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‘Antigen Narme ‘Untitled

'Scanned on IMbn Feb 1 13:31:16 2010
‘Length of input sequence ‘806 am no acids

INumber of nonaners frominput sequence 798

‘Threshold setting ].5

‘Nunber of alleles in query ‘67

‘Nunber of top scorers to be displayed ‘4

INumber of top scorers to be displayed 4

‘Proteosone Filter ‘on at 5 threshold

‘I mrunoPr ot eosone Filter ]on at 5 threshold

\ ALLELE: HLA- Al

]Threshold for .5 %with score: .5
]Prediction met hod ‘Rank ]Sequence ‘Residue No. ‘Peptide Scor e

|ANNs +QM 1[I AELPAAAG [543 1. 000
|ANNs +QV 2 |G EPADFAD (573 1. 000
|ANNs +QV 3 |AADETLAAL |[561 0. 950

[ANNS +Qu 4 |LADTTGARL [492 0.890

\ ALLELE: HLA- A2

]Threshold for .5 %with score: .5
Prediction method |Rank [Sequence |Residue No. |Peptide Score

|ANNs +QV 1 IRLATVPGGL (478 1. 000
|ANNs +QV 2 [AVAVAAQGL (314 0. 930
|ANNs+QU 3 |ALDDLATGA (453 0. 910

[ANNS +Qu 4 IAQHGVMELL |99 0. 770
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‘ ALLELE: HLA- A*0201
‘Threshold for .5 %with score: .5
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QM 1 [TLviRAAEL [32 1. 000
|ANNs +QV 2 /AQHGVMELL |99 1. 000
|ANNs +QV 3 [AVAVAAQGL 314 1. 000

[ANNS +QM 4 |ADLESAPW (387 1. 000

‘ ALLELE: HLA- A*0202

‘Threshold for .5 %wth score: .5
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QV 1 ILATGAVGDL (457 17.380
|ANNs +QV 2 ITLLPGGRPL (520 0.990
|ANNs +QV 3 |DLESAPWL (388 0. 980

[ANNS +Qu ITLVI RAAEL 32 0. 950

‘ ALLELE: HLA- A*0203

’Threshold for .5 %with score: .5
Prediction method |Rank [Sequence |Residue No. |Peptide Score

|ANNs +QV 1 |ALDDLATGA (453 0. 980
|ANNs +QV 2 IDVPDRVWWL {771 0. 810
|ANNs+QU 3 /AQHGVMELL |99 0. 680

[ANNS +Qu 4 IAMAVAAQGL (314 0. 570

’ ALLELE: HLA- A*0206

‘Threshold for .5 %with score: .5
Prediction method |Rank |Sequence |Residue No. |Peptide Score

|ANNs +QV 1 |ADLESAPW (387 0. 950
|ANNs +QM 2 [DvPDRYWWL [771 0. 730
[ANNS +QM 3 |AAREELAAL (672 0. 450

[ANNS +Qu 4 IPVYTI APFA (423 0. 400
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‘ ALLELE: HLA- A*0205
‘Threshol d for 4 %with score: 5.950
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

[X 1 [TARTPWRL [730 [11. 950
Qv 2 [ALTemRW [706 [10. 780
[°X 3 [ADG LAAAA [554 [10. 450

4 |ADETLAALL (562 110. 420

‘ ALLELE: HLA- A*1101

‘Threshold for 4 %with score: 4
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QV 1 [LRHSTVTER (600 0..890
|ANNs +QV 2 [FPVAPTTQK (613 0. 660
|ANNs +QV 3 |TLLPGGRPL (520 0. 590

[ANNS +Qu 4 |RPLADEVAR (526 0.570

\ ALLELE: HLA- A11

’Threshold for 4 %with score: 4
Prediction method |Rank [Sequence |Residue No. |Peptide Score

|ANNs +QV 1 |QGLAAARGR (320 0. 980
|ANNs +QV 2 IGVPTVEAAR (666 0. 960
|ANNs+QU 3 |RPLADEVAR (526 0. 930

[ANNS +Qu 4 || LAAAADET 557 0. 900

] ALLELE: HLA- A24

‘Threshol d for 4 %with score: 7.670
Prediction method |Rank |Sequence |Residue No. |Peptide Score

[X 1 |DFADPDAVL (578 14. 020
X 2 [avavaaQaL [314 [13. 600
Qv 3 [PINrsAQuL [150 [11.150

4 |DLESAPWL (388 111. 040
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‘ ALLELE: HLA- A*2402

‘Threshold for 4 %with score: 4

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QM 1 |DFADPDAVL (578 1. 000
|ANNs +QV 2 VGG EPADF (571 0. 900
|ANNs +QV 3 |RLATVPGGL (478 0. 880
|ANNs +QM 4 |AKRTFAKPI (143 0. 730

\ ALLELE: HLA- A3

‘Threshold for 4 %with score: 4

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QV 1 ITVPGGLSAA (481 0. 980
|ANNs +QV 2 VBHAMAVAA (311 0. 970
|ANNs +QV 3 |RTFEPALRG (633 0. 970
ANNs +QM 4 TVPGGEPAA (445 0. 960
| 4| | |

‘ ALLELE: HLA- A*3101

’Threshol d for 4 %with score: -1.609

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

Qv 1 |GWPTVEAAR (666

0. 693

Qv 2 IRPLADEVAR (526

0.182

3 |AQucAAwHl [535

-1. 609

\ ALLELE: HLA- A31

’Threshold for 4 %with score: 4

‘Pr edi ction nethod ‘Rank \Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QV 1 (GVPTVEAAR (666 0. 960
|ANNs +QV 2 |RPLADEVAR (526 0. 940
|ANNs +QM 3 VEAAREELA (670 0. 910
[ANNS +QM |GRDADGI LA 551 0.870
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‘ ALLELE: HLA- A*0301
‘Threshol d for 4 %with score: 4
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QM 1 |aLTeARML [706 0. 990
|ANNs +QV 2 |AKRTFAKPI (143 0. 980
|ANNs +QV 3 |AWHIAELPA [540 0. 950

[ANNS +QM 4 |QGLAAARGR (320 0. 940

‘ ALLELE: HLA- A*3302

‘Threshol d for 4 %with score: -0.105
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

Qv 1 [ovPTVEAAR [666 2. 708
Qv 2 [QaLAMARGR [320 1. 099
Qv 3 |EISVPKGTL |25 0. 405

4 |EVEGQRKPL (66 0. 405

‘ ALLELE: HLA-A68.1

’Threshol d for 4 %with score: 1.609
Prediction method |Rank [Sequence |Residue No. |Peptide Score

[°X 1 [evPTVEAAR [666 [5. 704
Qv 2 |RPLADEVAR (526 2. 708
[X 3 [EVEGQRKPL [66 2. 485

4 IAVAAQGLAA (316 2.079

] ALLELE: HLA-A20 Cattle

‘Threshol d for 4 %with score: 3.401
Prediction method |Rank |Sequence |Residue No. |Peptide Score

[X 1 |AKRTFAKPI (143 5. 704
X 2 [LRHSTVTER (600 4.382
Qv 3 |RPLADEVAR [526 3. 689

4 |GVPTVEAAR (666 3. 689
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| ALLELE: HLA-A2.1
‘Threshold for 4 %with score: 4
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QM 1 [TLviRAAEL [32 1. 000
|ANNs +QV 2 IRLATVPGGL (478 1. 000
|ANNs +QV 3 |TLLPGGRPL (520 1. 000

[ANNS +QM IDVPDRVWWL {771 1. 000

\ ALLELE: HLA-B14

‘Threshold for 4 %with score: 4
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QV 1 [TLviRAAEL |32 1. 000
|ANNs +QV 2 |[RRGKVLRRL [254 1. 000
|ANNs +QV 3 |RRAGERGAL (505 1. 000

[ANNS +Qu |AADETLAAL (561 1. 000

‘ ALLELE: HLA-B*2702

’Threshol d for 4 %with score: 0.000
Prediction method |Rank [Sequence |Residue No. |Peptide Score

[°X 1 [RRAGERGAL [505 [5.193
Qv 2 |RRGKVLRRL [254 13.989
[°X 3 |ARPHSAEEA (362 2. 996

4 |GRDADGI LA (551 2.996

] ALLELE: HLA- B27

‘Threshold for 4 %with score: 4
Prediction method |Rank |Sequence |Residue No. |Peptide Score

|ANNs +QV 1 |[RRGKVLRRL [254 1. 000
[ANNS +QM 2 IRRAGERGAL (505 1. 000
[ANNS +Qu 3 |LRHSTVTER [600 1. 000

[ANNS +Qu 4 |GRDADG LA (551 0. 600
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‘ ALLELE: HLA-B*2705

‘Threshold for 4 %with score: 4

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QM 1 |[RRGKVLRRL [254 1. 000
|ANNs +QV 2 ILRHSTVTER (600 1. 000
|ANNs +QV 3 |GRDADGI LA [551 0. 980

[ANNS +QM 4 IPRRAGERGA 504

0. 890

‘ ALLELE: HLA-B*3501

‘Threshold for 4 %with score: 4

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QV 1 \VPGGEPAAL (446 1. 000
|ANNs +QV 2 IDPDAVLAAL (581 1. 000
|ANNs +QV 3 |EPALRGSTL (636 1. 000

[ANNS +Qu 4 [FPVAPTTQK (613

10.990

‘ ALLELE: HLA-B*3701

’Threshol d for 4 %with score: 0.405

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

[X 1 |EDESPIVFL [403 5. 298
Qv 2 [ADETLAALL [562 5. 208
[X 3 |SDHRVLDAL (649 4.094

ILESAPWLL (389

3. 912

’ ALLELE: HLA-B*3801

‘Threshol d for 4 %with score: 0.445

Prediction method |Rank [Sequence |Residue No.

Pepti de Score

Qv 1 |DPDAVLAAL (581 2. 054
Qv 2 [LADDMGVHL (657 2. 054
Qv 3 [EVEGQRKPL [66 1.792

4 |AADETLAAL (561
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‘ ALLELE: HLA-B*3901
‘Threshol d for 4 %with score: 1.792
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

Qv 1 [AADETLAAL [561 [3.296
Qv 27 [RRGKVLRRL [254 3.114
[°X 3 |LADDMGVHL |657 2. 890

IDPDAVLAAL (581 2. 603

‘ ALLELE: HLA-B*3902

‘Threshol d for 4 %with score: 0.693
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

Qv 1 [AQHGWELL [99 3.178
[°X 2 |[RRGKVLRRL [254 0.875
[°X 3 [ATcAvaDLL [458 0. 875

4 /AVI | VGERL (471 0.875

| ALLELE: HLA- B40
’Threshol d for 4 %with score: 0.000
Prediction method |Rank [Sequence |Residue No. |Peptide Score

[X 1 [cEPAALDDL [449 3. 689
Qv 2 |VEAAREELA (670 3. 689
[X 3 |LESAPWLL (389 3. 401

4 |ATVPGGLSA 480 2.079

’ ALLELE: HLA-B*4403

‘Threshol d for 4 %with score: 0.405
Prediction method |Rank |Sequence |Residue No. |Peptide Score

[X 1 [AEI GAADGE [744 2. 603
X 2 [LESAPWLL (389 2. 485
Qv 3 [AcRAMAVSY [378 [2.197

\4 ’GEPAALDDL ]449 \2. 197
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‘ ALLELE: HLA-B*5101

‘Threshold for 4 %with score: 4

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QM 1 |RPLADEVAR (526 0. 980
|ANNs +QV 2 [EPALRGSTL (636 0. 960
|ANNs +QV 3 |DPDAVLAAL (581 0. 900

[ANNS +QM 4 ILADDVGVHL {657

0.870

‘ ALLELE: HLA-B*5102

‘Threshol d for 4 %with score: 9.050

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

Qv 1 [vegpEWTL [11 [11. 360
[°X 2 [LADDMGVHL (657 8.870
[°X 3 |AGRHMAVSY (378 8. 730

4 IDPDAVLAAL 581

8. 380

‘ ALLELE: HLA-B*5103

’Threshol d for 4 %with score: 9.280

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

[°X 1 [vePEWTL [11 [11. 360
Qv 2 [LADDMGVHL (657 8.870
[°X 3 |AGRHMAVSY (378 8. 730

IDPDAVLAAL 581

18.380

’ ALLELE: HLA-B*5201

‘Threshol d for 4 %with score: 1.974

Prediction method |Rank [Sequence |Residue No.

Pepti de Score

[°X 1 |ADLESAPW |387 3.178
Qv 2 [aQucaawd [535 [2. 708
Qv 3 [AcosDHRVL [646 [2.303

\4 ’LDDLATGAV ]454
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‘ ALLELE: HLA-B*5301
‘Threshol d for 4 %with score: 4
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QM 1 |DPDAVLAAL (581 1. 000
|ANNs +QV 2 [EPALRGSTL (636 1. 000
|ANNs +QV 3 [LADDMGVHL (657 1. 000

[ANNS +QM 4 [FPVAPTTQK (613 0. 970

‘ ALLELE: HLA-B*5401

‘Threshold for 4 %with score: 4
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QV 1 ILPAAAGRDA (546 0. 990
|ANNs +QV 2 IDPDAVLAAL (581 0. 980
|ANNs +QV 3 IFPVAPTTQK (613 0. 970

[ANNS +Qu 4 |EPADFADPD 575 0. 940

‘ ALLELE: HLA-B*51

’Threshold for 4 %with score: 4
Prediction method |Rank [Sequence |Residue No. |Peptide Score

|ANNs +QV 1 [LADDMGVHL (657 1. 000
|ANNs +QV 2 |EPALRGSTL (636 0.990
|ANNs+QU 3 |DPDAVLAAL |[581 0. 980

[ANNS +QM 4 |EPADFADPD 575 0. 950

’ ALLELE: HLA-B*5801

‘Threshol d for 4 %with score: -0.223
Prediction method |Rank |Sequence |Residue No. |Peptide Score

[°X 1 [KTvPGGEPA [444 [2. 485
X 2 |ATVPGGLSA [480 1. 482
Qv 3 |HSAEEADFL [365 1. 386

\4 ’NBGRLI KTV ]438 \1. 376
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| ALLELE: HLA- B60
‘Threshol d for 4 %with score: 1.386
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

[X 1 [LESAPWLL [389 6. 461
Qv 2 [GEPAALDDL [449 [5.075
[X 3 |EDESPIVFL [403 3. 689

4 |ADETLAALL (562 3.001

\ ALLELE: HLA-B61

‘Threshol d for 4 %with score: 0.000
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

Qv 1 |[VEMAREELA [670 3. 689
[°X 2 [RDADGI LAA [552 [2. 398
[°X 3 |ADLESAPW |387 2. 303

4 |GEPAALDDL (449 2.175

\ ALLELE: HLA- B62

’Threshol d for 4 %with score: 0.693
Prediction method |Rank [Sequence |Residue No. |Peptide Score

[°X 1 [AQHewMELL |99 2. 262
Qv 2 |AGRHMAVSY (378 11.974
[°X 3 |TLLPGGRPL |520 1. 569

4 IRLATVPGGL (478 1.386

] ALLELE: HLA-B7

‘Threshold for 4 %with score: 4
Prediction method |Rank |Sequence |Residue No. |Peptide Score

|ANNs +QV 1 \VPGGEPAAL (446 1. 000
[ANNS +QM 2 IDPDAVLAAL (581 1. 000
[ANNS +Qu 3 |EPALRGSTL (636 1. 000

[ANNS +QM 4 |AKRTFAKPI (143 0. 970
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‘ ALLELE: HLA-B*0702

‘Threshold for 4 %with score: 4

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QM 1 \VPGGEPAAL (446 1. 000
|ANNs +QV 2 IDPDAVLAAL (581 1. 000
|ANNs +QV 3 |EPALRGSTL (636 1. 000

[ANNS +QM 4 ILPAAAGRDA (546

0.990

\ ALLELE: HLA-BS

‘Threshold for 4 %with score: 4

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QV 1 [LADTTGARL [492 0. 700
|ANNs +QV 2 |VEAAREELA (670 0. 700
|ANNs +QV 3 |AAAADETLA [559 0. 660

[ANNS +Qu 4 IDAYAYAKFA (341

0. 650

‘ ALLELE: HLA- Cw*0301

’Threshol d for 4 %with score: 2.015

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

Qv 1 |TLLPGGRPL (520 4. 605
Qv 2 VGQPEMVTL |11 3.178
Qv 3 [TLVIRAAEL |32 2.996

’AVI | VGERL \471

\2. 996

’ ALLELE: HLA- Cw*0401

‘Threshol d for 4 %with score: 4.370

Prediction method |Rank [Sequence |Residue No.

Pepti de Score

[X 1 |[vPcGEPAAL [446 8. 760
X 2 |DPDAVLAAL |[581 8. 230
Qv 3 [LPAsAGRDA [546 6. 640

\4 ’LADDNGVHL ]657
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‘ ALLELE: HLA- Ow* 0602
‘Threshol d for 4 %with score: 1.482
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

Qv 1 [DATGRWSL [590 [2.580
Qv 27 [VBGRLIKTV [438 1.887
[°X 3 |EAGALPTLL |514 1. 887

ILADDVGVHL {657 1.887

‘ ALLELE: HLA- Cw*0702

‘Threshol d for 4 %with score: 1.212
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

[ 1 [RROKVLRRL [254 2. 262
[°X 2 |DPDAVLAAL (581 2. 156
[°X 3 |AGRHMAVSY (378 2. 079

4 |SDHRVLDAL 649 1.751

\ ALLELE: H2- Db

’Threshold for 4 %with score: 4
Prediction method |Rank [Sequence |Residue No. |Peptide Score

|ANNs +QV 1 [AQGHGWMELL |99 1. 000
|ANNs +QV 2 |ALTeARML [706 0.990
|ANNs+QU 3 |YAKFARITL (345 0. 950

[ANNS +Qu IHSAEEADFL 365 0. 950

] ALLELE: H2-Dd

‘Threshol d for 4 %with score: 11.800
Prediction method |Rank |Sequence |Residue No. |Peptide Score

[X 1 [GGLsAAARL [484 21. 460
X 2 [VeQPEWTL [11 20. 510
[X 3 [ovPORWWL [771 [19. 420

4 |RLQDGEPYL |719 16. 580
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\ ALLELE: H2- Kb

‘Threshold for 4 %with score: 4

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QM 1 [AQHGVMELL |99 1. 000
|ANNs +QV 2 /A LTGARML {706 0.990
|ANNs +QV 3 |TLLPGGRPL (520 0. 980

[ANNS +QM /AADETLAAL (561

0. 980

\ ALLELE: H2-Kd

‘Threshold for 4 %with score: 4

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

|ANNs +QV 1 IRLATVPGGL (478 1. 000
|ANNs +QV 2 \VPGGEPAAL (446 0. 970
|ANNs +QV 3 |EISVPKGTL |25 0. 950

[ANNS +Qu 4 [EAGALPTLL [514

0. 950

\ ALLELE: H2- Kk

’Threshol d for 4 %with score: 1.609

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

[X 1 |REELAALG [674 5.521
Qv 2 |VEAAREELA (670 3. 401
[°X 3 |LESAPWLL (389 2.996

|GEPAALDDL (449

\2. 996

] ALLELE: H2-Ld

‘Threshold for 4 %with score: 4

Prediction method |Rank [Sequence |Residue No.

Pepti de Score

|ANNs +QV 1 |[wBHAMAVAA (311 1. 000
[ANNS +QM 2 [EPALRGSTL (636 1. 000
[ANNS +Qu 3 |LPAAAGRDA [546 0. 950

[ANNS +Qu 4 ILESAPWLL (389
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\ ALLELE: HLA-G

‘Threshol d for 4 %with score: 9.260

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

[X 1 [ELPAAAGRD [545 18.130
Qv 27 [ovPDRWWL [771 [16. 710
Qv 3 [cEPAALDDL [449 [15. 510

IRLATVPGGL (478

13. 710

| ALLELE: H2Qa

‘Threshol d for 4 %with score: 6.000

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

Qv 1 ITLLPGGRPL (520 112. 870
[°X 2 |RLATVPGGL (478 12. 220
Qv 3 |SDHRVLDAL (649 9. 420

IDVPDRVWWL 771

8. 140

‘ ALLELE: HLA-B*2706

’Threshol d for 4 %with score: 5.000

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

[X 1 [RMLLDEGRL [712 7,470
Qv 2 || RDGGDPKG (296 7. 200
[°X 3 [KHAaAGPHI A [686 7. 000

\4 ’RRGKVLRRL \254

6. 560

] ALLELE: HLA- B35

‘Threshol d for 4 %with score: 8.350

Prediction method |Rank [Sequence |Residue No.

Pepti de Score

[°X 1 |EPALRGSTL (636 116. 790
X 2 |DPDAVLAAL |[581 15. 350
[X 3 |AVIIVGERL [471 11. 100

\4 ’TDHRRGKVL ]251
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\ ALLELE: Mamu- A*01

‘Threshol d for 4 %with score: 3.650

]Predi ction nethod ‘Rank ]Sequence ‘Resi due No.

‘Pepti de Score

[°X 1 [avitveeRr [471 [5.110
Qv 27 [TARTPWRL [730 [4.780
Qv 3 [TvPGGEPAA [445 [3. 000

4 IDATGFWSL (590

2. 820

‘ ALLELE: HLA- A*0204

‘Threshol d for 4 %with score: 12.070

’Pr edi cti on nethod ‘Rank ’Sequence ‘Resi due No.

‘Pepti de Score

[X 1 [pLESAPWWL [388 [19. 690
[°X 2 |RLATVPGGL (478 117. 800
[°X 3 [ILAAAADET [557 17. 740

|AADETLAAL (561

117. 600

‘ ALLELE: HLA-B*2703

’Threshol d for 4 %with score: 5.130

Prediction method [Rank [Sequence |Residue No.

Pepti de Score

[X 1 |[RRGKVLRRL [254 11. 940
Qv 2 |ARPHSAEEA (362 110. 310
[°X 3 |GRDADGI LA |551 10. 080

4 |RRAGERGAL (505

9. 050

’ ALLELE: HLA-B*2704

‘Threshol d for 4 %with score: 8.790

Prediction method |Rank [Sequence |Residue No.

Pepti de Score

[X 1 |[RRGKVLRRL [254 117. 730
X 2 [RRAGERGAL [505 16. 320
[X 3 [cePAALDDL [449 14. 810

\4 ’VPGGEPAAL ]446
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‘ ALLELE: HLA-B*2902
‘Threshol d for 4 %with score: 7.750
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

[X 1 [cERGALEAG [508 17.510
Qv 2 [AEI GAADGE [744 [11. 980
[X 3 [cEPAALDDL [449 [10. 940

4 ILESAPWLL (389 9. 130

‘ ALLELE: HLA- A*3301

‘Threshol d for 4 %with score: 3.840
’Predi ction nethod ‘Rank ’Sequence ‘Resi due No. ‘Pepti de Score

Qv 1 |FPVAPTTCK (613 3. 750
[sY 2 |ALTeARML [706 2. 850
Qv 3 |AGSTVHRQL |784 2. 300

4 |GVPTVEAAR (666 2.110

\ ALLELE: HLA- B44

’Threshol d for 4 %with score: 4.900
Prediction method |Rank [Sequence |Residue No. |Peptide Score

[X 1 |AEI GAADGE [744 12. 880
Qv 2 |GERGALEAG (508 111. 050
[X 3 |REELAALG [674 '8.830

4 |GEPAALDDL (449 17.300

’ ALLELE: HLA- A*6801

‘Threshold for 4 %with score: 4
Prediction method |Rank |Sequence |Residue No. |Peptide Score

|ANNs +QV 1 |QGLAAARGR (320 0. 960
[ANNS +QM 2 IGVPTVEAAR (666 0. 930
[ANNS +Qu 3 |FPVAPTTQK (613 0. 920

[ANNS +Qu 4 ILRHSTVTER (600 0. 910

http://www.imtech.res.in/tmp/nhlapred51.html
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‘ ALLELE: HLA- A*6802
‘Threshol d for 4 %with score: 4
]Predi ction nethod ‘Rank ]Sequence ‘Resi due No. ‘Pepti de Score

|ANNs +QM 1 [TARTPWRL [730 0. 990
|ANNs +QV 2 IDLATGAVGD (456 0. 980
|ANNs +QV 3 |AvIIVGERL [471 0. 980

[ANNS +QM 4 IRLATVPGGL (478 0. 980
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