000 10. 34
56 |LAALDATGF 585 1. 2000 10. 34
57 |LASCTTVAT 73 1. 1200 9. 66
58 ILQQVG YAD 1190 1. 1000 9.48
59 |YRTFEPALR 631 1. 1000 9.48
60 \VLLDRERCI 1156 1. 0000 8. 62
61 |FRARPFDLY 225 1. 0000 8. 62
62 I | VGERLAT 472 1. 0000 8. 62
63 || VGERLATV 473 1. 0000 8. 62
64 |LVGGRVTVE 331 0. 9000 7.76
65 | VFLRLRKA 1407 0. 9000 7.76
66 |FATGGLHKM 1429 0. 9000 7.76
67 |LELRHSTVT 597 0. 9000 7.76
68 \WFPVAPTT 610 0. 9000 7.76
69 'VTQAADTDI 0 0. 8000 6. 90
70 | LAAAADETL 557 0. 8000 6. 90
71 [FVNVEGRYR 624 0. 8000 6.90
72 |LSPDTAAEI 737 0. 8000 6.90
73 VWWLPLNSA 775 0. 8000 6. 90
74 \WLPLNSAGS 777 0. 8000 6. 90
75 [VLVGGRVTW 1330 0. 7000 6. 03
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76 LI KTVPGGE 441 0. 7000 6. 03
77 VI | VGERLA 471 0. 7000 6. 03
78 [FAKPI NI SA 1146 0. 6000 5.17
79 VG YADEPF 1193 0. 6000 5. 17
80 MW/TLTI DGV

ALLELE
DRB1_0703

Threshold for 3 %w th score:

4.0

Hi ghest Score
11. 6

pepti de:

achi evabl e by any
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 I NI SAQULL 1150 6. 7000 57.76
2 || RAAELMG 34 /5. 5000 47. 41
3 VQ CPVGAL 210 /5. 2000 44. 83
4 | YAKFARI TL 1344 4. 9000 142. 24
5 ILRVTI GSI V 791 4.9000 142. 24
6 [YFSGNTVQ 204 4. 8200 41. 55
7 LVSSPSVCE 232 4. 7000 40. 52
8 LVl RAAELM 132 4. 4000 37. 93
9 |LESAPWVLL 388 4. 4000 137.93
110 LLATPGAVI 464 4. 2000 136. 21
111 \VTI GSI VK 793 3. 9000 33. 62
12 |FWSLELRH 593 3. 6000 31. 03
13 \VPTSWSHAM 1306 3. 5000 30. 17
14 \VRTQLTSEI 86 3. 4200 29. 48
15 |YAYAKFAR 342 3. 4000 29. 31
116 [LRHSTVTER 599 3. 1000 126. 72
117 | RVGQPEW 8 3. 0000 25. 86
18 || LCARCTRF 1164 3.0000 25.86
19 [FDLVSSPSV 1230 3. 0000 25. 86
20 \VYTI APFAT 423 3. 0000 25. 86
21 | LTGARMLL 706 3. 0000 25. 86
22 \WRTQLTSE 85 2. 9000 25. 00
23 | LHKVBGRLI 434 2. 9000 25. 00
24 \VHRQLRVT] 787 2. 9000 25. 00
25 || APFATGGL 426 2. 8200 24.31
26 'LM3 Q PRF 39 2.8000 24.14
27 \LATPGAV | 1465 2. 8000 24. 14
28 VGQPEMVTL 110 2. 5000 21.55
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29 \VEI SVPKGT 23 2. 5000 21.55
130 \WAFTYATQP 279 2. 5000 21.55
31 |LRGSTLQAG 638 2. 5000 21.55
32 VGG EPADF 570 2. 4000 120. 69
33 LAGTARTPV 726 2. 4000 120. 69
134 ILVPTSWSHA 1305 2.3000 19. 83
35 \WLLVGFEP 393 2. 2000 18. 97
36 LLI NHPLDC 1106 2. 1000 18.10
37 \VRLSPDTAA 735 2.1000 118.10
38 | GSI VKI GA 795 2. 1000 18.10
39 \VTVSTSRGS 753 2.0000 117. 24
40 |LADTTGARL 491 1. 9000 16. 38
41 | CPVGALTG 212 1. 8000 15. 52
42 VI TTPLI RD 289 1. 8000 15. 52
43 || GAADGEAV 745 1. 8000 15. 52
44 \VLLVGFEPE 394 1. 7000 14. 66
45 LAALLVGG 565 1. 7000 14. 66
46 |LVGFEPEDE 396 1. 6000 113. 79
47 [FTYATQPDV 281 1. 5000 112.93
48 [\SHAMAVAA 1310 1. 5000 112. 93
49 |MGVHLGVPT 660 1. 5000 12.93
50 |LATGAVGDL 1456 1. 4000 112. 07
51 MAVRTQLTS 84 1. 3000 111.21
52 |LNSAGSTVH 1780 1. 3000 111. 21
53 || PRFCDHPL 44 1. 2000 10. 34
54 || AGDPFI DM 1176 1. 2000 10. 34
55 \VHI AELPAA 540 1. 2000 10. 34
56 |LAALDATGF 585 1. 2000 10. 34
57 [LASCTTVAT 73 1. 1200 9.66
58 ILQQVG YAD 1190 1. 1000 9.48
59 |YRTFEPALR 631 1. 1000 9. 48
60 \VLLDRERCI 1156 1. 0000 8. 62
61 | FRARPFDLV 225 1. 0000 8. 62
62 ||| VGERLAT 472 1. 0000 8. 62
63 | VGERLATV 473 1. 0000 8. 62
64 |LVGGRVTVE 331 0. 9000 7.76
65 || VFLRLRKA 407 0. 9000 7.76
66 |FATGGLHKM 429 0. 9000 7.76
67 |LELRHSTVT 597 0. 9000 7.76
68 \WFPVAPTT 610 0. 9000 7.76
69 \VTQAADTDI 0 0. 8000 6. 90
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70 | LAAAADETL 557 0. 8000 6. 90
71 |FVAVEEGRYR 1624 0. 8000 6. 90
72 |LSPDTAAEI 737 0. 8000 6.90
73 VWWLPLNSA 775 0. 8000 6. 90
74 \WLPLNSAGS 777 0. 8000 6. 90
75 [VLVGGRVTW 1330 0. 7000 6. 03
76 LI KTVPGGE 441 0. 7000 6.03
77 VI | VGERLA 471 0. 7000 6. 03
78 [FAKPI NI SA 1146 0. 6000 5. 17
79 VG YADEPF 1193 0. 6000 5. 17
80 [M/TLTI DGV

ALLELE
DRB1_0801

Threshold for 3 %wi th score:

1.8

Hi ghest Score achi evabl e by any
pepti de:

8.6
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‘Rank ‘Sequence ]At Posi tion ‘Scor e ]% of Hi ghest Score
1 | YRFRARPFD 223 6. 1000 70. 93
2 | FRARPHSAE 359 4. 4000 51.16
3 MAVRTQLTS 84 14,0000 46. 51
4 |VLRRLAGDD 257 3. 5000 40. 70
5 |LRLRKAARR 410 3. 5000 40. 70
6 |VFLRLRKAA 1408 3.3000 38. 37
7 ILVI RAAELM 32 3. 2000 137.21
8 \VWPRRAGER 501 3. 2000 137. 21
[ [FLRLRKAAR 1409 2. 7000 31. 40
110 |VGGRVTWED 332 2. 6000 30. 23
11 \VWLPLNSAGS 777 2. 6000 30. 23
112 \\EGRYRTFE 627 2. 5000 29. 07
13 VQ CPVGAL 210 2. 4000 27. 91
14 IMERGALQQ 184 2.3000 26.74
15 \WSLELRHS 594 2.3000 26. 74
16 |LCARCTRFS 165 2. 2000 25.58
117 | VFLRLRKA 1407 2. 2000 25.58
18 |YRTFEPALR 631 2. 2000 25.58
19 ILAARI AGRH 1372 2.1000 24. 42
20 LLDRERCI L 157 2.0000 23. 26
21 \VPVYTI APF 421 1. 8000 20. 93
22 LLI NHPLDC 106 1. 7000 119. 77
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23 |FESYFSGNT 201 1. 6000 18. 60
24 [FARI TLGTN 347 1. 3000 15. 12
25 || DFRARPHS 357 1. 3000 15. 12
26 | AGRHVAVS 1376 1. 3000 15. 12
27 \VHI AELPAA 540 1. 3000 15. 12
28 |LVGFEPEDE 1396 1. 2000 113. 95
29 |FVWWSLELRH 593 1. 2000 13. 95
30 'LQQVG YAD 1190 1. 1000 112. 79
31 | RAAELMG 34 1. 0000 11. 63
32 |LEPVGACRQ 53 1. 0000 11. 63
33 ILLLI NHPLD 1105 1. 0000 111. 63
34 | VARAQVCAA 531 0. 9000 110. 47
35 [YAKFARI TL 1344 0. 7000 8. 14

36 [FLAARI AGR 1371 0. 7000 8. 14

37 IMBGRLI KTV 437 0. 7000 8. 14

38 VWL PLNSA 775 0. 7000 8. 14

39 || Q PRFCDH 42 0. 6000 6.98

40 |LRKAARRHR 412 0. 6000 6. 98

41 |FEPALRGST 634 0. 6000 6. 98

42 \WRLSPDTA 734 0. 6000 6. 98

43 || GSI VKI GA 795 0. 5000 5.81

44 LVSSPSVCE 232 0. 4000 4. 65

45 \VSSPSVCEH 233 0. 4000 4. 65

46 |LVGGRVTVE 331 0. 4000 4. 65

47 YTl APFATG 424 0. 4000 4. 65

48 LI KTVPGGE 441 0. 4000 4. 65

49 |LSAAARLAD 485 0. 4000 4. 65

50 VGG EPADF 570 0. 4000 4. 65

51 [VMELLLI NH 102 0. 3000 3. 49

52 | FRARPFDLV 225 0. 3000 3. 49

53 \WLLVGFEP 1393 0.3000 3. 49

54 LAALLVGG 565 0. 3000 3. 49

55 [FVNVEGRYR 624 0. 3000 3. 49

56 \VDGKHAAGP 682 0. 3000 3. 49

57 || APFATGGL 1426 0. 1000 1. 16

58 | VGERLATV 1473 0. 1000 1. 16

59 \VPTVEAARE 666 0. 1000 11.16

60 MG Q PRFC 40 -0.1000 [s

61 \WRTQLTSE 85 -0.1000 [s

62 [FSGNTVQ C 205 -0. 1000 [s

63 VI | VGERLA 1471 -0.1000 0
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64 | LHKVBGRLI 1434 -0. 2000 0
65 \VFPVAPTTQ 611 - 0. 2000 [s
66 [M/TLTI DGV 15 - 0. 3000 0
67 ILRGSTLQAG 638 - 0. 3000 [s
68 | LTGARMLL 706 -0. 3000 0
69 \VRTQLTSEI 86 - 0. 4000 [s
70 [YFSGNTVQ 204 - 0. 4000 0
71 | CPVGALTG 212 - 0. 4000 [s
72 |LELRHSTVT 597 - 0. 4000 0
73 VI TTPLI RD 289 - 0. 5000 [s
74 \VYTI APFAT - 0.

75 ILAALG WDG -0.

ALLELE:
DRB1_0802

Threshold for 3 %wi th score:

1.0

Hi ghest
pepti de:

Score achi evabl e by any

8
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 IMWRTQLTS 84 4. 0000 50. 00
2 |LRLRKAARR 1410 3. 5000 143. 75
3 | YRFRARPFD 223 3. 4000 142. 50
4 | VFLRLRKAA 408 3. 3000 41. 25
5 \VWPRRAGER 501 3. 2000 40. 00
6 [FLRLRKAAR 1409 2. 7000 133.75
7 \WLPLNSAGS 777 2. 6000 132. 50
8 \WSLELRHS 594 2.3000 28. 75
9 |LCARCTRFS 165 2. 2000 27. 50
10 | VFLRLRKA 1407 2. 2000 27.50
11 |YRTFEPALR 631 2. 2000 127.50
12 ILVI RAAELM 32 2.1000 26. 25
13 LLI NHPLDC 106 1. 7000 21. 25
14 | MOERGALQQ 184 1. 5000 118. 75
15 'VQ CPVGAL 210 1. 4000 117.50
16 | FRARPHSAE 1359 1. 4000 117. 50
117 || DFRARPHS 357 1. 3000 16. 25
18 | AGRHVAVS 1376 1. 3000 16. 25
119 \WHI AELPAA 540 1. 3000 16. 25
20 \LLDRERCI L 157 1. 0000 112. 50
21 \VPVYTI APF 1421 0. 9000 111.25
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22 VARAQVCAA 531 0. 9000 111.25
23 ILAARI AGRH 1372 0. 8800 111. 00
24 || RAAELMG 34 0. 8000 10. 00
25 \VLRRLAGDD 257 0. 8000 10. 00
26 |FESYFSGNT 201 0. 7000 8.75
27 [FLAARI AGR 1371 0. 7000 8.75
28 VWL PLNSA 775 0. 7000 8.75
29 |LRKAARRHR 412 0. 6000 7. 50
30 \WRLSPDTA 734 0. 6000 7. 50
31 | GSI VKI GA 795 0. 5000 6. 25
32 IMBGRLI KTV 437 0. 4000 5. 00
33 |FVNVEGRYR 624 0. 3000 3.75
34 |LEPVGACRQ 53 0. 2000 2. 50
35 ILAALLVGG 565 0. 1000 1. 25
36 |FWSLELRH 593 - 0. 0200 0
37 M3 Q PRFC 40 - 0. 1000 [s
38 [FSGNTVQ C 205 -0.1000 0
39 \VGGRVTVED 332 -0. 1000 0
40 \WLLVGFEP 1393 -0.1000 0
41 VI | VGERLA 471 -0. 1000 0
42 \V\DGKHAAGP 682 -0.1000 0
43 || VGERLATV 473 - 0. 2000 0
44 [YAKFARI TL 1344 -0. 3000 0
145 |FEPALRGST 634 - 0. 3000 [s
46 | LHKVBGRLI 1434 - 0. 4000 [s
47 VGG EPADF 570 - 0. 5000 0
48 \\EGRYRTFE 627 -0. 5000 [s
49 LG WDGKHA 679 - 0. 5000 [s
50 [M/TLTI DGV 15 - 0. 6000 [s
51 \VRTQLTSEI 86 - 0. 6000 [s
52 [YFSGNTVQ 204 -0. 6000 0
53 | Q PRFCDH 42 - 0. 6200 [s
54 [FARI TLGTN 1347 - 0. 7000 [s
55 |FI DMQERGA 181 - 0. 8000 [s
56 || YADEPFES 1195 - 0. 8000 [s
57 MLLDEGRLQ 712 - 0. 8000 [s
58 |VSSPSVCEH 233 - 0. 8200 [s
59 ILMG Q PRF 39 -0. 9000 [s
60 | YAYAKFAR 342 - 0. 9000 [s
61 \YTI APFATG 424 - 0. 9000 [s
62 || APFATGGL 1426 - 0. 9000 0
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63 I 1 VGERLAT 472 -0. 9000 0
64 LLPGGRPLA 520 - 0. 9000 [s
65 [VHRQLRVTI 787 - 0. 9000 0
66 IVMELLLI NH 102 - 0. 9200 [s
67 LTI DGVEI S 18 -1.0000 0
68 \VFPVAPTTQ 611 -1. 0000 [s
69 IMELLLI NHP 103 -1.1000 0
70 (\BHAMAVAA 310 -1.2000 [s
71 LATVPGGLS 1478 -1. 2000 0
72 \VTI GSI \WKI 793 -1. 2000 [s
73 MAVAAQGLA 314 - 1. 3000 0
74 |LAWPRRAG 1499 - 1.3000 [s
75 |LELRHSTVT 597 -1. 3000 0
76 | LTGARMLL 706 -1. 3000 0
77 [FTYATQPDV 281 -1.4000 0
78 | YADLESAPV 385 - 1. 4000 0

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_0804 1.6 peptide: 8

‘Rank ‘Sequence ]At Posi tion ‘Scor e ]% of Hi ghest Score
1 IMWRTQLTS 84 5. 0000 62. 50
2 |LRLRKAARR 1410 4. 5000 56. 25
3 \VFLRLRKAA 1408 4.3000 53. 75
4 \WSLELRHS 594 3.3000 41. 25
5 |LCARCTRFS 165 3. 2000 40. 00
6 | VFLRLRKA 1407 3. 2000 140. 00
7 LVI RAAELM 32 3.1000 138. 75
8 LLI NHPLDC 106 2. 7000 133.75
9 IMERGALQQ 184 2. 5000 31. 25
10 'VQ CPVGAL 210 2. 4000 30. 00
11 | YRFRARPFD 223 2. 4000 130. 00
12 || DFRARPHS 357 2.3000 28. 75
13 || AGRHVAVS 1376 2.3000 28. 75
14 \VWPRRAGER 501 2.2000 27.50
15 LLDRERCI L 157 2.0000 25. 00
16 \VPVYTI APF 421 1. 9000 23.75
117 VARAQVCAA 531 1. 9000 23.75

47 of 107 2/1/2010 1:53 PM



Prediction Results

48 of 107

http://www.imtech.res.in/tmp/filel21.html

18 |LAARI AGRH 1372 1. 8800 23.50
19 || RAAELMG 34 1. 8000 22. 50
20 |VLRRLAGDD 257 1. 8000 22. 50
21 [FLRLRKAAR 1409 1. 7000 21. 25
22 VWWLPLNSA 775 1. 7000 21.25
23 |LRKAARRHR 412 1. 6000 20. 00
24 \WRLSPDTA 734 1. 6000 120. 00
25 \VWLPLNSAGS 777 1. 6000 20. 00
26 1 GSI VKI GA 795 1. 5000 118. 75
27 IMBGRLI KTV 437 1. 4000 117. 50
28 |LEPVGACRQ 53 1. 2000 15. 00
29 |YRTFEPALR 631 1. 2000 15. 00
130 LAALLVGG 565 1. 1000 113. 75
31 M3 Q PRFC 40 0. 9000 111. 25
32 |VGGRVTVEED 332 0. 9000 111. 25
33 \WLLVGFEP 1393 0. 9000 111. 25
34 VI | VGERLA 471 0. 9000 111. 25
35 | VGERLATV 1473 0. 8000 10. 00
36 | LHKVBGRLI 1434 0. 6000 7. 50
37 VGG EPADF 570 0. 5000 6. 25
38 LG WDGKHA 679 0. 5000 6.25
39 IM/TLTI DGV 15 0. 4000 5.00
40 \VRTQLTSEI 86 0. 4000 5. 00
41 | FRARPHSAE 1359 0. 4000 5. 00
42 || Q PRFCDH 42 0. 3800 14.75
43 \VHI AELPAA 540 0. 3000 3.75
44 || YADEPFES 1195 0. 2000 2. 50
45 IMLLDEGRLQ 712 0. 2000 2.50
46 |VSSPSVCEH 233 0. 1800 2.25
47 LMG Q PRF 39 0. 1000 1.25
48 | APFATGGL 1426 0. 1000 1. 25
49 I | VGERLAT 472 0. 1000 11.25
50 |LLPGGRPLA 520 0. 1000 11.25
51 [VHRQLRVT! 787 0. 1000 1.25
52 IVMELLLI NH 102 0. 0800 1. 00
53 IMELLLI NHP 1103 -0. 1000 [s

54 ILATVPGGLS 478 - 0. 2000 [s

55 \VTI GSI VK 793 -0. 2000 [s

56 |FESYFSGNT 201 -0. 3000 [s

57 MAVAAQGLA 1314 - 0. 3000 [s

58 [FLAARI AGR 1371 - 0. 3000 0
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59 LAW/PRRAG 1499 -0. 3000 0
60 |LELRHSTVT 597 - 0. 3000 [s
61 | LTGARMLL 706 - 0. 3000 0
62 \VYTI APFAT 1423 - 0. 4000 [s
63 VGACRQCLV 56 - 0. 5000 0
64 \WFPVAPTT 610 - 0. 5000 [s
65 \VTVSTSRGS 753 - 0. 5000 0
66 VEGQRKPLA 66 - 0. 6000 [s
67 'LQQVG YAD 1190 - 0. 6000 0
68 [VLVGGRVTW 1330 - 0. 6000 [s
69 |LESAPWLL 1388 - 0. 6000 0
70 |LRGSTLQAG 638 - 0. 6000 [s
71 ILLLI NHPLD 105 -0. 7000 0
72 | CPVGALTG 212 -0. 7000 0
73 [FVNVEGRYR 624 -0. 7000 0
74 |LRRLAGDDP 258 - 0. 8000 [s
75 [VAAQGLAAA 316 - 0. 8000 0
76 |LVGFEPEDE 1396 - 0. 8000 0
77 LPTLLPGGR 517 -0.8000 0

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_0806 2.4 peptide: 8.6

IRank 'Sequence /At Position IScore % of Highest Score
1 | YRFRARPFD 223 /5. 1000 59. 30
2 IMWRTQLTS 84 /5. 0000 58. 14
3 'VLRRLAGDD 257 4. 5000 52.33
4 |LRLRKAARR 410 4. 5000 52.33
5 \VFLRLRKAA 408 4. 3000 50. 00
6 ILVI RAAELM 32 4. 2000 48. 84
7 VGGRVTVED 332 3. 6000 41. 86
8 'VQ CPVGAL 210 3. 4000 39. 53
[ | FRARPHSAE 1359 3. 4000 39. 53
10 MQERGALQQ 1184 3.3000 38.37
11 \WSLELRHS 594 3.3000 38.37
112 |LCARCTRFS 165 3. 2000 137.21
13 | VFLRLRKA 407 3. 2000 137.21
14 |LAARI AGRH 1372 3. 1000 136. 05
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15 |LLDRERCI L 1157 3.0000 134.88
16 \VPVYTI APF 421 2..8000 132.56
17 LLI NHPLDC 1106 2. 7000 31. 40
18 || DFRARPHS 1357 2. 3000 26. 74
19 || AGRHVAVS 376 2.3000 26. 74
20 |LVGFEPEDE 396 2. 2000 25.58
21 |WPRRAGER 501 2. 2000 25. 58
22 'LQQVG YAD 1190 2. 1000 24. 42
23 | RAAELMG 34 2.0000 23.26
24 |LEPVGACRQ 53 2.0000 23.26
25 ILLLI NHPLD 1105 2.0000 23.26
26 | VARAQVCAA 531 1. 9000 22.09
27 [FLRLRKAAR 1409 1. 7000 119. 77
28 IMBGRLI KTV 437 1. 7000 119. 77
29 VWWLPLNSA 775 1. 7000 119. 77
30 || Q PRFCDH 42 1. 6000 18. 60
31 | LRKAARRHR 412 1. 6000 18. 60
32 \WRLSPDTA 734 1. 6000 18. 60
33 \WLPLNSAGS 777 1. 6000 18. 60
34 \V\EGRYRTFE 627 1. 5000 117. 44
135 || GSI VKI GA 795 1. 5000 17. 44
36 LVSSPSVCE 232 1. 4000 16. 28
37 \VSSPSVCEH 233 1. 4000 16. 28
38 |LVGGRVTVE 331 1. 4000 16. 28
39 LI KTVPGGE 441 1. 4000 16. 28
40 |LSAAARLAD 485 1. 4000 16. 28
41 VGG EPADF 570 1. 4000 16. 28
42 [VMELLLI NH 1102 1. 3000 15. 12
43 \WLLVGFEP 393 1. 3000 15. 12
44 LAALLVGG 565 1. 3000 15. 12
45 |YRTFEPALR 631 1. 2000 113.95
46 || APFATGGL 426 1. 1000 112. 79
47 || VGERLATV 473 1. 1000 112.79
48 |VPTVEAARE 666 1. 1000 112.79
49 'LM3 Q PRF 39 1. 0000 11. 63
50 || 1 VGERLAT 472 1. 0000 11. 63
51 |LAWPRRAG 1499 1. 0000 11. 63
52 IMLLDEGRLQ 712 1. 0000 11. 63
53 MG Q PRFC 40 0. 9000 10. 47
54 \WRTQLTSE 85 0. 9000 10. 47
55 VI | VGERLA 471 0. 9000 10. 47
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56 | LHKVBGRLI 434 0. 8000 9. 30
57 \VFPVAPTTQ 611 0. 8000 9. 30
58 [M/TLTI DGV 15 0. 7000 8. 14
59 ILRGSTLQAG 638 0. 7000 8. 14
60 | LTGARMLL 706 0. 7000 8. 14
61 \VRTQLTSEI 86 0. 6000 6. 98
62 |FESYFSGNT 201 0. 6000 6. 98
63 | CPVGALTG 212 0. 6000 6. 98
64 |LELRHSTVT 597 0. 6000 6. 98
65 VI TTPLI RD 289 0. 5000 5. 81
66 \VYTI APFAT 423 0. 5000 5. 81
67 ILAALG VDG 676 0. 5000 5.81
68 LG VDGKHA 679 0. 5000 5. 81
69 VI RAAELMG 33 0. 4000 4. 65
70 |LESAPWLL 388 0. 4000 4. 65
71 |VCAAVHI AE 536 0. 4000 4. 65
72 \WFPVAPTT 610 0. 4000 4.65
73 LLDEGRLQD 713 0. 4000 4. 65
74 IMELLLI NHP 1103 0. 3000 3. 49
75 VLVGGRVTW 1330 0. 3000 13.49
76 [FARI TLGTN 1347 0. 3000 3. 49
77 \VHI AELPAA 540 0. 3000 13.49
78 [VHRQLRVTI 787 0. 3000 3.49
79 || YADEPFES 1195 0. 2000 2.33
80 |FVWWSLELRH

ALLELE:
DRB1_0813

Threshold for 3 %with score:

1.9

H ghest Score achi evabl e by any

pepti de:

8.7
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‘Rank ‘Sequence ]At Posi tion ‘Scor e ]% of Hi ghest Score
1 MAVRTQLTS 84 4. 6000 52. 87
2 LVI RAAELM 32 3.8000 143. 68
3 | YRFRARPFD 223 3. 6000 41. 38
4 |LRLRKAARR 1410 3. 5000 140. 23
5 | FRARPHSAE 1359 3.2000 36. 78
6 \VFLRLRKAA 1408 2.8000 132.18
7 [FLRLRKAAR 1409 2. 7000 131. 03
8 VWWLPLNSA 775 2. 7000 131. 03
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9 \WLPLNSAGS 777 2. 6000 29. 89
10 \VWPRRAGER 501 2. 5000 28. 74
11 LLI NHPLDC 106 2.3000 26. 44
12 \V\EGRYRTFE 627 2.3000 126. 44
13 |YRTFEPALR 631 2. 2000 25. 29
114 | MOERGALQQ 184 2.1000 24. 14
15 \WSLELRHS 594 2. 0000 22. 99
16 |LCARCTRFS 165 1. 9000 21. 84
117 | VFLRLRKA 1407 1. 9000 21. 84
18 | RAAELMG 34 1. 8000 120. 69
119 \VFPVAPTTQ 611 1. 8000 120. 69
20 \WRLSPDTA 734 1. 8000 120. 69
21 || DFRARPHS 357 1. 5000 117. 24
22 \VHI AELPAA 540 1. 5000 117. 24
23 |LELRHSTVT 597 1. 5000 117. 24
24 |1 GSI VKI GA 795 1. 3800 |15. 86
25 || AGRHVAVS 1376 1. 3000 14. 94
26 \VRTQLTSEI 86 1. 2000 113. 79
27 |FRARPFDLV 225 1. 2000 113. 79
28 LLDRERCI L 157 1. 0000 11. 49
29 [LRHSTVTER 599 1. 0000 11. 49
30 IMELLLI NHP 103 0. 9000 10. 34
31 [FSGNTVQ C 205 0. 9000 10. 34
32 \VPVYTI APF 421 0. 9000 10. 34
33 | VARAQVCAA 531 0. 9000 10. 34
134 [FPVAPTTQXK 612 0. 9000 10. 34
35 \WLLVGFEP 1393 0. 7500 8. 62
36 LTI DGVEI S 18 0. 7000 8. 05
37 VQ CPVGAL 210 0. 7000 8.05
38 [FLAARI AGR 371 0. 7000 8.05
39 MW/TLTI DGV 15 0. 6000 6. 90
40 [YAKFARI TL 344 0. 5800 6. 67
41 |FVWSLELRH 593 0. 5800 6. 67
42 [YFSGNTVQ 204 0. 4000 4. 60
43 \VGGRVTVED 332 0. 4000 4. 60
44 ILNSAGSTVH 780 0. 3800 4. 37
45 | LRKAARRHR 412 0. 3000 3.45
46 |LEPVGACRQ 53 0. 2000 2.30
47 |FTEAKRTFA 1139 0. 2000 2.30
48 |LVGGRVTVE 1331 0. 2000 2. 30
49 \WRM_LDEGR 710 0. 2000 2.30
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50 |LAARI AGRH 1372 0. 1800 2. 07
51 \VLRRLAGDD 257 0. 1000 1. 15
52 [VHRQLRVTI 787 0. 1000 11.15
53 || YADEPFES 1195 0. 0500 0. 57
54 IVMELLLI NH 102 - 0. 0400 0
55 |LVGFEPEDE 1396 -0. 1000 [s
56 IMBGRLI KTV 437 -0.1000 0
57 \V\DGKHAAGP 682 -0. 1000 [s
58 || RVGQPEW 8 - 0. 2000 0
59 (\BHANAVAA 310 - 0. 2000 [s
60 | VGERLATV 1473 -0. 2000 0
61 ILRVTI GSI V 791 - 0. 2000 [s
62 \VTI GSI WKI 793 - 0. 2000 0
63 \WRTQLTSE 85 - 0. 3000 0
64 || 1 VGERLAT 472 -0. 3000 0
65 VGERLATVP 474 - 0. 3000 [s
66 | LTGARMLL 706 - 0. 3000 0
67 M3 Q PRFC 40 - 0. 4000 0
68 VI | VGERLA 471 - 0. 4000 0
69 ILVPTSWSHA 305 - 0. 5000 0
70 LLVGG EPA 568 - 0. 5000 [s
71 VGG EPADF 570 - 0. 5000 0
72 LGVPTVEAA 664 - 0. 5000 [
73 \VYTI APFAT 423 - 0. 5500 [s
74 || LCARCTRF 164 - 0. 6000 [s
75 | LRRLAGDDP 258 - 0. 6000 [
76 VLVGGRVTW - 0.

77 |LESAPWLL -0.

ALLELE:

DRB1_0817

Threshold for 3 %wth score:
2.8

Hi ghest Score achi evabl e by any
pepti de:

10. 1
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‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 | YRFRARPFD 223 7. 2500 71.78
2 IMAVRTQLTS 84 5. 8000 57.43
3 | FRARPHSAE 1359 4. 4000 43.56
4 ILVI RAAELM 32 4. 3000 42.57
5 MQERGALQQ 1184 4. 1000 40. 59
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6 \VFLRLRKAA 408 3. 9000 38. 61
7 \VLRRLAGDD 257 3. 6000 35. 64
8 \V\EGRYRTFE 627 3. 6000 35. 64
9 LLI NHPLDC 1106 3. 5000 34. 65
10 |LRLRKAARR 410 3. 5000 34. 65
11 \VGGRVTVED 332 3. 4000 33. 66
12 |WPRRAGER 501 3.3000 32. 67
13 [FWSLELRH 593 3.0000 29. 70
14 [FLRLRKAAR 1409 2. 7000 26.73
15 | RAAELMG 34 2. 6000 25. 74
16 \VWLPLNSAGS 777 2. 6000 25. 74
117 VQ CPVGAL 210 2. 5000 24.75
18 \WSLELRHS 594 2. 5000 24.75
19 || DFRARPHS 1357 2. 4500 24.26
20 \WHI AELPAA 540 2. 4500 24. 26
21 |LCARCTRFS 165 2. 4000 23.76
22 || VFLRLRKA 407 2. 4000 23.76
23 [YAKFARI TL 1344 2. 3000 22.77
24 | LVGFEPEDE 1396 2.3000 22.77
25 ILAARI AGRH 372 2. 2000 21.78
26 |LSAAARLAD 485 2. 2000 21.78
27 |YRTFEPALR 631 2. 2000 21.78
28 ILLLI NHPLD 1105 2. 1500 21.29
29 || GSI VKI GA 795 2.1000 20. 79
130 LLDRERCI L 1157 2. 0000 19. 80
31 [VMELLLI NH 1102 1. 9000 18. 81
32 LQQVG YAD 1190 1. 8000 17.82
33 \VPVYTI APF 421 1. 8000 17. 82
34 I | VGERLAT 472 1. 8000 17. 82
35 |FESYFSGNT 201 1. 7000 16. 83
36 |LVGGRVTVE 331 1. 5000 14.85
37 | CPVGALTG 212 1. 4000 13. 86
38 [FARI TLGTN 1347 1. 4000 13. 86
39 || AGRHVAVS 376 1. 3000 12. 87
40 IMBGRLI KTV 437 1. 3000 12.87
41 | LTGARMLL 706 1. 3000 12. 87
42 VI RAAELMG 33 1. 2000 11. 88
43 LLDEGRLQD 713 1. 2000 11. 88
44 LM3 Q PRF 39 1. 1500 11. 39
45 VI TTPLI RD 289 1. 1000 10. 89
46 |LEPVGACRQ 53 1. 0000 9. 90
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47 \WRTQLTSE 85 1. 0000 9. 90
48 \VCAAWHI AE 536 1. 0000 9. 90
49 VWML PLNSA 775 1. 0000 9.90
50 LVSSPSVCE 232 0. 9000 8. 91
51 VARAQVCAA 531 0. 9000 8. 91
52 \VFPVAPTTQ 611 0. 9000 8. 91
53 \WLLVGFEP 393 0. 8000 7.92
54 |LRKAARRHR 412 0. 8000 7. 92
55 LTGARMLLD 707 0. 8000 7.92
56 [FLAARI AGR 371 0. 7000 6. 93
57 |LPGGRPLAD 521 0. 7000 6.93
58 |LELRHSTVT 597 0. 7000 6.93
59 |FEPALRGST 634 0. 7000 6. 93
60 | Q PRFCDH 42 0. 6000 5. 94
61 \WFPVAPTT 610 0. 5500 5. 45
62 LI KTVPGGE 441 0. 5000 4.95
63 [FVNVEGRYR 624 0. 5000 14.95
64 \VSSPSVCEH 233 0. 4000 3. 96
65 \YTI APFATG 424 0. 4000 3. 96
66 ILAALLVGG 565 0. 4000 3.96
67 VGG EPADF 570 0. 4000 3.96
68 \VHLGVPTVE 662 0. 3000 2.97
69 ILAALG WDG 676 0. 3000 2.97
70 \VDGKHAAGP 682 0. 3000 2.97
71 |VWRLSPDTA 734 0. 3000 2.97
72 |LLPGGRPLA 520 0. 2500 2.48
73 || APFATGGL 426 0. 2000 1. 98
74 |LAWPRRAG 499 0. 2000 1.98
75 IMLLDEGRLQ 712 0. 2000 1.98
76 LTI DGVEI S 18 0. 1000 0.99
77 MG Q PRFC 40 0. 1000 0. 99
78 [YFSGNTVQ 204 0. 1000 0.99
79 VI | VGERLA 471 0. 1000 0.99

80

|| VGERLATV

ALLELE:
DRB1_1101

Threshold for 3 %wi th score:

1.1

Hi ghest Score achi evabl e by any

pepti de:

8.3
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 LLI NHPLDC 1106 3. 5000 142.17
2 [FLRLRKAAR 1409 3. 1000 37.35
3 \VWLPLNSAGS 777 3.0000 36. 14
4 \WSLELRHS 594 2.9000 134. 94
5 MWVRTQLTS 84 2.8000 133.73
6 || VFLRLRKA 1407 2. 8000 33.73
7 | GSI VKI GA 795 2. 7000 132.53
8 \WHI AELPAA 540 2. 4500 29. 52
9 | RAAELMG 34 2. 4000 28. 92
10 |YRTFEPALR 631 2.1000 25. 30
11 |FVWSLELRH 593 2. 0800 25. 06
12 | YRFRARPFD 223 1. 5500 18. 67
13 'VQ CPVGAL 210 1. 5000 18. 07
14 VWWLPLNSA 775 1. 4000 16. 87
15 |YAKFARI TL 344 1. 2000 14. 46
16 IVMELLLI NH 102 1. 0800 13. 01
117 \VFLRLRKAA 1408 0. 9000 10. 84
18 | VARAQVCAA 531 0. 9000 10. 84
119 ILMG Q PRF 39 0. 8500 10. 24
20 \WLLVGFEP 393 0. 8000 9. 64
21 | LRKAARRHR 412 0. 8000 9. 64
22 M3 Q PRFC 40 0. 7000 8. 43
23 [FLAARI AGR 371 0. 7000 8. 43
24 \WRLSPDTA 734 0. 7000 8. 43
25 LAALLVGG 565 0. 6000 7.23
26 |LRLRKAARR 1410 0. 5000 6. 02
27 | FVNVEGRYR 624 0. 4000 4. 82
28 |LEPVGACRQ 53 0. 3000 3.61
29 |MERGALQQ 184 0. 3000 3.61
30 \VWPRRAGER 501 0.3000 3. 61
31 ILVI RAAELM 32 0. 2000 2.41
32 | CPVGALTG 212 0. 2000 2.4
33 VI | VGERLA 471 0. 2000 2.41
34 I | VGERLAT 472 0. 2000 2. 41
35 \VFPVAPTTQ 611 0. 2000 2. 41
36 [VHRQLRVTI 787 0. 2000 2.41
37 | VEGQRKPLA 66 0. 1500 11.81
38 VGG EPADF 570 0. 1000 1. 20
39 ILLLI NHPLD 105 0. 0500 0. 60
40 VI RAAELMG 33 -0.1000 0
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41 |FEPALRGST 634 -0. 2000 0
42 [FTYATQPDV 281 - 0. 2500 [s
43 \VYTI APFAT 423 - 0. 3000 0
44 INELLLI NHP 1103 - 0. 4000 [s
45 LRHSTVTER 599 - 0. 4000 0
46 | LTGARMLL 706 - 0. 4000 [s
47 |LLPGGRPLA 520 - 0. 4500 0
48 MW/TLTI DGV 15 - 0. 5000 [s
49 |LSAAARLAD 1485 - 0. 5000 0
50 || DFRARPHS 357 - 0. 5500 [s
51 LTI DGVEI S 18 - 0. 6000 0
52 |LCARCTRFS 165 - 0. 6000 [s
53 | LHKVBGRLI 1434 - 0. 6000 0
54 ILAALG WDG 676 - 0. 6000 0
55 (\BHANAVAA 1310 -0. 7000 0
56 |FDLVSSPSV 230 -0. 7500 [s
57 ILQQVG YAD 1190 - 0. 8000 0
58 [YFSGNTVQ 204 - 0. 8000 0
59 | LVGFEPEDE 1396 -0.8000 0
60 [FPVAPTTQXK 612 - 0. 8000 0
61 | YAYAKFAR 342 - 0. 9000 0
62 YTl APFATG 424 - 0. 9000 0
63 | APFATGGL 1426 -0.9000 0
64 || VGERLATV 473 - 0. 9000 [s
65 \VEI SVPKGT 23 - 1. 0000 [s
66 | SAQVLLDR 152 - 1. 0000 0
67 FI DMQERGA 181 -1.0000 [s
68 || YADEPFES 1195 -1. 0000 [s
69 | YADLESAPV 385 -1. 0000 [s
70 LATVPGGLS 478 - 1. 0000 [s
71 LAW/PRRAG 1499 -1.0000 0
72 VTVSTSRGS 753 -1. 0000 [s
73 \WFPVAPTT 610 -1.0500 [s
74 |LESAPWLL 388 -1.1000 [s

ALLELE:
DRB1_1102

Threshold for 3 %wi th score:

1.8

Hi ghest Score achi evabl e by any

pepti de:

8.4
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 \WSLELRHS 594 4. 8000 57. 14
2 || VFLRLRKA 1407 4. 7000 |55. 95
3 M3 Q PRFC 40 4. 3000 51. 19
4 MWVRTQLTS 84 3. 6000 142. 86
5 LLI NHPLDC 1106 3. 5000 41. 67
6 |LRKAARRHR 1412 3. 4000 40. 48
7 \VFLRLRKAA 1408 3.0000 35. 71
8 |LCARCTRFS 165 2.9000 34. 52
9 VWWLPLNSA 775 2..8000 33.33
10 \VHRQLRVT] 787 2.7000 132. 14
111 ILVI RAAELM 32 2. 4000 28. 57
12 \VRTQLTSEI 86 2. 4000 28.57
13 |LRLRKAARR 1410 2. 4000 28.57
14 \WRLSPDTA 734 2. 2000 26. 19
15 || RAAELMG 34 2. 1000 25. 00
16 \WLLVGFEP 1393 2.1000 25. 00
117 LG DGKHA 679 2.0000 23.81
18 | VARAQVCAA 531 1. 9000 22. 62
119 |LHKVBGRLI 434 1. 8000 21. 43
20 [FVNVEGRYR 624 1. 8000 21. 43
21 | VEGQRKPLA 66 1. 7000 20. 24
22 \VTVSTSRGS 753 1. 7000 20. 24
23 IMLLDEGRLQ 712 1. 6000 19. 05
24 VI | VGERLA 471 1. 5000 17. 86
25 |YRTFEPALR 631 1. 5000 117. 86
26 'VQ CPVGAL 210 1. 4000 16. 67
27 [FLRLRKAAR 1409 1. 4000 16. 67
28 || YADEPFES 195 1. 3000 |15. 48
29 \VLPLNSAGS 777 1. 3000 |15. 48
30 MQERGALQQ 184 1. 1000 113.10
31 ILRHSTVTER 599 1. 1000 113.10
32 [MWTLTI DGV 15 1. 0000 11. 90
33 LTI DGVEI S 18 1. 0000 11. 90
34 IMELLLI NHP 103 1. 0000 111. 90
35 | YRFRARPFD 223 1. 0000 111. 90
36 \VHI AELPAA 540 1. 0000 111. 90
37 || DFRARPHS 357 0. 9000 10. 71
38 | LVGFEPEDE 1396 0. 9000 10. 71
39 | GSI VKI GA 795 0. 9000 10. 71
40 VAAQGLAAA 1316 0. 8000 9. 52
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41 | VGERLATV 1473 0. 7000 8. 33
42 ILRGSTLQAG 638 0. 6000 7. 14
43 LI NHPLDCP 107 0. 5000 5.95
44 MGVHLGVPT 1660 0. 5000 5. 95
45 ILAALG WDG 676 0. 5000 5. 95
46 \VGGRVTVED 332 0. 4000 4.76
47 |LESAPWLL 388 0. 4000 14.76
48 \VEI SVPKGT 23 0. 3000 3. 57
49 I NI SAQVLL 1150 0. 3000 3. 57
50 || 1 VGERLAT 472 0. 3000 3. 57
51 LAW/PRRAG 1499 0.3000 3. 57
52 |LLPGGRPLA 520 0. 3000 3.57
53 \VFPVAPTTQ 611 0. 3000 3. 57
54 \VTI GSI \WKI 793 0. 3000 3. 57
55 || AGRHVAVS 1376 0. 2000 2. 38
56 \VYTI APFAT 423 0. 2000 2.38
57 \VLLDRERCI 156 0. 1000 1. 19
58 \VPVYTI APF 421 0. 1000 1. 19
59 IMBGRLI KTV 437 0. 1000 1. 19
60 IVMELLLI NH 102 0. 0800 0.95
61 |FVWWSLELRH 593 0. 0800 0.95
62 |LNSAGSTVH 780 0. 0800 0.95
63 'LM3 Q PRF 39 -0.1000 0
64 || SAQVLLDR 152 -0.1000 [s
65 LLDRERCI L 157 -0.1000 [s
66 \VLVGGRVTW 330 -0.1000 0
67 | Q PRFCDH 42 -0.1200 [s
68 VI RAAELMG 33 - 0. 2000 [s
69 [FSGNTVQ C 205 - 0. 2000 [s
70 LVSSPSVCE 232 - 0. 2000 [s
71 |LRRLAGDDP 258 -0. 2000 0
72 LAALLVGG 565 -0. 2000 [s
73 |LASCTTVAT 73 - 0. 3000 [s
74 [FLAARI AGR 371 - 0. 3000 [s
75 VSYADLESA 1383 -0. 3000 [s
76 ILLVGG EPA 568 - 0. 3000 [s

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_1104 2.0 peptide: 8.3
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 LLI NHPLDC 1106 4. 5000 54. 22
2 \WSLELRHS 594 3. 9000 46. 99
3 MAVRTQLTS 84 3..8000 45. 78
4 | VFLRLRKA 1407 3.8000 145. 78
5 I GSI VKI GA 795 3. 7000 144.58
6 || RAAELMG 34 3. 4000 40. 96
7 'VQ CPVGAL 210 2. 5000 30. 12
8 VWWLPLNSA 775 2. 4000 28. 92
9 [FLRLRKAAR 1409 2. 1000 25. 30
110 IVMELLLI NH 102 2. 0800 25. 06
111 \VWLPLNSAGS 777 2. 0000 24.10
12 \VFLRLRKAA 1408 1. 9000 22. 89
13 | VARAQVCAA 531 1. 9000 22. 89
14 LMG Q PRF 39 1. 8500 22. 29
15 \WLLVGFEP 393 1. 8000 21. 69
116 | LRKAARRHR 412 1. 8000 21. 69
117 M3 Q PRFC 40 1. 7000 120. 48
18 \VWRLSPDTA 734 1. 7000 20. 48
119 LAALLVGG 565 1. 6000 19. 28
20 |LRLRKAARR 1410 1. 5000 18. 07
21 \VHI AELPAA 540 1. 4500 17. 47
22 |LEPVGACRQ 53 1. 3000 |15. 66
23 IMERGALQQ 184 1. 3000 |15. 66
24 ILVI RAAELM 32 1. 2000 14. 46
25 | CPVGALTG 212 1. 2000 14. 46
26 VI | VGERLA 471 1. 2000 14. 46
27 ||| VGERLAT 472 1. 2000 14. 46
28 VFPVAPTTQ 611 1. 2000 14. 46
29 \VHRQLRVT! 787 1. 2000 14. 46
130 \VEGQRKPLA 66 1. 1500 13. 86
31 VGG EPADF 570 1. 1000 13. 25
32 |YRTFEPALR 631 1. 1000 13. 25
33 [FWSLELRH 593 1. 0800 113. 01
34 ILLLI NHPLD 105 1. 0500 112. 65
35 \VRTQLTSEI 86 1. 0000 112. 05
36 LG WDGKHA 679 1. 0000 112. 05
37 VI RAAELMG 33 0. 9000 10. 84
38 \VYTI APFAT 1423 0. 7000 8. 43
139 IMELLLI NHP 1103 0. 6000 7. 23
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40 LRHSTVTER 599 0. 6000 7. 23
41 | LTGARMLL 706 0. 6000 7. 23
42 | YRFRARPFD 223 0. 5500 6.63
43 LLPGGRPLA 520 0. 5500 6. 63
44 MW/TLTI DGV 15 0. 5000 6. 02
45 |LSAAARLAD 1485 0. 5000 6. 02
46 || DFRARPHS 357 0. 4500 5. 42
47 LTI DGVE!I S 18 0. 4000 4. 82
48 |LCARCTRFS 165 0. 4000 4. 82
49 | LHKVBGRLI 1434 0. 4000 4. 82
50 LAALG VDG 676 0. 4000 4. 82
51 ILQQVG YAD 1190 0. 2000 2.41
52 [YAKFARI TL 1344 0. 2000 2. 41
53 |LVGFEPEDE 1396 0. 2000 2. 41
54 || APFATGGL 1426 0. 1000 1. 20
55 || VGERLATV 473 0. 1000 1. 20
56 \WFPVAPTT 610 - 0. 0500 0
57 |LESAPWLL 388 -0. 1000 0
58 VI TTPLI RD 289 - 0. 2000 0
59 | MAVAAQGLA 314 - 0. 2000 0
60 VAAQGLAAA 316 - 0. 2000 0
61 |LRGSTLQAG 638 - 0. 2000 0
62 I NI SAQVLL 1150 -0. 3000 0
63 [FLAARI AGR 371 - 0. 3000 [s
64 LPTLLPGGR 517 - 0. 3000 [s
65 IMLLDEGRLQ 712 - 0. 3000 0
66 | Q PRFCDH 42 - 0. 3200 [s
67 |LNSAGSTVH 780 - 0. 3200 [s
68 \VTI GSI VKI 793 - 0. 4000 [s
69 || RVGQPEMY '8 - 0. 5000 [s
70 VGACRQCLV 56 -0. 5000 0
71 VSSPSVCEH 233 -0. 5200 [s
72 \WRTQLTSE 85 -0. 6000 0
73 |VSYADLESA 383 - 0. 6000 0

ALLELE: Threshold for 3 %with score: |H ghest Score achi evabl e by any
DRB1_1106 2.0 peptide: 8.3
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 LLI NHPLDC 1106 4. 5000 54. 22
2 \WSLELRHS 594 3. 9000 46. 99
3 MAVRTQLTS 84 3..8000 45. 78
4 | VFLRLRKA 1407 3.8000 145. 78
5 | GSI VKI GA 795 3. 7000 44.58
6 || RAAELMG 34 3. 4000 140. 96
7 'VQ CPVGAL 210 2. 5000 30. 12
8 'VWWLPLNSA 775 2. 4000 28. 92
9 [FLRLRKAAR 1409 2.1000 25. 30
10 IVMELLLI NH 102 2.0800 25. 06
11 \VLPLNSAGS 777 2. 0000 24. 10
12 \VFLRLRKAA 1408 1. 9000 22. 89
13 | VARAQVCAA 531 1. 9000 22. 89
14 LM3 Q PRF 39 1. 8500 22. 29
15 \WLLVGFEP 393 1. 8000 21. 69
16 | LRKAARRHR 412 1. 8000 21. 69
117 M3 Q PRFC 40 1. 7000 20. 48
18 \WRLSPDTA 734 1. 7000 20. 48
119 ILAALLVGG 565 1. 6000 19. 28
20 |LRLRKAARR 1410 1. 5000 18. 07
21 \VHI AELPAA 540 1. 4500 17. 47
22 |LEPVGACRQ 53 1. 3000 |15. 66
23 IMERGALQQ 184 1. 3000 |15. 66
24 ILVI RAAELM 32 1. 2000 14. 46
25 | CPVGALTG 212 1. 2000 14. 46
26 VI | VGERLA 1471 1. 2000 14. 46
27 I | VGERLAT 472 1. 2000 14. 46
28 VFPVAPTTQ 611 1. 2000 14. 46
29 [VHRQLRVTI 787 1. 2000 14. 46
30 \VEGQRKPLA 66 1. 1500 13. 86
31 VGG EPADF 570 1. 1000 113. 25
32 |YRTFEPALR 631 1. 1000 13. 25
33 |FWSLELRH 593 1. 0800 13. 01
34 ILLLI NHPLD 105 1. 0500 112. 65
35 \VRTQLTSEI 86 1. 0000 112. 05
36 LG WDGKHA 679 1. 0000 12. 05
37 VI RAAELMG 33 0. 9000 10. 84
38 \VYTI APFAT 1423 0. 7000 8. 43
39 IMELLLI NHP 1103 0. 6000 7. 23
40 \LRHSTVTER 599 0. 6000 7. 23
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41 | LTGARMLL 706 0. 6000 7. 23
42 | YRFRARPFD 223 0. 5500 6. 63
43 |LLPGGRPLA 520 0. 5500 6.63
44 MW/TLTI DGV 15 0. 5000 6. 02
45 |LSAAARLAD 1485 0. 5000 6. 02
46 || DFRARPHS 357 0. 4500 5. 42
47 LTI DGVEI S 18 0. 4000 4. 82
48 |LCARCTRFS 165 0. 4000 4. 82
49 | LHKVBGRLI 1434 0. 4000 4. 82
50 ILAALG WDG 676 0. 4000 4. 82
51 'LQQVA YAD 1190 0. 2000 2. 41
52 |YAKFARI TL 344 0. 2000 2.41
53 LVGFEPEDE 1396 0. 2000 2. 41
54 | APFATGGL 426 0. 1000 1. 20
55 | VGERLATV 1473 0. 1000 1. 20
56 \WFPVAPTT 610 - 0. 0500 [s
57 |LESAPWLL 388 -0.1000 0
58 VI TTPLI RD 289 -0. 2000 0
59 MAVAAQGLA 1314 -0. 2000 0
60 [VAAQGLAAA 316 - 0. 2000 0
61 |LRGSTLQAG 638 - 0. 2000 0
62 I NI SAQULL 150 - 0. 3000 0
63 [FLAARI AGR 1371 -0. 3000 0
64 ILPTLLPGGR 517 - 0. 3000 [s
65 IMLLDEGRLQ 712 - 0. 3000 [s
66 | Q PRFCDH 42 - 0. 3200 0
67 |LNSAGSTVH 780 - 0. 3200 [s
68 \VTI GSI VK 793 - 0. 4000 [s
69 || RVGQPEMWY 8 - 0. 5000 [s
70 VGACRQCLV 56 - 0. 5000 [s
71 \VSSPSVCEH 233 -0.5200 0
72 \WRTQLTSE 85 -0. 6000 [s
73 |VSYADLESA 383 -0. 6000 0

ALLELE: Threshold for 3 %with score: |H ghest Score achi evabl e by any
DRB1_1107 2.1 peptide: 9.1

Rank Sequence At Position Score % of Highest Score I

63 of 107 2/1/2010 1:53 PM



Prediction Results

64 of 107

http://www.imtech.res.in/tmp/filel21.html

1 LTI DGVEI S 18 5. 5000 60. 44
2 || YADEPFES 1195 4.9000 53.85
3 |LLPGGRPLA 520 3. 5000 38. 46
4 LLI NHPLDC 1106 3. 4000 137.36
5 | RAAELMG 34 3. 2000 35.16
6 ILRHSTVTER 599 3. 2000 35.16
7 MLLDEGRLQ 712 3. 2000 35.16
8 'VQ CPVGAL 210 3.0000 132. 97
9 | GSI VKI GA 795 2. 9000 31.87
10 || RVGQPEW 8 2. 8000 130. 77
11 \VRTQLTSEI 86 2. 7700 130. 44
12 \VWRLSPDTA 734 2. 7000 29. 67
13 | LTGARMLL 706 2. 6000 28.57
14 \VTI GSI \WKI 793 2. 6000 28.57
15 LI RDGGDPK 1294 2. 5000 27. 47
16 LLVGG EPA 568 2. 5000 27. 47
117 [VHRQLRVTI 787 2. 4000 126. 37
18 VEGQRKPLA 66 2. 3000 25. 27
19 \WSLELRHS 594 2.3000 25. 27
20 VWL PLNSA 775 2. 2100 24. 29
21 LMG Q PRF 39 2. 2000 24.18
22 IMVRTQLTS 84 2. 2000 24.18
23 [VLVGGRVTW 1330 2. 2000 24.18
24 |LVGGRVTVE 331 2. 2000 24.18
25 || VFLRLRKA 407 2. 2000 24.18
26 \VHI AELPAA 540 2. 2000 24.18
27 ILRGSTLQAG 638 2. 2000 24.18
28 I | VGERLAT 472 2.1000 23. 08
29 ILVI RAAELM 32 2. 0000 21. 98
30 \VFPVAPTTQ 611 2. 0000 21. 98
31 LSPDTAAEI 737 2.0000 21.98
32 I NI SAQULL 1150 1. 9000 20. 88
33 | VARAQVCAA 531 1. 9000 20. 88
34 |VLLDRERCI 156 1. 7000 18. 68
35 MG Q PRFC 40 1. 6000 17.58
36 \WLLVGFEP 1393 1. 6000 117.58
37 [M/TLTI DGV 15 1. 5000 16. 48
38 LLLI NHPLD 1105 1. 4000 15. 38
39 LVSSPSVCE 232 1. 4000 15. 38
40 |LAGDDPEWN 261 1. 4000 15. 38
41 \WFPVAPTT 610 1. 4000 15. 38
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42 \VRLSPDTAA 735 1. 4000 15. 38
43 |LRKAARRHR 412 1. 3000 14. 29
44 [YFSGNTVQ 204 1. 2000 13.19
45 |LRLRKAARR 410 1. 2000 113.19
46 \VYTI APFAT 423 1. 2000 113.19
47 [FWSLELRH 593 1. 1800 112. 97
48 || AGDPFI DM 1176 1. 1000 112. 09
49 ' YRFRARPFD 223 1. 0000 10. 99
50 [FLRLRKAAR 1409 1. 0000 10. 99
51 ILAALLVGG 565 1. 0000 10. 99
52 \VHLGVPTVE 1662 1. 0000 10. 99
53 ILGVPTVEAA 664 1. 0000 110. 99
54 |LEPVGACRQ 53 0. 9000 9. 89
55 || DFRARPHS 1357 0. 9000 9. 89
56 \VFLRLRKAA 408 0. 9000 9. 89
57 \VTVSTSRGS 1753 0. 9000 9. 89
58 \VWLPLNSAGS 777 0. 9000 9.89
59 ILNSAGSTVH 1780 0. 8800 9. 67
60 |LQDGEPYLA 719 0. 8500 9. 34
61 |LATGAVGDL 1456 0. 8000 8.79
62 || VGERLATV 473 0. 8000 8.79
63 VEI SVPKGT 23 0. 7000 7.69
64 |LESAPWVLL 388 0. 7000 7. 69
65 VGG EPADF 570 0. 7000 7.69
66 | VATDDMVR 79 0. 6000 6.59
67 [VMELLLI NH 1102 0. 5800 6.37
68 [ WKCDKGRVA 272 0. 5000 5. 49
69 |VSYADLESA 383 0. 5000 5. 49
70 |LEAGALPTL 512 0. 5000 5. 49
71 IMELLLI NHP 1103 0. 4100 4.51
72 \LVGG EPAD 569 0. 4000 4. 40
73 | Q PRFCDH 42 0. 3800 4.18
74 ILRVTI GSI V 791 0. 3700 4. 07
75 | LRRLAGDDP 258 0. 3000 3.30
76 MAVAAQGLA 314 0. 3000 3.30
77 VI | VGERLA 471 0. 3000 3.30
78 \WRTQLTSE 85 0. 2000 2.20
79 || DVQERGAL 182 0. 2000 2.20
80 [FSGNTVQ C
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ALLELE:

DRB1_1114

Threshold for 3 % with score:
1.3

H ghest Score achi evabl e by any
pepti de:

8.4
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 \WSLELRHS 594 3. 8000 45. 24
2 || VFLRLRKA 1407 3. 7000 144. 05
3 M3 Q PRFC 40 3.3000 139. 29
4 |FVNVEEGRYR 624 2.8000 33.33
5 MWRTQLTS 84 2. 6000 30. 95
6 LLI NHPLDC 106 2. 5000 29. 76
7 |YRTFEPALR 631 2. 5000 29. 76
8 [FLRLRKAAR 1409 2. 4000 28. 57
9 | LRKAARRHR 412 2. 4000 28. 57
10 \VWLPLNSAGS 777 2.3000 127.38
11 | YRFRARPFD 223 2. 0000 23.81
12 |VFLRLRKAA 408 2. 0000 23.81
13 \VHI AELPAA 540 2.0000 23.81
14 |LCARCTRFS 165 1. 9000 22. 62
15 VWML PLNSA 775 1. 8000 21. 43
116 [VHRQLRVTI 787 1. 7000 120. 24
117 LVI RAAELM 32 1. 4000 16. 67
18 \VRTQLTSEI 86 1. 4000 16. 67
119 |LRLRKAARR 1410 1. 4000 16. 67
20 \WRLSPDTA 734 1. 2000 14. 29
21 | RAAELMG 34 1. 1000 113. 10
22 \WLLVGFEP 1393 1. 1000 113.10
23 |FWSLELRH 593 1. 0800 12. 86
24 LG WDGKHA 679 1. 0000 11. 90
25 | VARAQVCAA 531 0. 9000 10. 71
26 [FSGNTVQ C 205 0. 8000 9. 52
27 | LHKVBGRLI 1434 0. 8000 9. 52
28 | VEGQRKPLA 66 0. 7000 8.33
29 [FLAARI AGR 1371 0. 7000 8. 33
30 \VTVSTSRGS 753 0. 7000 8. 33
31 MLLDEGRLQ 712 0. 6000 7. 14
32 VI | VGERLA 1471 0. 5000 5. 95
33 |FI DVQERGA 181 0. 4000 4.76
34 'VQI CPVGAL 210 0. 4000 14.76
35 || YADEPFES 1195 0. 3000 3. 57
36 |YAKFARI TL 1344 0. 3000 3. 57
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37 MQERGALQQ 184 0. 1000 1. 19
38 \VWPRRAGER 501 0. 1000 1. 19
39 |LRHSTVTER 599 0. 1000 11.19
40 [YFSGNTVQ 204 -0. 1000 [s
41 [ WKCDKGRVA 272 -0.1000 0
42 || DFRARPHS 357 -0. 1000 [s
43 | LVGFEPEDE 1396 -0.1000 0
44 | GSI VKI GA 795 -0. 1000 [s
45 (\BHANAVAA 1310 - 0. 2000 0
46 VAAQGLAAA 316 - 0. 2000 [s
47 | FRARPHSAE 1359 - 0. 3000 0
48 || VGERLATV 473 - 0.3000 [s
49 [FPVAPTTQK 612 - 0. 4000 0
50 ILRGSTLQAG 638 - 0. 4000 0
51 \WRM_LDEGR 710 - 0. 4000 0
52 |FCDHPLLEP 47 - 0. 5000 [s
53 LI NHPLDCP 107 - 0. 5000 0
54 MGVHLGVPT 1660 - 0. 5000 0
55 LAALG WDG 676 - 0. 5000 0
56 |VGGRVTVED 332 - 0. 6000 0
57 [LESAPWLL 388 - 0. 6000 [s
58 [YLAGTARTP 725 - 0. 6000 0
59 \VEI SVPKGT 23 -0. 7000 0
60 I NI SAQULL 150 -0. 7000 [s
61 [FTYATQPDV 281 -0.7000 [s
62 I | VGERLAT 472 -0.7000 [
63 LAW/PRRAG 1499 -0. 7000 [s
64 |LLPGGRPLA 520 -0. 7000 [s
65 VFPVAPTTQ 611 -0. 7000 [s
66 \VTI GSI VKI 793 -0. 7000 [s
67 || AGRHVAVS 1376 - 0. 8000 0
68 \VYTI APFAT 423 - 0. 8000 [s
69 \VLLDRERCI 156 |- 0. 9000 [s
70 | YAYAKFAR 342 - 0. 9000 [s
71 \VPVYTI APF 421 -0. 9000 [s
72 \YTI APFATG 424 - 0. 9000 [s
73 IMBGRLI KTV 437 - 0. 9000 [s
74 IVMELLLI NH 102 -0. 9200 [s
75 |LNSAGSTVH - 0.

76 || RVGQPEW - 1.
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ALLELE:

DRB1_1120

Threshold for 3 %w th score:
2.1

Hi ghest Score achi evabl e by any
pepti de:

8.8
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |FVNVEGRYR 624 4. 3000 48. 86
2 \WSLELRHS 594 4. 2000 147.73
3 |YRTFEPALR 631 4. 0000 45. 45
4 |FLRLRKAAR 1409 3. 9000 44. 32
5 |LRKAARRHR 412 3. 9000 44. 32
6 || VFLRLRKA 1407 3. 7000 142. 05
7 MG Q PRFC 40 3.3000 137.50
8 | YRFRARPFD 223 3. 1000 35. 23
9 IMAVRTQLTS 84 3. 0000 34. 09
110 ILVI RAAELM 32 2. 9000 132. 95
11 |LRLRKAARR 1410 2.9000 132. 95
12 \VLPLNSAGS 777 2. 7000 30. 68
13 [VHRQLRVT! 787 2. 6000 29. 55
14 LLI NHPLDC 106 2. 5000 28. 41
15 \VRTQLTSEI 86 2.3000 26. 14
16 |LCARCTRFS 165 2.3000 26. 14
117 [FLAARI AGR 371 2. 2000 25. 00
18 \WLLVGFEP 1393 2. 1000 23. 86
19 | RAAELMG 34 2.0000 22.73
20 \VFLRLRKAA 1408 2.0000 22.73
21 \VHI AELPAA 540 2.0000 22.73
22 [ VWMLPLNSA 775 1. 8000 20. 45
23 | LHKVBGRLI 1434 1. 7000 19. 32
24 \VWPRRAGER 501 1. 6000 18.18
25 ILRHSTVTER 599 1. 6000 18.18
26 VQ CPVGAL 210 1. 3600 |15. 45
27 |LVGFEPEDE 1396 1. 3000 14. 77
28 [YAKFARI TL 1344 1. 2600 14. 32
29 \WRLSPDTA 734 1. 2000 13. 64
130 | FRARPHSAE 1359 1. 1000 112. 50
31 [VWRVLLDEGR 710 1. 1000 12. 50
32 \VTVSTSRGS 753 1. 1000 112. 50
33 M/TLTI DGV 15 1. 0000 11. 36
34 IMELLLI NHP 1103 1. 0000 111. 36
135 \VPVYTI APF 421 1. 0000 111. 36
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36 ILRGSTLQAG 638 1. 0000 111. 36
37 LG IDGKHA 679 1. 0000 111. 36
38 | VARAQVCAA 531 0. 9000 10. 23
39 ILAALG WDG 676 0. 9000 10. 23
40 'LM3 Q PRF 39 0. 8000 9. 09

41 [YFSGNTVQ 204 0. 8000 9. 09

42 [FSGNTVQ C 205 0. 8000 9. 09

43 VEGQRKPLA 66 0. 7000 7. 95

44 || YADEPFES 1195 0. 7000 7. 95

45 | VGERLATV 1473 0. 7000 7. 95

46 LAW/PRRAG 1499 0. 7000 7.95

47 |FCDHPLLEP 47 0. 5000 5. 68

48 LI NHPLDCP 107 0. 5000 5. 68

49 \VGGRVTVED 332 0. 5000 5. 68

50 \YTI APFATG 1424 0. 5000 5. 68

51 VI | VGERLA 471 0. 5000 5. 68

52 VGG EPADF 570 0. 5000 5.68

53 [FWSLELRH 593 0. 5000 5. 68

54 LTI DGVEI S 18 0. 4000 4. 55

55 || SAQVLLDR 152 0. 4000 4.55

56 |FI DMQERGA 181 0. 4000 4.55

57 [YLAGTARTP 725 0. 4000 4.55

58 |LESAPWVLL 1388 0. 3600 4. 09

59 [FTYATQPDV 281 0. 3000 3.41

60 || DFRARPHS 357 0. 3000 3.41

61 \V\EGRYRTFE 627 0. 3000 3.41

62 I NI SAQVLL 1150 0. 2600 2.95

63 VI RAAELMG 33 0. 2000 2. 27

64 LVSSPSVCE 1232 0. 2000 2. 27

65 |MGVHLGVPT 660 0. 2000 2. 27

66 \VTI GSI WKI 793 0. 2000 2. 27

67 |FATGGLHKM 429 0. 1000 1. 14

68 IMBGRLI KTV 437 0. 1000 1. 14

69 | LONQAVBNG 1125 - 0. 1000 [s

70 [WKCDKGRVA 272 -0.1000 [s

71 |LAAARGRTG 1321 -0. 1000 [s

72 \VYTI APFAT 423 -0.1000 [s

73

IMLLDEGRLQ
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ALLELE:
DRB1_1121

Threshold for 3 % with score:
1.8

H ghest Score achi evabl e by any

pepti de:

8.4
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‘Rank ‘Sequence ‘At Posi tion ‘Scor e ‘% of Hi ghest Score
1 \WSLELRHS 594 4. 8000 57. 14
2 | VFLRLRKA 1407 14,7000 55. 95
3 MG Q PRFC 40 4.3000 51. 19
4 MAWVRTQLTS 84 3. 6000 142. 86
5 LLI NHPLDC 1106 3. 5000 41. 67
6 |LRKAARRHR 1412 3. 4000 40. 48
7 |VFLRLRKAA 1408 3. 0000 35. 71
8 |LCARCTRFS 165 2. 9000 34. 52
9 VWWLPLNSA 775 2..8000 33.33
10 'VHRQLRVT! 787 2.7000 132. 14
11 ILVI RAAELM 32 2. 4000 28.57
12 \VRTQLTSEI 86 2. 4000 28. 57
13 |LRLRKAARR 1410 2. 4000 28. 57
14 \WRLSPDTA 734 2. 2000 26. 19
15 || RAAELMG 34 2. 1000 25. 00
16 \WLLVGFEP 393 2. 1000 25. 00
117 LG WDGKHA 679 2. 0000 23. 81
18 | VARAQVCAA 531 1. 9000 22. 62
19 | LHKVBGRLI 1434 1. 8000 21. 43
20 [FVNVEGRYR 624 1. 8000 21. 43
21 | VEGQRKPLA 66 1. 7000 20. 24
22 \VTVSTSRGS 753 1. 7000 120. 24
23 MLLDEGRLQ 712 1. 6000 119. 05
24 VI | VGERLA 471 1. 5000 117. 86
25 |YRTFEPALR 631 1. 5000 17. 86
26 VQ CPVGAL 210 1. 4000 16. 67
27 [FLRLRKAAR 1409 1. 4000 16. 67
28 || YADEPFES 195 1. 3000 |15. 48
29 \VLPLNSAGS 777 1. 3000 |15. 48
30 IMERGALQQ 184 1. 1000 13. 10
31 ILRHSTVTER 599 1. 1000 113. 10
32 MW/TLTI DGV 15 1. 0000 111. 90
33 LTI DGVEI S 18 1. 0000 11. 90
34 IMELLLI NHP 103 1. 0000 11. 90
35 ' YRFRARPFD 223 1. 0000 111. 90
36 \VHI AELPAA 540 1. 0000 111. 90
37 || DFRARPHS 357 0. 9000 10. 71
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38 | LVGFEPEDE 1396 0. 9000 10. 71
39 | GSI VKI GA 795 0. 9000 10. 71
40 [VAAQGLAAA 316 0. 8000 9.52
41 | VGERLATV 1473 0. 7000 8. 33
42 ILRGSTLQAG 638 0. 6000 7. 14
43 LI NHPLDCP 1107 0. 5000 5. 95
44 MGVHLGVPT 660 0. 5000 5. 95
45 ILAALG WDG 676 0. 5000 5. 95
46 \VGGRVTVED 1332 0. 4000 4.76
47 |LESAPWLL 1388 0. 4000 4.76
48 \VEI SVPKGT 23 0.3000 3. 57
49 I NI SAQULL 150 0. 3000 3.57
50 I | VGERLAT 472 0. 3000 3. 57
51 LAW/PRRAG 1499 0. 3000 3. 57
52 LLPGGRPLA 520 0. 3000 3. 57
53 \VFPVAPTTQ 611 0. 3000 3.57
54 \VTI GSI VKI 793 0. 3000 3.57
55 | AGRHVAVS 1376 0. 2000 2. 38
56 \VYTI APFAT 1423 0. 2000 2.38
57 \VLLDRERCI 156 0. 1000 11.19
58 \VPVYTI APF 421 0. 1000 11.19
59 IMBGRLI KTV 437 0. 1000 11.19
60 IVMELLLI NH 102 0. 0800 0.95
61 |FWSLELRH 593 0. 0800 0.95
62 |LNSAGSTVH 780 0. 0800 0.95
63 ILMG Q PRF 39 -0.1000 0
64 | SAQUVLLDR 152 -0.1000 [s
65 LLDRERCI L 157 -0. 1000 [s
66 [VLVGGRVTW 1330 -0.1000 [s
67 || Q PRFCDH 42 -0.1200 [s
68 VI RAAELMG 33 -0. 2000 0
69 [FSGNTVQI C 205 -0. 2000 [s
70 LVSSPSVCE 232 - 0. 2000 [s
71 |LRRLAGDDP 258 - 0. 2000 [s
72 LAALLVGG 565 -0. 2000 [s
73 |LASCTTVAT 73 - 0. 3000 [s
74 [FLAARI AGR 371 - 0. 3000 [s
75 |VSYADLESA 383 - 0.3000 0
76 LLVGG EPA 568 -0. 3000 [s
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ALLELE: Threshold for 3 %with score: |H ghest Score achievable by any
DRB1_ 1128 2.15 peptide: 8.7

[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 [FLRLRKAAR 1409 4. 6000 52. 87
2 |YRTFEPALR 631 3. 6000 141.38
3 LLI NHPLDC 106 3. 5000 40. 23
4 \WLPLNSAGS 777 3. 4000 139. 08
5 | RAAELMG 34 3.3000 137.93
6 \WSLELRHS 594 3.3000 137. 93
7 IMWRTQLTS 84 3. 2000 36. 78
8 || VFLRLRKA 1407 2.8000 132.18
9 'LM3 Q PRF 39 2. 7500 31. 61
110 || GSI VKI GA 795 2. 7000 31. 03
11 | YRFRARPFD 223 2. 6500 30. 46
112 VQ CPVGAL 210 2. 4600 28. 28
13 \VHI AELPAA 540 2. 4500 28. 16
14 |LRKAARRHR 1412 2.3000 126. 44
15 [FLAARI AGR 371 2. 2000 25. 29
116 | YAKFARI TL 344 2. 1600 24.83
117 |LRLRKAARR 1410 2.0000 22. 99
18 VGG EPADF 570 2.0000 22. 99
119 [FVNVEGRYR 624 1. 9000 21.84
20 \WLLVGFEP 1393 1. 8000 120. 69
21 \VWPRRAGER 501 1. 8000 120. 69
22 LVI RAAELM 32 1. 7000 19. 54
23 | CPVGALTG 212 1. 6000 18. 39
24 LAALLVGG 565 1. 5000 17. 24
25 |FWSLELRH 593 1. 5000 117. 24
26 \WRMLLDEGR 710 1. 5000 117. 24
27 VWWLPLNSA 775 1. 4000 16. 09
28 VI RAAELMG 33 1. 3000 14. 94
29 ILLLI NHPLD 105 1. 1500 113. 22
30 \LRHSTVTER 599 1. 1000 12. 64
31 \VHRQLRVT! 787 1. 1000 12. 64
32 \VRTQLTSEI 86 0. 9000 10. 34
33 |VFLRLRKAA 1408 0. 9000 10. 34
34 I 1 VGERLAT 472 0. 9000 10. 34
35 | VARAQVCAA 531 0. 9000 10. 34
36 [FARI TLGTN 347 0. 8000 9. 20

72 of 107 2/1/2010 1:53 PM



Prediction Results

73 of 107

http://www.imtech.res.in/tmp/filel21.html

37 ILAALG WDG 676 0. 8000 9. 20
38 [FTYATQPDV 281 0. 7500 8. 62
39 M3 Q PRFC 40 0. 7000 8.05
40 \WRLSPDTA 734 0. 7000 8. 05
41 IMELLLI NHP 1103 0. 6000 6. 90
42 |LVGFEPEDE 1396 0. 6000 6. 90
43 |LSAAARLAD 485 0. 6000 6. 90
44 | LTGARMLL 706 0. 5600 6. 44
45 MW/TLTI DGV 15 0. 5000 5.75
46 \VMELLLI NH 1102 0. 5000 5.75
47 | SAQULLDR 152 0. 5000 5.75
48 YTI APFATG 424 0. 5000 5.75
49 |FEPALRGST 634 0. 5000 5.75
50 \VYTI APFAT 1423 0. 4000 4. 60
51 LAW/PRRAG 1499 0. 4000 4. 60
52 ILQQVG YAD 1190 0. 3000 3. 45
53 |LHKVBGRLI 434 0. 3000 3.45
54 [FDLVSSPSV 230 0. 2500 2. 87
55 VI | VGERLA 1471 0. 2000 2.30
56 ILPTLLPGGR 517 0. 2000 2.30
57 |LRGSTLQAG 638 0. 2000 2.30
58 | VEGQRKPLA 66 0. 1500 11.72
59 [YFSGNTVQ 204 0. 1000 1. 15
60 || VGERLATV 473 0. 1000 1.15
61 || APFATGGL 426 0. 0600 0. 69
62 \VI TTPLI RD 289 -0.1000 [
63 \VPVYTI APF 421 -0.1000 [s
64 |LESAPWLL 388 - 0. 1400 [s
65 || DFRARPHS 357 -0.1500 [s
66 LTI DGVEI S 18 - 0. 2000 [s
67 \WRTQLTSE 85 -0. 2000 0
68 |LCARCTRFS 165 -0. 2000 [s
69 | FRARPHSAE 359 - 0. 2000 [s
70 VEI SVPKGT 23 - 0.3000 [s
71 |LAALDATGF 585 -0. 3000 [s
72 I NI SAQVLL 1150 - 0. 3400 [s
73 \WFPVAPTT 610 - 0. 3500 [s
74 |LEPVGACRQ 53 - 0. 4000 [s
75 || LCARCTRF 164 - 0. 4000 [s
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ALLELE:

DRB1_1301

Threshold for 3 % with score:

2.6

H ghest Score achi evabl e by any
pepti de:

8.8
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Rank 'Sequence /At Position Score 1% of Hi ghest Score
1 \WSLELRHS 594 /5. 2000 59. 09
2 |LRKAARRHR 412 14.9000 55. 68
3 || VFLRLRKA 407 4. 7000 53. 41
4 MG Q PRFC 40 4.3000 48. 86
5 IMWVRTQLTS 84 4. 0000 45. 45
6 LVI RAAELM 32 3. 9000 44. 32
7 |LRLRKAARR 410 3. 9000 44. 32
8 [VHRQLRVTI 787 3. 6000 40. 91
9 LLI NHPLDC 1106 3. 5000 139. 77
110 \VRTQLTSEI 86 3.3000 137.50
11 |LCARCTRFS 165 3. 3000 37. 50
12 | FVNVEGRYR 624 3. 3000 37. 50
13 \WLLVGFEP 393 3. 1000 35.23
14 || RAAELMG 34 3. 0000 34. 09
15 |VFLRLRKAA 408 3. 0000 34. 09
16 |YRTFEPALR 631 3. 0000 34.09
117 [FLRLRKAAR 1409 2. 9000 132.95
18 [VWWLPLNSA 775 2.8000 31. 82
119 | LHKVBGRLI 434 2. 7000 130. 68
20 ILRHSTVTER 599 2. 6000 29. 55
21 'VQ CPVGAL 210 2. 3600 26. 82
22 | LVGFEPEDE 396 2.3000 26. 14
23 \WRLSPDTA 734 2. 2000 25. 00
24 | YRFRARPFD 223 2. 1000 23. 86
25 \VTVSTSRGS 1753 2. 1000 23.86
26 MW/TLTI DGV 15 2.0000 22.73
27 IMELLLI NHP 1103 2.0000 22.73
28 \VPVYTI APF 421 2. 0000 22.73
29 ILRGSTLQAG 638 2.0000 22.73
30 LG VDGKHA 679 2.0000 22.73
31 | VARAQVCAA 531 1. 9000 21.59
32 LAALG WDG 676 1. 9000 21.59
33 LM3 Q PRF 39 1. 8000 20. 45
34 VEGQRKPLA 66 1. 7000 19. 32
35 || YADEPFES 1195 1. 7000 19. 32
36 | VGERLATV 473 1. 7000 19. 32
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37 LAW/PRRAG 1499 1. 7000 19. 32
38 \VWLPLNSAGS 777 1. 7000 19. 32
39 LI NHPLDCP 1107 1. 5000 17. 05
40 \VGGRVTVED 332 1. 5000 117.05
41 VI | VGERLA 471 1. 5000 117.05
42 VGG EPADF 570 1. 5000 117.05
43 LTI DGVEI S 18 1. 4000 15. 91
44 | SAQULLDR 152 1. 4000 115. 91
45 |LESAPWVLL 388 1. 3600 15. 45
46 || DFRARPHS 1357 1. 3000 14.77
47 I NI SAQVLL 1150 1. 2600 14. 32
48 VI RAAELMG 33 1. 2000 13. 64
49 LVSSPSVCE 232 1. 2000 13. 64
50 [FLAARI AGR 371 1. 2000 13. 64
51 MGVHLGVPT 660 1. 2000 13. 64
52 \VTI GSI VKI 793 1. 2000 13. 64
53 IMBGRLI KTV 437 1. 1000 12. 50
54 | RVGQPEW 8 1. 0000 11. 36
55 \VEI SVPKGT 23 1. 0000 11. 36
56 |VLLDRERCI 1156 1. 0000 11. 36
57 || LCARCTRF 164 1. 0000 11. 36
58 I | VGERLAT 472 1. 0000 11. 36
59 \WHI AELPAA 540 1. 0000 111.36
60 | LQNQAVBNG 1125 0. 9000 10. 23
61 |LAAARGRTG 321 0. 9000 10. 23
62 \VYTI APFAT 423 0. 9000 10. 23
63 MLLDEGRLQ 712 0. 9000 10. 23
64 I GSI VKI GA 795 0. 9000 10. 23
65 LLDRERCI L 157 0. 8600 9.77
66 |LRRLAGDDP 258 0. 8000 9.09
67 | TTPLI RDG 1290 0. 8000 9. 09
68 [VAAQGLAAA 316 0. 8000 9.09
69 |LVGGRVTVE 331 0. 8000 9.09
70 \WRTQLTSE 85 0. 7000 7.95
71 LAALLVGG 565 0. 7000 7.95
72 || AGRHVAVS 376 0. 6000 6. 82
73 \VWPRRAGER 501 0. 6000 6.82
74 |VGACRQCLV 56 0. 5000 5.68
75 |LSAAARLAD 485 0. 5000 5. 68
76 | LTGARMLL 706 0. 4600 5. 23
77 |LASCTTVAT 73 0. 4000 4. 55
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78

MQERGALQQ

1184

0. 4000

4. 55

79

|LAALDATGF

585

0. 4000

4. 55

80

\VSLELRHST

595

ALLELE:
DRB1_1302

Threshold for 3 %w th score:
2.1

Hi ghest Score achi evabl e by any
pepti de:

8.8
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |FVNVEGRYR 624 4. 3000 48. 86
2 \WSLELRHS 594 4. 2000 147.73
3 |YRTFEPALR 631 4. 0000 45. 45
4 [FLRLRKAAR 1409 3. 9000 44. 32
5 |LRKAARRHR 412 3. 9000 44. 32
6 || VFLRLRKA 1407 3. 7000 142. 05
7 MG Q PRFC 40 3.3000 137.50
8 | YRFRARPFD 223 3. 1000 35. 23
9 IMAVRTQLTS 84 3. 0000 34. 09
110 ILVI RAAELM 32 2. 9000 132. 95
11 |LRLRKAARR 1410 2.9000 132. 95
12 \VWLPLNSAGS 777 2. 7000 30. 68
13 [VHRQLRVT! 787 2. 6000 29. 55
14 LLI NHPLDC 106 2. 5000 28. 41
15 \VRTQLTSEI 86 2.3000 26. 14
16 |LCARCTRFS 165 2.3000 26. 14
117 [FLAARI AGR 371 2. 2000 25. 00
18 \WLLVGFEP 393 2. 1000 23. 86
19 | RAAELMG 34 2.0000 22.73
20 \VFLRLRKAA 1408 2.0000 22.73
21 \VHI AELPAA 540 2.0000 22.73
22 VWL PLNSA 775 1. 8000 120. 45
23 | LHKVBGRLI 1434 1. 7000 19. 32
24 \VWPRRAGER 501 1. 6000 18.18
25 ILRHSTVTER 599 1. 6000 18.18
26 'VQ CPVGAL 210 1. 3600 15. 45
27 |LVGFEPEDE 1396 1. 3000 14. 77
28 [YAKFARI TL 1344 1. 2600 14. 32
29 \WRLSPDTA 734 1. 2000 13. 64
130 | FRARPHSAE 1359 1. 1000 112. 50
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31 \WRM_LDEGR 710 1. 1000 112. 50
32 \VTVSTSRGS 753 1. 1000 112. 50
33 [M/TLTI DGV 15 1. 0000 11. 36
34 INELLLI NHP 1103 1. 0000 11. 36
35 \VPVYTI APF 421 1. 0000 111. 36
36 ILRGSTLQAG 638 1. 0000 11. 36
37 LG WDGKHA 679 1. 0000 111. 36
38 | VARAQVCAA 531 0. 9000 10. 23
39 ILAALG WDG 676 0. 9000 10. 23
40 'LM3 Q PRF 39 0. 8000 9. 09

41 [YFSGNTVQ 204 0. 8000 9.09

42 [FSGNTVQ C 205 0. 8000 9.09

43 VEGQRKPLA 66 0. 7000 7. 95

44 || YADEPFES 1195 0. 7000 7. 95

45 || VGERLATV 1473 0. 7000 7.95

46 LAWPRRAG 1499 0. 7000 7.95

47 |FCDHPLLEP 47 0. 5000 5.68

48 LI NHPLDCP 107 0. 5000 5. 68

49 \VGGRVTVED 332 0. 5000 5. 68

50 \YTI APFATG 424 0. 5000 5. 68

51 VI | VGERLA 471 0. 5000 5.68

52 VGG EPADF 570 0. 5000 5. 68

53 |FWSLELRH 593 0. 5000 5. 68

54 LTI DGVE! S 18 0. 4000 4.55

55 || SAQVLLDR 152 0. 4000 4.55

56 |FI DMQERGA 181 0. 4000 4.55

57 |YLAGTARTP 725 0. 4000 4. 55

58 |LESAPWLL 388 0. 3600 4. 09

59 [FTYATQPDV 281 0. 3000 3.41

60 || DFRARPHS 357 0. 3000 3.41

61 \\EGRYRTFE 627 0.3000 3. 41

62 I NI SAQULL 150 0. 2600 2.95

63 VI RAAELMG 33 0. 2000 2. 27

64 LVSSPSVCE 232 0. 2000 2. 27

65 MGVHLGVPT 660 0. 2000 2. 27

66 \VTI GSI WKI 793 0. 2000 2. 27

67 |FATGGLHKM 429 0. 1000 1. 14

68 IMBGRLI KTV 437 0. 1000 1. 14

69 |LONQAVBNG 1125 -0.1000 [s

70 V\NCDKGRWA 272 -0. 1000 [s

71 |LAAARGRTG 1321 -0.1000 0
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72 \VYTI APFAT 1423 -0.1000 0
73 MLLDEGRLQ 712 -0. 1000 [s
ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_1304 2.6 peptide: 9

78 of 107

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WSLELRHS 594 4. 8000 53. 33
2 || VFLRLRKA 407 4. 7000 52. 22
3 M3 Q PRFC 40 4.3000 147.78
4 LVGFEPEDE 396 3. 9000 43.33
5 | YRFRARPFD 223 3. 7000 41,11
6 IMAVRTQLTS 84 3. 6000 40. 00
7 ILVI RAAELM 32 3. 5000 138. 89
8 LLI NHPLDC 1106 3. 5000 38. 89
9 | LRKAARRHR 412 3. 4000 137.78
110 | VGGRVTWED 332 3.1000 34. 44
11 |VFLRLRKAA 408 3. 0000 33.33
12 |LCARCTRFS 1165 2. 9000 32. 22
13 [VHRQLRVTI 787 2. 9000 32. 22
14 LVSSPSVCE 232 2. 8000 31.11
15 VWL PLNSA 775 2. 8000 31.11
16 \VRTQLTSEI 86 2. 6000 28. 89
117 \WLLVGFEP 393 2. 5000 27.78
18 VQ CPVGAL 210 2. 4000 26. 67
119 |LVGGRVTVE 331 2. 4000 126. 67
20 |LRLRKAARR 410 2. 4000 26. 67
21 MLLDEGRLQ 712 2. 4000 26. 67
22 | RAAELMG 134 2.3000 25.56
23 \WRTQLTSE 85 2.3000 25. 56
24 \WRLSPDTA 734 2. 2000 24. 44
25 |LSAAARLAD 485 2. 1000 23.33
26 | LHKVBGRLI 434 2.0000 22. 22
27 LG WDGKHA 679 2.0000 22. 22
28 | MOERGALQQ 1184 1. 9000 21.11
29 VARAQVCAA 531 1. 9000 21.11
130 ILRGSTLQAG 638 1. 9000 21.11
31 ILLLI NHPLD 1105 1. 8000 20. 00

2/1/2010 1:53 PM



Prediction Results

79 of 107

http://www.imtech.res.in/tmp/filel21.html

32 LQQVG YAD 1190 1. 8000 20. 00
33 |FVAVEEGRYR 1624 1. 8000 20. 00
34 ILAALG WDG 676 1. 8000 20. 00
35 VEGQRKPLA 66 1. 7000 18. 89
36 | FRARPHSAE 1359 1. 7000 18. 89
37 \VTVSTSRGS 753 1. 7000 18. 89
38 LAW/PRRAG 1499 1. 6000 117.78
39 VI | VGERLA 471 1. 5000 16. 67
40 'YRTFEPALR 631 1. 5000 16. 67
41 INELLLI NHP 1103 1. 4000 15. 56
42 \VLRRLAGDD 257 1. 4000 15. 56
43 |LESAPWLL 388 1. 4000 15. 56
44 [FLRLRKAAR 1409 1. 4000 15.56
45 MGVHLGVPT 660 1. 4000 15.56
46 LTGARMLLD 707 1. 4000 15. 56
47 [MWTLTI DGV 15 1. 3000 14. 44
48 IVMELLLI NH 1102 1. 3000 14. 44
49 I NI SAQULL 1150 1. 3000 14. 44
50 || YADEPFES 1195 1. 3000 14. 44
51 |FVWSLELRH 593 1. 3000 14. 44
52 \VLPLNSAGS 777 1. 3000 14. 44
53 |LNSAGSTVH 780 1. 3000 14. 44
54 VEI SVPKGT 23 1. 2000 13.33
55 ||| VGERLAT 472 1. 2000 13. 33
56 \VHLGVPTVE 1662 1. 2000 13.33
57 VI RAAELMG 33 1. 1000 12. 22
58 | Q PRFCDH 42 1. 1000 12. 22
59 \VYTI APFAT 423 1. 1000 12. 22
60 |LRHSTVTER 599 1. 1000 12. 22
61 \VFPVAPTTQ 611 1. 1000 112. 22
62 LTI DGVEI S 18 1. 0000 111.11
63 \VPVYTI APF 421 1. 0000 11.11
64 || VGERLATV 473 1. 0000 111.11
65 \VHI AELPAA 540 1. 0000 11.11
66 LLDEGRLQD 713 1. 0000 111.11
67 LI NHPLDCP 1107 0. 9000 10. 00
68 LLDRERCI L 1157 0. 9000 10. 00
69 |VSSPSVCEH 233 0. 9000 10. 00
70 || DFRARPHS 1357 0. 9000 10. 00
71 \\EGRYRTFE 627 0. 9000 10. 00
72 I GSI VKI GA 795 0. 9000 110. 00
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73 ILM3 Q PRF 39 0. 8000 8. 89
74 |LEPVGACRQ 53 0. 8000 8. 89
75 | LQNQAVBNG 1125 0. 8000 '8.89
76 \VAAQGLAAA 316 0. 8000 8. 89
77 |LAAARGRTG 321 0. 8000 8. 89
78 [VLVGGRVTW 1330 0. 8000 8. 89
79 VI TTPLI RD

80 | TTPLI RDG

ALLELE
DRB1_1305

Threshold for 3 %w th score:

2.2

Hi ghest Score achi evabl e by any

pepti de:

8.7

80 of 107

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FLRLRKAAR 1409 4. 6000 52. 87
2 'YRTFEPALR 631 3. 6000 41. 38
3 LLI NHPLDC 106 3. 5000 40. 23
4 \VLPLNSAGS 777 3. 4000 39. 08
5 || RAAELMG 34 3.3000 137. 93
6 \WSLELRHS 594 3.3000 137. 93
7 IMWVRTQLTS 84 3. 2000 36. 78
8 || VFLRLRKA 1407 2. 8000 32.18
9 'LMG Q PRF 39 2. 7500 31. 61
10 | GSI VKI GA 795 2. 7000 31. 03
11 | YRFRARPFD 223 2. 6500 30. 46
12 VQ CPVGAL 210 2. 4600 28. 28
13 \VHI AELPAA 540 2. 4500 28.16
14 |LRKAARRHR 412 2.3000 26. 44
15 [FLAARI AGR 1371 2. 2000 25. 29
16 [YAKFAR! TL 344 2. 1600 24.83
117 |LRLRKAARR 1410 2. 0000 22. 99
18 VGG EPADF 570 2.0000 22. 99
119 |FVAVEEGRYR 624 1. 9000 21. 84
20 \WLLVGFEP 1393 1. 8000 120. 69
21 \VWPRRAGER 501 1. 8000 120. 69
22 ILVI RAAELM 32 1. 7000 19. 54
23 | CPVGALTG 212 1. 6000 18. 39
24 LAALLVGG 565 1. 5000 117. 24
25 |FWSLELRH 593 1. 5000 117. 24
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26 \WRM_LDEGR 710 1. 5000 117. 24
27 VWWLPLNSA 775 1. 4000 16. 09
28 VI RAAELMG 33 1. 3000 14. 94
29 ILLLI NHPLD 105 1. 1500 13. 22
130 LRHSTVTER 599 1. 1000 12. 64
31 \VHRQLRVT! 787 1. 1000 12. 64
32 \VRTQLTSEI 86 0. 9000 10. 34
33 \VFLRLRKAA 1408 0. 9000 10. 34
34 I | VGERLAT 472 0. 9000 10. 34
35 | VARAQVCAA 531 0. 9000 110. 34
36 [FARI TLGTN 347 0. 8000 9. 20

37 ILAALG VDG 676 0. 8000 9. 20

38 [FTYATQPDV 281 0. 7500 8. 62

39 M3 Q PRFC 40 0. 7000 8. 05

40 \WRLSPDTA 734 0. 7000 8. 05

41 IMELLLI NHP 103 0. 6000 6.90

42 LVGFEPEDE 1396 0. 6000 6.90

43 |LSAAARLAD 485 0. 6000 6. 90

44 | LTGARMLL 706 0. 5600 6. 44

45 IMW/TLTI DGV 15 0. 5000 5.75

46 [VMELLLI NH 102 0. 5000 5.75

47 | SAQVLLDR 152 0. 5000 5.75

48 \YTI APFATG 1424 0. 5000 5.75

49 |FEPALRGST 634 0. 5000 5.75

50 \VYTI APFAT 423 0. 4000 4. 60

51 |LAWPRRAG 1499 0. 4000 4. 60

52 LQQVG YAD 1190 0. 3000 3. 45

53 |LHKVBGRLI 434 0. 3000 3. 45

54 |FDLVSSPSV 230 0. 2500 2. 87

55 VI | VGERLA 471 0. 2000 2.30

56 LPTLLPGGR 517 0. 2000 2.30

57 |LRGSTLQAG 638 0. 2000 2.30

58 | VEGQRKPLA 66 0. 1500 11.72

59 [YFSGNTVQ 204 0. 1000 11.15

60 | VGERLATV 1473 0. 1000 1. 15

61 || APFATGGL 1426 0. 0600 0. 69

62 VI TTPLI RD 289 -0.1000 [s

63 \VPVYTI APF 421 -0.1000 [s

64 |LESAPWVLL 1388 -0.1400 [s

65 || DFRARPHS 357 -0.1500 [s

66 LTI DGVEI S 18 -0. 2000 0
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67 \WRTQLTSE 85 -0. 2000 0
68 |LCARCTRFS 165 - 0. 2000 [s
69 | FRARPHSAE 359 - 0. 2000 0
70 \VEI SVPKGT 23 - 0. 3000 [s
71 |LAALDATGF 585 -0. 3000 0
72 I NI SAQVLL 1150 - 0. 3400 [s
73 \WFPVAPTT 610 -0.3500 0
74 |LEPVGACRQ 53 - 0. 4000 [s
75 || LCARCTRF 164 - 0. 4000 0

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_ 1307 0.6 peptide: 6.8

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 [FLRLRKAAR 1409 3.1000 45. 59
2 \VWLPLNSAGS 777 3. 0000 44,12
3 \WSLELRHS 594 2. 7000 39. 71
4 || VFLRLRKA 1407 2. 6000 38. 24
5 'YRTFEPALR 631 2.1000 130. 88
6 LLI NHPLDC 106 1. 7000 25. 00
7 VQ CPVGAL 210 1. 4000 20. 59
8 \VHI AELPAA 540 1. 3000 119. 12
9 VWWLPLNSA 775 1. 1000 16. 18
10 | GSI VKI GA 795 1. 1000 16. 18
11 IMVRTQLTS 84 1. 0000 114. 71
12 \WRLSPDTA 734 1. 0000 114. 71
13 | VARAQVCAA 531 0. 9000 113. 24
14 || RAAELMG 34 0. 8000 111. 76
15 [FLAARI AGR 1371 0. 7000 110. 29
16 | LRKAARRHR 412 0. 6000 8. 82
117 M3 Q PRFC 40 0. 5000 7.35
18 |LRLRKAARR 1410 0. 5000 7.35
19 ILAALLVGG 565 0. 5000 7.35
20 | YRFRARPFD 223 0. 4000 5. 88
21 |LEPVGACRQ 53 0. 3000 4. 41
22 \WLLVGFEP 1393 0. 3000 4. 41
23 \VFLRLRKAA 1408 0. 3000 4. 41
24 |FWSLELRH 593 0. 2800 4. 12
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25 \VWPRRAGER 501 0. 2000 2. 94
26 |FVAVEEGRYR 624 0. 2000 2. 94
27 VGG EPADF 570 0. 1000 1. 47
28 [FSGNTVQ C 205 -0. 1000 [s
29 [FARI TLGTN 347 -0.1000 0
130 M/TLTI DGV 15 - 0. 2000 [s
31 ILM3 Q PRF 39 -0. 3000 0
32 |FEPALRGST 634 - 0. 3000 [s
33 'VHRQLRVT] 787 - 0. 3000 0
134 [YAKFARI TL 1344 - 0. 4000 [s
35 IVMELLLI NH 102 - 0. 5200 0
36 LG WDGKHA 679 - 0. 6000 [s
37 IMELLLI NHP 103 -0. 7000 0
38 |LCARCTRFS 165 - 0. 8000 0
39 \VYTI APFAT 1423 - 0. 8000 0
40 |LHKVBGRLI 434 - 0. 8000 [s
41 ILVI RAAELM 32 - 0. 9000 0
42 [ YAYAKFAR 342 -0. 9000 0
43 \YTI APFATG 1424 -0.9000 0
44 || VGERLATV 473 - 0. 9000 0
45 \VFPVAPTTQ 611 - 0. 9000 0
46 | VEGQRKPLA 66 - 1. 0000 0
47 | YADLESAPV 385 - 1. 0000 [
48 || APFATGGL 426 - 1. 0000 [s
49 LLLI NHPLD 105 -1.1000 [s
50 ILATVPGGLS 478 -1.1000 0
51 \WRM_LDEGR 710 -1.1000 [s
52 |FI DVQERGA 181 - 1. 2000 [s
53 WBHAMAVAA 310 -1. 2000 [s
54 [VAAQGLAAA 316 -1. 2000 [s
55 LAW/PRRAG 1499 -1.2000 0
56 VTVSTSRGS 753 -1. 2000 [s
57 [YFSGNTVQ 204 -1. 3000 [s
58 [ MAVAAQGLA 314 -1. 3000 [s
59 LRGSTLQAG 638 -1. 3000 [s
60 | Q PRFCDH 42 -1.3200 [s
61 |LRRLAGDDP 258 - 1. 4000 [s
62 [FTYATQPDV 281 - 1. 4000 [s
63 LPTLLPGGR 517 -1. 4000 [s
64 ILAALG WG 676 - 1. 4000 [s
65 VGACRQCLV 56 -1. 5000 0
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66 MQERGALQQ 184 -1. 5000 0
67 'LQQVG YAD 1190 -1. 5000 [s
68 || YADEPFES 195 -1. 5000 0
69 ILRHSTVTER 599 -1. 5000 [s
70 MLLDEGRLQ 712 -1. 5000 0
71 \VSSPSVCEH 233 -1.5200 [s
72 \VEI SVPKGT 23 - 1. 6000 0
73 | CPVGALTG 212 -1. 6000 [s
74 | FRARPHSAE 1359 -1. 6000 0
75 |LESAPWLL 1388 -1. 6000 [s
76 LLATPGAVI 1464 -1.6000 0
77 I | VGERLAT 472 - 1. 6000 [s

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_1311 2.0 peptide: 8.3

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 LLI NHPLDC 106 4.5000 54. 22
2 \WSLELRHS 594 3.9000 46. 99
3 IMWVRTQLTS 84 3. 8000 45. 78
4 || VFLRLRKA 407 3. 8000 45. 78
5 || GSI VKI GA 795 3. 7000 44. 58
6 | RAAELMG 34 3. 4000 140. 96
7 'VQ CPVGAL 210 2. 5000 30. 12
8 VWL PLNSA 775 2. 4000 28. 92
9 |FLRLRKAAR 1409 2. 1000 25. 30
10 IVMELLLI NH 1102 2.0800 25. 06
11 \WLPLNSAGS 777 2.0000 24.10
12 \VFLRLRKAA 1408 1. 9000 22. 89
13 | VARAQVCAA 531 1. 9000 22. 89
14 'LM3 Q PRF 39 1. 8500 22. 29
15 \WLLVGFEP 1393 1. 8000 21. 69
16 |LRKAARRHR 412 1. 8000 21. 69
117 MG Q PRFC 40 1. 7000 20. 48
18 \WRLSPDTA 734 1. 7000 20. 48
119 LAALLVGG 565 1. 6000 119. 28
20 |LRLRKAARR 1410 1. 5000 18. 07
21 \WHI AELPAA 540 1. 4500 17. 47
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22 |LEPVGACRQ 53 1. 3000 15. 66
23 | MOERGALQQ 184 1. 3000 15. 66
24 ILVI RAAELM 32 1. 2000 14. 46
25 | CPVGALTG 212 1. 2000 14. 46
26 VI | VGERLA 471 1. 2000 14. 46
27 I 1 VGERLAT 472 1. 2000 14. 46
28 \VFPVAPTTQ 611 1. 2000 14. 46
29 'VHRQLRVT! 787 1. 2000 14. 46
30 VEGQRKPLA 66 1. 1500 13. 86
31 VGG EPADF 570 1. 1000 113. 25
32 |YRTFEPALR 631 1. 1000 113. 25
33 |FWSLELRH 593 1. 0800 13. 01
34 ILLLI NHPLD 105 1. 0500 112. 65
35 \VRTQLTSEI 86 1. 0000 112. 05
36 LG WDGKHA 679 1. 0000 112. 05
37 VI RAAELMG 33 0. 9000 10. 84
38 \VYTI APFAT 423 0. 7000 8. 43

39 INELLLI NHP 103 0. 6000 7. 23

40 LRHSTVTER 599 0. 6000 7. 23

41 || LTGARMLL 706 0. 6000 7.23

42 | YRFRARPFD 223 0. 5500 6.63

43 |LLPGGRPLA 520 0. 5500 6.63

44 MW/TLTI DGV 15 0. 5000 6. 02

145 |LSAAARLAD 485 0. 5000 6. 02

46 || DFRARPHS 357 0. 4500 5. 42

47 LTI DGVEI S 18 0. 4000 4. 82

48 |LCARCTRFS 165 0. 4000 4. 82

49 | LHKIVBGRLI 434 0. 4000 4. 82

50 ILAALG WDG 676 0. 4000 4. 82

51 ILQQVG YAD 1190 0. 2000 2.41

52 |YAKFARI TL 1344 0. 2000 2. 41

53 |LVGFEPEDE 1396 0. 2000 2.41

54 || APFATGGL 426 0. 1000 11.20

55 || VGERLATV 473 0. 1000 1. 20

56 \WFPVAPTT 610 -0. 0500 [s

57 |LESAPWVLL 1388 -0. 1000 [s

58 VI TTPLI RD 289 - 0. 2000 [s

59 [ MAVAAQGLA 314 -0. 2000 [s

60 VAAQGLAAA 316 -0. 2000 [s

61 ILRGSTLQAG 638 - 0. 2000 [s

62 I NI SAQVLL 1150 - 0. 3000 0
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63 [FLAARI AGR 1371 -0. 3000 0
64 \LPTLLPGGR 517 - 0. 3000 [s
65 IMLLDEGRLQ 712 - 0. 3000 0
66 | Q PRFCDH 42 - 0. 3200 [s
67 |LNSAGSTVH 780 - 0. 3200 0
68 \VTI GSI \WKI 793 - 0. 4000 [s
69 || RVGQPEW 8 - 0. 5000 0
70 VGACRQCLV 56 - 0. 5000 [s
71 \VSSPSVCEH 233 - 0. 5200 0
72 \WRTQLTSE 85 - 0. 6000 [s
73 |VSYADLESA 383 - 0. 6000 0

ALLELE
DRB1_1321

Threshold for 3 %wi th score:

2.2

Hi ghest Score achi evabl e by any
pepti de:

8.9
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‘Rank ‘Sequence ]At Posi tion ‘Scor e ]% of Hi ghest Score
1 | YRFRARPFD 223 4. 2500 47.75
2 LLI NHPLDC 106 3. 5000 39. 33
3 |FWSLELRH 593 3.3000 137. 08
4 [FLRLRKAAR 1409 3. 1000 34.83
5 \V\LPLNSAGS 777 3. 0000 33. 71
6 \WSLELRHS 594 2. 9000 32. 58
7 MAVRTQLTS 84 2..8000 31. 46
8 | VFLRLRKA 1407 2.8000 31. 46
[ LLLI NHPLD 105 2. 7500 30. 90
110 |1 GSI VKI GA 795 2. 7000 30. 34
11 | RAAELMG 34 2. 6000 29. 21
112 'VQ CPVGAL 210 2. 5000 28. 09
13 \VHI AELPAA 540 2. 4500 27.53
14 [VMELLLI NH 102 2.3000 25. 84
15 [YAKFARI TL 344 2. 2000 24. 72
16 LVGFEPEDE 1396 2. 2000 24.72
117 |LSAAARLAD 1485 2. 2000 24. 72
18 |YRTFEPALR 631 2.1000 23. 60
19 [FARI TLGTN 347 2.0000 22. 47
20 'LQQVG YAD 1190 1. 9000 21.35
21 LM3 Q PRF 39 1. 7500 19. 66
22 | CPVGALTG 212 1. 5000 16. 85
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23 VI TTPLI RD 289 1. 5000 16. 85
24 \WRTQLTSE 85 1. 4000 115. 73
25 | FRARPHSAE 359 1. 4000 15. 73
26 VWWLPLNSA 775 1. 4000 15. 73
27 LVI RAAELM 32 1. 3000 14. 61
28 VI RAAELMG 33 1. 2000 13. 48
29 |LVSSPSVCE 232 1. 2000 13.48
30 \WLLVGFEP 1393 1. 2000 13. 48
31 |LEPVGACRQ 53 1. 1000 112. 36
32 | MOERGALQQ 184 1. 1000 112. 36
33 || | VGERLAT 472 1. 1000 112. 36
34 |VCAAVHI AE 536 1. 0000 111. 24
35 VGG EPADF 570 1. 0000 111. 24
36 \VFPVAPTTQ 611 1. 0000 111. 24
37 \VFLRLRKAA 1408 0. 9000 10. 11
38 LI KTVPGGE 441 0. 9000 10. 11
39 | VARAQVCAA 531 0. 9000 10. 11
40 |LVGGRVTVEE 331 0. 8000 8. 99
41 |LRKAARRHR 1412 0. 8000 8. 99
42 ILAALLVGG 565 0. 8000 8.99
43 M3 Q PRFC 40 0. 7000 7. 87
44 [FLAARI AGR 371 0. 7000 7. 87
45 |FEPALRGST 634 0. 7000 7. 87
46 ILAALG VDG 676 0. 7000 7. 87
47 LTGARMLLD 707 0. 7000 7. 87
48 \WRLSPDTA 734 0. 7000 7. 87
49 'VLRRLAGDD 257 0. 6000 6. 74
50 \VYTI APFAT 423 0. 6000 6. 74
51 \V\EGRYRTFE 627 0. 6000 6.74
52 | LTGARMLL 706 0. 6000 6. 74
53 |LRLRKAARR 1410 0. 5000 5. 62
54 |LLDEGRLQD 713 0. 5000 5. 62
55 |VGGRVTVED 332 0. 4000 4. 49
56 \YTI APFATG 424 0. 4000 4. 49
57 |FVNVEEGRYR 624 0. 4000 4. 49
58 \VHRQLRVT! 787 0. 4000 4. 49
59 |LAWPRRAG 1499 0. 3000 3.37
60 \VWPRRAGER 501 0. 3000 3.37
61 \VRTQLTSEI 86 0. 2000 2. 25
62 VI | VGERLA 471 0. 2000 2. 25
63 \VPTVEAARE 666 0. 2000 2. 25
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64 \VEGQRKPLA 66 0. 1500 1. 69
65 || APFATGGL 1426 0. 1000 1. 12
66 |LRGSTLQAG 638 0. 1000 11.12
67 [FTYATQPDV 281 0. 0500 0. 56
68 \VEI SVPKGT 23 -0.1000 0
69 | Q PRFCDH 42 -0. 1000 [s
70 |LESAPWLL 388 -0. 1000 0
71 ILNSAGSTVH 780 -0. 1000 [s
72 \WFPVAPTT -

73 MW/TLTI DGV -

ALLELE
DRB1_1322

Threshold for 3 %wi th score:
1.8

Hi ghest Score achi evabl e by any

pepti de:

8.4
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WSLELRHS 594 4.8000 57.14
2 || VFLRLRKA 1407 4. 7000 55. 95
3 M3 Q PRFC 40 4.3000 51. 19
4 MAVRTQLTS 84 3. 6000 142. 86
5 LLI NHPLDC 106 3. 5000 41. 67
6 | LRKAARRHR 412 3. 4000 40. 48
7 | VFLRLRKAA 408 3. 0000 35.71
8 |LCARCTRFS 165 2.9000 34. 52
9 VWWLPLNSA 775 2.8000 133.33
110 [VHRQLRVTI 787 2. 7000 32.14
11 ILVI RAAELM 32 2. 4000 28. 57
12 \VRTQLTSEI 86 2. 4000 28.57
13 |LRLRKAARR 1410 2. 4000 28.57
14 \WRLSPDTA 734 2. 2000 26. 19
15 || RAAELMGI 34 2.1000 25. 00
16 \WLLVGFEP 1393 2.1000 25. 00
117 LG VDGKHA 679 2.0000 23.81
18 | VARAQVCAA 531 1. 9000 22. 62
119 | LHKVBGRLI 1434 1. 8000 21.43
20 [FVNVEEGRYR 624 1. 8000 21. 43
21 VEGQRKPLA 66 1. 7000 120. 24
22 \VTVSTSRGS 753 1. 7000 120. 24
23 MLLDEGRLQ 712 1. 6000 119. 05
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24 VI | VGERLA 1471 1. 5000 117. 86
25 |YRTFEPALR 631 1. 5000 117. 86
26 VQ CPVGAL 210 1. 4000 |16. 67
27 [FLRLRKAAR 1409 1. 4000 16. 67
28 || YADEPFES 1195 1. 3000 15. 48
29 \VWLPLNSAGS 777 1. 3000 15. 48
30 IMERGALQQ 184 1. 1000 113. 10
31 ILRHSTVTER 599 1. 1000 113. 10
32 MW/TLTI DGV 15 1. 0000 111. 90
33 LTI DGVEI S 18 1. 0000 111. 90
34 IMELLLI NHP 103 1. 0000 111. 90
35 | YRFRARPFD 223 1. 0000 11. 90
36 \WHI AELPAA 540 1. 0000 111. 90
37 || DFRARPHS 357 0. 9000 10. 71
38 | LVGFEPEDE 1396 0. 9000 10. 71
39 | GSI VKI GA 795 0. 9000 10. 71
40 [VAAQGLAAA 316 0. 8000 9.52

41 | VGERLATV 1473 0. 7000 8. 33

42 ILRGSTLQAG 638 0. 6000 7. 14

43 LI NHPLDCP 107 0. 5000 5.95

44 |MGVHLGVPT 660 0. 5000 5.95

145 ILAALG VDG 676 0. 5000 5.95

46 VGGRVTVED 332 0. 4000 14.76

47 |LESAPWLL 388 0. 4000 4.76

48 \VEI SVPKGT 23 0. 3000 3.57

49 I NI SAQULL 150 0. 3000 3.57

50 I 1 VGERLAT 472 0. 3000 3. 57

51 |LAWPRRAG 1499 0. 3000 3.57

52 |LLPGGRPLA 520 0. 3000 3.57

53 \VFPVAPTTQ 611 0. 3000 3.57

54 \VTI GSI WKI 793 0.3000 3. 57

55 || AGRHVAVS 1376 0. 2000 2.38

56 \VYTI APFAT 423 0. 2000 2.38

57 \VLLDRERCI 156 0. 1000 11.19

58 \VPVYTI APF 421 0. 1000 1. 19

59 IMBGRLI KTV 437 0. 1000 1. 19

60 [VMELLLI NH 102 0. 0800 0.95

61 |FWSLELRH 593 0. 0800 0.95

62 |LNSAGSTVH 780 0. 0800 0. 95

63 'LM3 Q PRF 39 -0. 1000 [s

64 | SAQUVLLDR 152 -0.1000 0
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65 |LLDRERCI L 157 -0.1000 0
66 VLVGGRVTW 1330 -0. 1000 [s
67 || Q PRFCDH 42 -0.1200 0
68 VI RAAELMG 33 - 0. 2000 [s
69 [FSGNTVQ C 205 - 0. 2000 0
70 |LVSSPSVCE 232 - 0. 2000 [s
71 |LRRLAGDDP 258 - 0. 2000 0
72 ILAALLVGG 565 - 0. 2000 [s
73 |LASCTTVAT 73 - 0. 3000 0
74 [FLAARI AGR 1371 - 0. 3000 [s
75 |VSYADLESA 383 - 0. 3000 0
76 LLVGG EPA 568 - 0. 3000 [s

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_1323 1.3 peptide: 8.4

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WSLELRHS 594 3. 8000 45. 24
2 | VFLRLRKA 1407 3. 7000 144. 05
3 M3 Q PRFC 40 3.3000 139. 29
4 | FVNVEGRYR 624 2. 8000 33. 33
5 IMWRTQLTS 84 2. 6000 30. 95
6 LLI NHPLDC 106 2. 5000 29. 76
7 |YRTFEPALR 631 2. 5000 129. 76
8 [FLRLRKAAR 1409 2. 4000 28. 57
9 | LRKAARRHR 412 2. 4000 28. 57
10 \VWLPLNSAGS 777 2.3000 27.38
11 | YRFRARPFD 223 2.0000 23.81
12 \VFLRLRKAA 1408 2.0000 23.81
13 \VHI AELPAA 540 2. 0000 23. 81
14 |LCARCTRFS 165 1. 9000 22. 62
15 VWWLPLNSA 775 1. 8000 21.43
16 'VHRQLRVT! 787 1. 7000 120. 24
117 LVI RAAELM 32 1. 4000 16. 67
18 \VRTQLTSEI 86 1. 4000 16. 67
119 |LRLRKAARR 1410 1. 4000 16. 67
20 \WRLSPDTA 734 1. 2000 14. 29
21 || RAAELMG 34 1. 1000 113.10
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22 \WLLVGFEP 1393 1. 1000 113.10
23 |FWSLELRH 593 1. 0800 112. 86
24 LG WDGKHA 679 1. 0000 11. 90
25 | VARAQVCAA 531 0. 9000 10. 71
26 [FSGNTVQ C 205 0. 8000 9. 52
27 | LHKVBGRLI 1434 0. 8000 9. 52
28 | VEGQRKPLA 66 0. 7000 8.33
29 [FLAARI AGR 1371 0. 7000 8. 33
30 \VTVSTSRGS 753 0. 7000 8. 33
31 MLLDEGRLQ 712 0. 6000 7. 14
32 VI | VGERLA 471 0. 5000 5.95
33 |FI DMQERGA 181 0. 4000 14.76
34 'VQ CPVGAL 210 0. 4000 4.76
35 || YADEPFES 1195 0. 3000 3. 57
36 |YAKFARI TL 1344 0. 3000 3. 57
37 IMERGALQQ 184 0. 1000 11.19
38 \VWPRRAGER 501 0. 1000 1. 19
39 ILRHSTVTER 599 0. 1000 1. 19
40 [YFSGNTVQ 204 -0.1000 0
41 VINCDKGRWA 272 -0.1000 0
42 || DFRARPHS 357 -0.1000 [s
43 |LVGFEPEDE 1396 - 0. 1000 0
44 I GSI VKI GA 795 -0.1000 0
145 [\SHAMAVAA 310 - 0. 2000 [s
46 |VAAQGLAAA 316 - 0. 2000 [s
47 | FRARPHSAE 359 - 0. 3000 [
48 | VGERLATV 1473 -0. 3000 [s
49 |FPVAPTTQK 612 - 0. 4000 [s
50 |LRGSTLQAG 638 - 0. 4000 [s
51 \VWRVLLDEGR 710 - 0. 4000 [s
52 |FCDHPLLEP 47 -0. 5000 0
53 LI NHPLDCP 107 - 0. 5000 [s
54 |MGVHLGVPT 660 - 0. 5000 [s
55 ILAALG VDG 676 - 0. 5000 [s
56 \VGGRVTVED 332 - 0. 6000 [s
57 |LESAPWVLL 1388 - 0. 6000 [s
58 |YLAGTARTP 725 - 0. 6000 [s
59 \VEI SVPKGT 23 -0. 7000 [s
60 I NI SAQVLL 1150 -0. 7000 [s
61 [FTYATQPDV 281 -0. 7000 [s
62 || | VGERLAT 472 -0. 7000 0
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63 LAW/PRRAG 1499 -0. 7000 0
64 LLPGGRPLA 520 -0. 7000 [s
65 VFPVAPTTQ 611 -0. 7000 0
66 \VTI GSI \WKI 793 -0. 7000 [s
67 || AGRHVAVS 1376 - 0. 8000 0
68 \VYTI APFAT 1423 - 0. 8000 [s
69 \VLLDRERCI 156 - 0. 9000 0
70 [ YAYAKFAR 342 - 0. 9000 [s
71 \VPVYTI APF 421 - 0. 9000 0
72 \YTI APFATG 424 - 0. 9000 [s
73 IMBGRLI KTV 437 - 0. 9000 0
74 IVMELLLI NH 102 -0.9200 [s
75 |LNSAGSTVH 780 - 0. 9200 0
76 || RVGQPEW 8 -1. 0000 0

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1 1327 2.6 peptide: 8.8

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 \WSLELRHS 594 5. 2000 59. 09
2 | LRKAARRHR 412 4.9000 55. 68
3 || VFLRLRKA 407 4. 7000 53. 41
4 MG Q PRFC 40 4. 3000 48. 86
5 MVRTQLTS 84 4..0000 45. 45
6 ILVI RAAELM 32 3. 9000 44. 32
7 |LRLRKAARR 410 3. 9000 44. 32
E 'VHRQLRVT! 787 3. 6000 40. 91
9 LLI NHPLDC 1106 3. 5000 139. 77
10 \VRTQLTSEI 86 3.3000 137.50
11 |LCARCTRFS 165 3.3000 37.50
12 |FVAVEEGRYR 624 3.3000 137.50
13 \WLLVGFEP 393 3. 1000 35. 23
114 | RAAELMG 34 3. 0000 34. 09
15 \VFLRLRKAA 408 3. 0000 134. 09
16 'YRTFEPALR 631 3.0000 34. 09
117 [FLRLRKAAR 1409 2. 9000 132.95
18 VWWLPLNSA 775 2. 8000 31. 82
119 | LHKVBGRLI 434 2. 7000 30. 68
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20 \LRHSTVTER 599 2. 6000 29.55
21 VQ CPVGAL 210 2. 3600 26. 82
22 | LVGFEPEDE 396 2.3000 26.14
23 \WRLSPDTA 734 2. 2000 25. 00
24 | YRFRARPFD 223 2. 1000 23.86
25 \VTVSTSRGS 753 2. 1000 23.86
26 MWTLTI DGV 15 2.0000 22.73
27 INELLLI NHP 1103 2.0000 22.73
28 \VPVYTI APF 421 2.0000 22.73
29 ILRGSTLQAG 638 2.0000 22.73
30 LG WDGKHA 679 2.0000 22.73
31 | VARAQVCAA 531 1. 9000 21. 59
32 ILAALG WDG 676 1. 9000 21.59
33 'LM3 Q PRF 39 1. 8000 20. 45
34 VEGQRKPLA 66 1. 7000 19. 32
135 || YADEPFES 1195 1. 7000 19. 32
36 || VGERLATV 473 1. 7000 119. 32
37 LAW/PRRAG 1499 1. 7000 19. 32
38 \WLPLNSAGS 777 1. 7000 19. 32
39 LI NHPLDCP 1107 1. 5000 117. 05
40 |VGGRVTVEED 332 1. 5000 17. 05
41 VI | VGERLA 471 1. 5000 117. 05
42 VGG EPADF 570 1. 5000 17.05
43 LTI DGVEI S 18 1. 4000 15. 91
44 || SAQVLLDR 152 1. 4000 15. 91
45 |LESAPWLL 388 1. 3600 15. 45
46 || DFRARPHS 1357 1. 3000 14.77
47 I NI SAQULL 1150 1. 2600 14. 32
48 VI RAAELMG 33 1. 2000 13. 64
49 LVSSPSVCE 232 1. 2000 13. 64
50 [FLAARI AGR 371 1. 2000 13. 64
51 |MGVHLGVPT 660 1. 2000 13. 64
52 \VTI GSI VKI 793 1. 2000 13. 64
53 IMBGRLI KTV 437 1. 1000 12. 50
54 || RVGQPEW 8 1. 0000 111.36
55 \VEI SVPKGT 23 1. 0000 11. 36
56 \VLLDRERCI 1156 1. 0000 11. 36
57 || LCARCTRF 164 1. 0000 11. 36
58 I | VGERLAT 472 1. 0000 111.36
59 \VHI AELPAA 540 1. 0000 11. 36
60 |LONQAVBNG 1125 0. 9000 10. 23

2/1/2010 1:53 PM



Prediction Results

http://www.imtech.res.in/tmp/filel21.html

61 |LAAARGRTG 321 0. 9000 10. 23
62 \VYTI APFAT 423 0. 9000 10. 23
63 IMLLDEGRLQ 712 0. 9000 10. 23
64 | GSI VKI GA 795 0. 9000 10. 23
65 \LLDRERCI L 1157 0. 8600 9. 77
66 |LRRLAGDDP 258 0. 8000 9. 09
67 | TTPLI RDG 1290 0. 8000 9. 09
68 VAAQGLAAA 316 0. 8000 9. 09
69 |LVGGRVTVE 331 0. 8000 9. 09
70 \WRTQLTSE 85 0. 7000 7.95
71 ILAALLVGG 565 0. 7000 7.95
72 || AGRHVAVS 376 0. 6000 6.82
73 \VWPRRAGER 501 0. 6000 6. 82
74 VGACRQCLV 56 0. 5000 5. 68
75 |LSAAARLAD 485 0. 5000 5.68
76 || LTGARMLL 706 0. 4600 5.23
77 [LASCTTVAT 73 0. 4000 4.55
78 MOERGALQQ 1184 0. 4000 4. 55
79 |LAALDATGF 585 0. 4000 4. 55

80

\VSLELRHST

ALLELE:
DRB1_1328

Threshold for 3 %wi th score:

2.6

Hi ghest
pepti de:

Score achi evabl e by any

8.

8
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WSLELRHS 594 5. 2000 59. 09
2 |LRKAARRHR 412 4.9000 55. 68
3 | VFLRLRKA 1407 4. 7000 53.41
4 M3 Q PRFC 40 4. 3000 48. 86
5 IMWRTQLTS 84 4. 0000 45. 45
6 ILVI RAAELM 32 3. 9000 44. 32
7 |LRLRKAARR 410 3. 9000 44.32
8 \VHRQLRVT! 787 3. 6000 40. 91
9 LLI NHPLDC 1106 3. 5000 139. 77
10 \VRTQLTSEI 86 3.3000 137.50
11 |LCARCTRFS 165 3.3000 137.50
12 |FVAVEEGRYR 1624 3. 3000 137.50
13 \WLLVGFEP 393 3. 1000 35. 23
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114 | RAAELMG 34 3.0000 134. 09
15 \VFLRLRKAA 408 3. 0000 34. 09
116 |YRTFEPALR 631 3. 0000 34. 09
117 [FLRLRKAAR 1409 2. 9000 132.95
18 'VWWLPLNSA 775 2.8000 31. 82
19 | LHKVBGRLI 434 2. 7000 130. 68
20 |LRHSTVTER 599 2. 6000 29. 55
21 'VQ CPVGAL 210 2. 3600 26. 82
22 | LVGFEPEDE 396 2.3000 26. 14
23 \WRLSPDTA 734 2. 2000 25. 00
24 | YRFRARPFD 223 2. 1000 23.86
25 VTVSTSRGS 753 2.1000 23. 86
26 MW/TLTI DGV 15 2.0000 22.73
27 INELLLI NHP 1103 2.0000 22.73
28 \VPVYTI APF 421 2.0000 22.73
29 |LRGSTLQAG 638 2. 0000 22.73
30 LG WDGKHA 679 2. 0000 22.73
31 VARAQVCAA 531 1. 9000 21.59
32 ILAALG WDG 676 1. 9000 21.59
33 ILMG Q PRF 39 1. 8000 20. 45
34 | VEGQRKPLA 66 1. 7000 119. 32
35 || YADEPFES 1195 1. 7000 19. 32
36 | VGERLATV 473 1. 7000 19. 32
37 |LAWPRRAG 1499 1. 7000 19. 32
38 \VLPLNSAGS 777 1. 7000 19. 32
39 LI NHPLDCP 1107 1. 5000 117. 05
40 \VGGRVTVED 332 1. 5000 117.05
41 VI | VGERLA 471 1. 5000 117. 05
42 VGG EPADF 570 1. 5000 17. 05
43 LTI DGVEI S 18 1. 4000 15. 91
44 | SAQUVLLDR 152 1. 4000 15. 91
45 |LESAPWLL 388 1. 3600 15. 45
46 || DFRARPHS 1357 1. 3000 14. 77
47 I NI SAQULL 1150 1. 2600 14. 32
48 VI RAAELMG 33 1. 2000 13. 64
49 |LVSSPSVCE 232 1. 2000 13. 64
50 [FLAARI AGR 371 1. 2000 13. 64
51 |MGVHLGVPT 660 1. 2000 13. 64
52 \VTI GSI WKI 793 1. 2000 13. 64
53 IMBGRLI KTV 437 1. 1000 112.50
54 || RVGQPEW 8 1. 0000 111.36
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55 \VEI SVPKGT 23 1. 0000 111.36
56 \VLLDRERCI 1156 1. 0000 11. 36
57 || LCARCTRF 164 1. 0000 11. 36
58 I 1 VGERLAT 472 1. 0000 11. 36
59 \WHI AELPAA 540 1. 0000 111.36
60 |LONQAMVBNG 1125 0. 9000 10. 23
61 |LAAARGRTG 321 0. 9000 10. 23
62 \VYTI APFAT 423 0. 9000 10. 23
63 MLLDEGRLQ 712 0. 9000 10. 23
64 | GSI VKI GA 795 0. 9000 10. 23
65 |LLDRERCI L 1157 0. 8600 9.77

66 |LRRLAGDDP 258 0. 8000 9.09

67 | TTPLI RDG 290 0. 8000 9. 09

68 VAAQGLAAA 316 0. 8000 9. 09

69 |LVGGRVTVEE 331 0. 8000 9. 09

70 \WRTQLTSE 85 0. 7000 7.95

71 LAALLVGG 565 0. 7000 7.95

72 | AGRHVAVS 376 0. 6000 6. 82

73 \WPRRAGER 501 0. 6000 6. 82

74 VGACRQCLV 56 0. 5000 5.68

75 |LSAAARLAD 485 0. 5000 5. 68

76 | LTGARMLL 706 0. 4600 5.23

77 [LASCTTVAT 73 0. 4000 4.55

78 IMERGALQQ 184 0. 4000 4.55

79 |LAALDATGF 585 0. 4000 4.55

80 \VSLELRHST

ALLELE:

DRB1_1501

Threshold for 3 %wi th score:

3.25

Hi ghest Score achi evabl e by any
pepti de:

9

. 8
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‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 || RAAELMG 34 4. 8000 148. 98
2 [YAKFARI TL 1344 4. 4000 144. 90
3 \WLLVGFEP 393 4. 4000 144. 90
4 I 1 VGERLAT 472 4.3000 43. 88
5 | LTGARMLL 706 4. 2000 142. 86
6 LLI NHPLDC 1106 4.0000 40. 82
7 MWVRTQLTS 84 3. 6000 36. 73
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8 VWWLPLNSA 775 3. 5000 35. 71
9 ILRVTI GSI V 791 3. 5000 35.71
110 || PRFCDHPL 44 3.3000 33. 67
11 LVI RAAELM 32 3. 1800 132.45
12 || APFATGGL 426 3. 1600 132. 24
13 | VFLRLRKA 407 3. 1000 31. 63
14 VG YADEPF 1193 3.0000 30. 61
15 'VQ CPVGAL 210 2. 9000 29.59
16 \VFLRLRKAA 408 2. 7000 27.55
117 \WFPVAPTT 610 2. 7000 27.55
18 |MGVHLGVPT 660 2. 7000 27.55
119 |VRLSPDTAA 735 2. 7000 27.55
20 'VHRQLRVT! 787 2. 7000 27.55
21 LLPGGRPLA 520 2. 6000 26. 53
22 LG WDGKHA 679 2. 6000 26. 53
23 \VTI GSI VKI 793 2. 5500 126. 02
24 \VYTI APFAT 423 2. 5000 25. 51
25 | LHKVBGRLI 434 2. 5000 25.51
26 |1 GSI VKI GA 795 2. 5000 25. 51
27 |LRLRKAARR 410 2. 4000 24. 49
28 |YRTFEPALR 631 2. 4000 24. 49
29 \WRLSPDTA 734 2. 4000 24. 49
30 \VRTQLTSEI 86 2.3600 24.08
31 [MTLTI DGV 15 2. 2500 22. 96
32 |FESYFSGNT 201 2. 2000 22.45
33 || VGERLATV 473 2. 2000 22. 45
34 \WSLELRHS 594 2. 2000 22.45
35 \VPVYTI APF 421 2. 1500 21. 94
36 || RVGQPEMWY 8 2. 1000 21.43
37 | LRRLAGDDP 258 2.1000 21. 43
38 I NI SAQVLL 1150 2.0000 20. 41
39 ILVPTSWSHA 1305 2. 0000 20. 41
40 VI RAAELMG 33 1. 9000 119. 39
41 LVGFEPEDE 396 1. 9000 19. 39
42 LLATPGAVI 464 1. 9000 19. 39
43 |LELRHSTVT 597 1. 9000 19. 39
44 ILMG Q PRF 39 1. 8500 18. 88
45 \VHI AELPAA 540 1. 8000 18. 37
46 |LRKAARRHR 412 1. 7000 117.35
47 [ VNVEGRYRT 625 1. 7000 117.35
48 | CPVGALTG 212 1. 6000 16. 33
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49 | YRFRARPFD 223 1. 6000 16. 33
50 \VSLELRHST 595 1. 5000 15. 31
51 LLDRERCI L 157 1. 4000 14. 29
52 || YADEPFES 1195 1. 4000 14. 29
53 [VLVGGRVTW 1330 1. 4000 14. 29
54 |LAGTARTPV 726 1. 4000 14. 29
55 VI | VGERLA 471 1. 3000 13.27
56 INELLLI NHP 1103 1. 2500 112.76
57 ILRGSTLQAG 638 1. 2000 112. 24
58 \VGQPEMVTL 110 1. 1000 111. 22
59 LI NHPLDCP 1107 1. 1000 111. 22
60 |LEAGALPTL 512 1. 1000 11. 22
61 |FWSLELRH 593 1. 1000 111. 22
62 \V\LPLNSAGS 777 1. 1000 11. 22
63 || AGDPFI DM 1176 1. 0800 11. 02
64 || Q PRFCDH 42 1. 0000 110. 20
65 \WRTQLTSE 85 1. 0000 110. 20
66 IVMELLLI NH 1102 1. 0000 10. 20
67 LVSSPSVCE 232 1. 0000 10. 20
68 ILRHSTVTER 599 1. 0000 10. 20
69 [FVNVEGRYR 624 1. 0000 10. 20
70 [V\RVLLDEGR 710 1. 0000 110. 20
71 [YFSGNTVQ 204 0. 9600 9. 80
72 || SVPKGTLV 25 0. 9000 9.18
73 [FAKPI NI SA 1146 0. 9000 9.18
74 LAALLVGG 565 0. 9000 9.18
75 LLVGG EPA 568 0. 8500 8. 67
76 |VLLDRERCI 156 0. 8000 8.16
77 || LCARCTRF 164 0. 8000 8.16
78 || DMQERGAL 182 0. 8000 8.16
79 VGALTGTAY 215 0. 8000 8. 16
80 |LESAPWLL

ALLELE:

DRB1_1502

Threshold for 3 %with score:
3.25

Hi ghest Score achi evabl e by any
pepti de:

9.8
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‘Sequence

‘At Posi tion

‘Score

‘%of H ghest Score

|YAKFARI TL

1344

5. 4000

55. 10
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2 | RAAELMG 34 3..8000 138.78
3 \WLLVGFEP 393 3. 4000 34. 69
4 |YRTFEPALR 631 3. 4000 34. 69
5 I 1 VGERLAT 472 3. 3000 33.67
6 |FESYFSGNT 201 3. 2000 132. 65
7 | LTGARMLL 706 3. 2000 132. 65
8 LLI NHPLDC 1106 3.0000 30. 61
9 \VHI AELPAA 540 2..8000 28.57
10 MWVRTQLTS 84 2. 6000 26.53
11 | YRFRARPFD 223 2. 6000 26. 53
12 VWL PLNSA 775 2. 5000 25. 51
13 ILRVTI GSI V 791 2. 5000 25.51
114 || PRFCDHPL 44 2.3000 23.47
15 LVI RAAELM 32 2. 1800 22. 24
16 || APFATGGL 426 2. 1600 22. 04
117 || VFLRLRKA 407 2. 1000 21.43
18 |FVWWSLELRH 593 2. 1000 21.43
19 \VWLPLNSAGS 777 2. 1000 21.43
20 VG YADEPF 1193 2.0000 20. 41
21 |FVNVEGRYR 624 2. 0000 20. 41
22 \VRMLLDEGR 710 2. 0000 120. 41
23 [YFSGNTVQ 204 1. 9600 20. 00
24 [FAKPI NI SA 1146 1. 9000 119. 39
25 VQ CPVGAL 210 1. 9000 19. 39
26 |FRARPFDLV 225 1. 7000 117.35
27 |VFLRLRKAA 408 1. 7000 117.35
28 \WFPVAPTT 610 1. 7000 117.35
29 |MGVHLGVPT 660 1. 7000 17.35
130 |VRLSPDTAA 735 1. 7000 117.35
31 [VHRQLRVT! 787 1. 7000 17.35
32 \VWPRRAGER 501 1. 6000 16. 33
33 |LLPGGRPLA 520 1. 6000 16. 33
34 LG WDGKHA 679 1. 6000 16. 33
35 \VTI GSI VK 793 1. 5500 15. 82
36 \VYTI APFAT 423 1. 5000 15. 31
37 | LHKVBGRLI 434 1. 5000 15. 31
38 || GSI VKI GA 795 1. 5000 15. 31
39 |LRLRKAARR 410 1. 4000 14. 29
40 \WRLSPDTA 734 1. 4000 14. 29
41 \VRTQLTSEI 86 1. 3600 13. 88
42 MWTLTI DGV 15 1. 2500 112.76
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43 | YAYAKFARI 1342 1. 2000 12. 24
44 | VGERLATV 473 1. 2000 112. 24
45 \WSLELRHS 594 1. 2000 112.24
46 |FEPALRGST 634 1. 2000 112. 24
47 \VPVYTI APF 421 1. 1500 111.73
48 || RVGQPEW 8 1. 1000 111. 22
49 |FDLVSSPSV 1230 1. 1000 111. 22
50 |LRRLAGDDP 258 1. 1000 111. 22
51 I NI SAQVLL 1150 1. 0000 10. 20
52 LVPTSWSHA 1305 1. 0000 10. 20
53 VI RAAELMG 33 0. 9000 9.18
54 |LVGFEPEDE 396 0. 9000 9.18
55 [FLRLRKAAR 1409 0. 9000 9.18
56 LLATPGAVI 464 0. 9000 9.18
57 |LELRHSTVT 597 0. 9000 9.18
58 |FATGGLHKM 429 0. 8800 8.98
59 LM3 Q PRF 39 0. 8500 8. 67
60 |FCDHPLLEP 47 0. 8000 8. 16
61 |LRKAARRHR 412 0. 7000 7. 14
62 [VNVEGRYRT 1625 0. 7000 7. 14
63 || CPVGALTG 212 0. 6000 6.12
64 [FTYATQPDV 281 0. 6000 6. 12
65 \VSLELRHST 595 0. 5000 5. 10
66 LLDRERCI L 157 0. 4000 4. 08
67 || YADEPFES 1195 0. 4000 4. 08
68 [NCDKGRWA 272 0. 4000 4.08
69 VLVGGRVTW 1330 0. 4000 4. 08
70 \YTI APFATG 424 0. 4000 4. 08
71 LAGTARTPV 726 0. 4000 4. 08
72 [FARI TLGTN 1347 0. 3000 3.06
73 | FRARPHSAE 1359 0. 3000 3.06
74 VI | VGERLA 471 0. 3000 3.06
75 IMELLLI NHP 1103 0. 2500 2.55
76 [WSHAMAVAA 310 0. 2000 2. 04
77 LRGSTLQAG 638 0. 2000 2.04
78 VGQPEMVTL 110 0. 1000 1. 02
79 LI NHPLDCP 1107 0. 1000 11.02
80 | YADLESAPV
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ALLELE:
DRB1_1506

Threshold for 3 % with score:

3.1

H ghest Score achi evabl e by any
9.8

pepti de:
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 | RAAELMG 34 4. 8000 48. 98
2 |YAKFARI TL 1344 4. 4000 144. 90
3 \WLLVGFEP 393 4. 4000 144. 90
4 I | VGERLAT 472 4.3000 43.88
5 | LTGARMLL 706 4. 2000 42. 86
6 LLI NHPLDC 1106 14.0000 40. 82
7 IMWVRTQLTS 84 3. 6000 36.73
8 VWL PLNSA 775 3. 5000 35.71
9 ILRVTI GSI V 791 3. 5000 35. 71
10 || PRFCDHPL 44 3.3000 33. 67
11 ILVI RAAELM 32 3. 1800 32. 45
12 || APFATGGL 426 3. 1600 132. 24
13 || VFLRLRKA 407 3. 1000 31.63
14 VG YADEPF 1193 3.0000 130. 61
15 VQ CPVGAL 210 2. 9000 129. 59
16 |VFLRLRKAA 408 2. 7000 27.55
117 \WFPVAPTT 610 2. 7000 27.55
18 |MGVHLGVPT 660 2. 7000 27.55
119 |VRLSPDTAA 735 2. 7000 27.55
20 [VHRQLRVTI 787 2. 7000 27.55
21 |LLPGGRPLA 520 2. 6000 26. 53
22 LG WDGKHA 679 2. 6000 26. 53
23 \VTI GSI WKI 793 2. 5500 26. 02
24 \VYTI APFAT 423 2. 5000 25. 51
25 | LHKIVBGRLI 434 2. 5000 25.51
26 |1 GSI VKI GA 795 2. 5000 25.51
27 |LRLRKAARR 410 2. 4000 24. 49
28 |YRTFEPALR 631 2. 4000 24. 49
29 \WRLSPDTA 734 2. 4000 24. 49
130 \VRTQLTSEI 86 2.3600 24.08
31 MW/TLTI DGV 15 2. 2500 22. 96
32 |FESYFSGNT 201 2. 2000 22.45
33 || VGERLATV 473 2. 2000 22. 45
34 \WSLELRHS 594 2. 2000 22.45
35 \VPVYTI APF 421 2. 1500 21. 94
36 || RVGQPEW 8 2. 1000 21.43
37 |LRRLAGDDP 258 2. 1000 21.43
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38 I NI SAQVLL 1150 2.0000 20. 41
39 ILVPTSWSHA 1305 2.0000 20. 41
40 VI RAAELMG 33 1. 9000 119. 39
41 |LVGFEPEDE 396 1. 9000 19. 39
42 LLATPGAVI 464 1. 9000 19. 39
43 |LELRHSTVT 597 1. 9000 19. 39
44 LM3 Q PRF 39 1. 8500 18.88
45 \VHI AELPAA 540 1. 8000 18. 37
46 |LRKAARRHR 412 1. 7000 117.35
47 [ VNVEGRYRT 625 1. 7000 117.35
48 | CPVGALTG 212 1. 6000 16. 33
49 | YRFRARPFD 223 1. 6000 16. 33
50 \VSLELRHST 595 1. 5000 15. 31
51 \LLDRERCI L 1157 1. 4000 14. 29
52 || YADEPFES 1195 1. 4000 14. 29
53 VLVGGRVTW 1330 1. 4000 14. 29
54 LAGTARTPV 726 1. 4000 14. 29
55 VI | VGERLA 471 1. 3000 113.27
56 IMELLLI NHP 1103 1. 2500 112.76
57 |LRGSTLQAG 638 1. 2000 112.24
58 | VGQPEW/TL 110 1. 1000 11. 22
59 LI NHPLDCP 1107 1. 1000 11. 22
60 |LEAGALPTL 512 1. 1000 111. 22
61 |FWSLELRH 593 1. 1000 11. 22
62 \VLPLNSAGS 777 1. 1000 11. 22
63 || AGDPFI DM 1176 1. 0800 11. 02
64 | Q PRFCDH 42 1. 0000 10. 20
65 \WRTQLTSE 85 1. 0000 110. 20
66 IVMELLLI NH 1102 1. 0000 110. 20
67 LVSSPSVCE 232 1. 0000 110. 20
68 LRHSTVTER 599 1. 0000 10. 20
69 [FVNVEGRYR 624 1. 0000 110. 20
70 \V\RM_LDEGR 710 1. 0000 110. 20
71 [YFSGNTVQ 204 0. 9600 9. 80
72 || SVPKGTLV 25 0. 9000 9.18
73 [FAKPI NI SA 1146 0. 9000 9.18
74 LAALLVGG 565 0. 9000 9.18
75 ILLVGG EPA 568 0. 8500 8. 67
76 \VLLDRERCI 1156 0. 8000 8. 16
77 || LCARCTRF 1164 0. 8000 8. 16
78 || DMQERGAL 182 0. 8000 8. 16
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79 VGALTGTAY 215 0. 8000 8. 16
80 |LESAPWVLL 388 0. 8000 8. 16
ALLELE: Threshold for 3 %with score: |H ghest Score achi evabl e by any
DRB5_0101 2.3 peptide: 9.8
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‘Rank ‘Sequence ‘At Posi tion ‘Scor e ‘% of Hi ghest Score
1 |FVNVEGRYR 624 4. 7000 147. 96
2 |YRTFEPALR 631 4. 3000 43. 88
3 | LVEVEGQRK 63 4. 1000 141. 84
4 \VWPRRAGER 501 3. 8000 38.78
5 \VWRMLLDEGR 710 3. 8000 38.78
6 |LRKAARRHR 412 3. 7000 37.76
7 | LHKVBGRLI 434 3. 7000 37.76
8 [FLRLRKAAR 1409 3.3000 33. 67
9 \WLLVGFEP 1393 3.1000 31. 63
110 |LRLRKAARR 1410 3. 0000 130. 61
11 \WSLELRHS 594 2. 9000 29. 59
12 | VFLRLRKA 1407 2..8000 28.57
13 \VEDAYAYAK 338 2. 7000 27.55
14 \VYTI APFAT 423 2. 7000 27.55
15 [LPTLLPGGR 517 2. 4000 24. 49
16 VGG EPADF 570 2. 4000 24. 49
117 \LRHSTVTER 599 2. 4000 24. 49
18 VFPVAPTTQ 611 2. 4000 24. 49
119 VQ CPVGAL 210 2.3000 23. 47
20 LTGTAYRFR 218 2.3000 23. 47
21 [FPVAPTTQK 612 2. 2000 22. 45
22 [FLAARI AGR 1371 2.1000 21. 43
23 \VWLPLNSAGS 777 2.1000 21. 43
24 VI | VGERLA 471 2.0000 120. 41
25 | RAAELMG 34 1. 8000 18. 37
26 M3 Q PRFC 40 1. 8000 18. 37
27 |FWSLELRH 593 1. 7000 117.35
28 [FARI TLGTN 347 1. 6000 16. 33
29 || LCARCTRF 164 1. 5000 15. 31
130 | CPVGALTG 212 1. 4000 14. 29
31 \VGALTGTAY 215 1. 4000 14. 29
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32 ILRVTI GSI V 791 1. 3000 113. 27
33 |LEPVGACRQ 53 1. 2000 112. 24
34 LLATPGAVI 464 1. 2000 12. 24
35 VWWLPLNSA 775 1. 2000 112. 24
36 LATVPGGLS 1478 1. 1000 111. 22
37 |LAALDATGF 585 1. 1000 111. 22
38 \WRLSPDTA 734 1. 1000 111. 22
39 \VEI SVPKGT 23 1. 0000 10. 20
40 ILRGSTLQAG 638 1. 0000 10. 20
41 'LM3 Q PRF 39 0. 8000 8. 16

42 \WRTQLTSE 85 0. 8000 8. 16

43 |FI DMQERGA 181 0. 8000 8. 16

44 MLLDEGRLQ 712 0. 8000 8. 16

45 ILNSAGSTVH 780 0. 8000 8. 16

46 \VRTQLTSEI 86 0. 7000 7. 14

47 [VMELLLI NH 102 0. 7000 7.14

48 || KTVPGGEP 442 0. 7000 7. 14

49 \VHI AELPAA 540 0. 7000 7. 14

50 1 GSI VKI GA 795 0. 7000 7. 14

51 LLI NHPLDC 106 0. 6000 6. 12

52 \VAFTYATQP 279 0. 6000 6. 12

53 | YAKFARI TL 344 0. 6000 6. 12

54 LI KTVPGGE 441 0. 6000 6. 12

55 ILVI RAAELM 32 0. 5000 5. 10

56 LAWPRRAG 1499 0. 5000 5.10

57 \VTVSTSRGS 753 0. 5000 5. 10

58 I NI SAQVLL 1150 0. 4000 4. 08

59 || YADEPFES 1195 0. 4000 4. 08

60 |LAAARGRTG 321 0. 4000 14.08

61 | YAYAKFAR 342 0. 3000 3.06

62 [VTVEDAYAY 1336 0. 2000 2. 04

63 YTl APFATG 424 0. 2000 2. 04

64 LG WDGKHA 679 0. 2000 2. 04

65 | SAQVLLDR 152 0. 1000 11.02

66 LAALLVGG 565 0. 1000 1. 02

67 |LRRLAGDDP 258 -0. 1000 [s

68 VINCDKGRWA 272 -0.1000 [s

69 [YLAGTARTP 725 -0.1000 [s

70 VI RAAELMG 33 -0. 2000 [s

71 MAVRTQLTS 84 - 0. 2000 [s

72 LI RDGGDPK 294 -0. 2000 0
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73 LVPTSWSHA 1305 -0. 2000 0
74 || APFATGGL 1426 - 0. 2000 [s
75 \VLLDRERCI 156 - 0. 4000 0
76 'LQQVG YAD 1190 - 0. 4000 [s
77 |FESYFSGNT -0
78 (\BHAMAVAA -0

ALLELE:

DRB5_0105

Threshold for 3 %wi th score:
2.3

9.8

Hi ghest Score achi evabl e by any
pepti de:
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‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FVNVEGRYR 624 4. 7000 147. 96
2 |YRTFEPALR 631 4. 3000 43. 88
3 | LVEVEGQRK 63 4.1000 41. 84
4 \VWPRRAGER 501 3..8000 138. 78
5 \VRVLLDEGR 710 3. 8000 38.78
6 | LRKAARRHR 412 3. 7000 37.76
7 | LHKVBGRLI 1434 3. 7000 37.76
8 [FLRLRKAAR 1409 3.3000 33. 67
9 \WLLVGFEP 1393 3. 1000 31. 63
110 |LRLRKAARR 410 3. 0000 30. 61
11 \WSLELRHS 594 2. 9000 29. 59
12 | VFLRLRKA 1407 2..8000 28.57
13 \VEDAYAYAK 1338 2. 7000 127.55
14 \VYTI APFAT 423 2. 7000 27.55
15 LPTLLPGGR 517 2. 4000 24. 49
16 VGG EPADF 570 2. 4000 24. 49
117 \LRHSTVTER 599 2. 4000 24. 49
18 \VFPVAPTTQ 611 2. 4000 24. 49
119 VQ CPVGAL 210 2.3000 23. 47
20 ILTGTAYRFR 218 2.3000 23. 47
21 [FPVAPTTQK 612 2. 2000 22. 45
22 [FLAARI AGR 1371 2.1000 21. 43
23 \VWLPLNSAGS 777 2.1000 21.43
24 VI | VGERLA 471 2.0000 20. 41
25 | RAAELMG 34 1. 8000 18. 37
26 M3 Q PRFC 40 1. 8000 18. 37
27 |FWSLELRH 593 1. 7000 117.35
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28 [FARI TLGTN 347 1. 6000 16. 33
29 || LCARCTRF 164 1. 5000 15. 31
30 || CPVGALTG 212 1. 4000 14. 29
31 \VGALTGTAY 215 1. 4000 14. 29
32 ILRVTI GSI V 791 1. 3000 13. 27
33 |LEPVGACRQ 53 1. 2000 112. 24
34 LLATPGAVI 1464 1. 2000 112. 24
35 VWWLPLNSA 775 1. 2000 112. 24
36 LATVPGGLS 1478 1. 1000 111. 22
37 |LAALDATGF 585 1. 1000 111. 22
38 \WRLSPDTA 734 1. 1000 111. 22
39 VEI SVPKGT 23 1. 0000 10. 20
40 ILRGSTLQAG 638 1. 0000 10. 20
41 'LM3 Q PRF 39 0. 8000 8. 16

42 \WRTQLTSE 85 0. 8000 8. 16

43 |FI DMQERGA 181 0. 8000 8. 16

44 IMLLDEGRLQ 712 0. 8000 8. 16

45 ILNSAGSTVH 780 0. 8000 8. 16

46 \VRTQLTSEI 86 0. 7000 7. 14

47 [VMELLLI NH 102 0. 7000 7.14

48 || KTVPGGEP 442 0. 7000 7. 14

49 \VHI AELPAA 540 0. 7000 7. 14

50 I GSI VKI GA 795 0. 7000 7. 14

51 LLI NHPLDC 106 0. 6000 6. 12

52 \VAFTYATQP 279 0. 6000 6. 12

53 | YAKFARI TL 344 0. 6000 6. 12

54 LI KTVPGGE 441 0. 6000 6. 12

55 ILVI RAAELM 32 0. 5000 5. 10

56 LAWPRRAG 1499 0. 5000 5.10

57 \VTVSTSRGS 753 0. 5000 5. 10

58 I NI SAQVLL 1150 0. 4000 4. 08

59 || YADEPFES 1195 0. 4000 4. 08

60 |LAAARGRTG 321 0. 4000 4. 08

61 | YAYAKFAR 342 0. 3000 3.06

62 [VTVEDAYAY 1336 0. 2000 2. 04

63 \YTI APFATG 424 0. 2000 2. 04

64 LG WDGKHA 679 0. 2000 2. 04

65 | SAQVLLDR 152 0. 1000 11.02

66 LAALLVGG 565 0. 1000 1. 02

67 |LRRLAGDDP 258 -0. 1000 [s

68 | WKCDKGRVA 272 -0.1000 0
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69 |YLAGTARTP 725 -0.1000 0
70 VI RAAELMG 33 - 0. 2000 [s
71 IMWVRTQLTS 84 - 0. 2000 0
72 LI RDGGDPK 294 - 0. 2000 [s
73 LVPTSWSHA 1305 - 0. 2000 0
74 || APFATGGL 1426 - 0. 2000 [s
75 \VLLDRERCI 156 - 0. 4000 0
76 'LQQVG YAD 1190 - 0. 4000 [s
77 | FESYFSGNT 201 - 0. 4000 0
78 (\BHANAVAA 310 - 0. 4000 [s
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