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ABCpred Prediction Server

http://www .imtech.res.in/cgibin/abcpred/testl main.pl

I NPUT | NFORVATI ON

|Sequence nane

|Length of the sequence 449
|N.|rrber of 16mers fromthe input sequence 434
[Threshol d setting (Default value is 0.5) 0.51

TABULAR RESULT

Predicted B-cell epitope

Thepredicted B cell epitopes areranked according to their score obtained by trained recurrent neural network.
Higher score of the peptide means the higher probability to be as epitope.
All the peptides shown here are above the threshold value chosen.

|Rank |Sequence |St art position ‘Scor e
1 |LDTWQAAVRPNTKAFF [149 [0. 04
[2 [AGE EAGKAFVNALKL [358 [0.93
[2 | AGLPSSPVWHERAKRLA [330 [0.93
3 | EG DI LADLELGF [a18 [0.91
[3 [AGVI VDGGNFDWIQGR [230 [0.01
[3 [TKQ HAGQHPDPTTNA [20 [0.91
4 | TPDPSYHGWIAELGP [251 [o.88
s [FGLEI PGNI YTRI GNP s8 [o. 87
6 [VSFVDDPDDLDTVQAA [140 [0.86
[7 |LSSGQAAETFAI LNLA o4 [0.85
[7 [DHI VSSPRLYGGTYNL [113 [o.85
B [HGWFAELGPPAFALK [257 [0. 84
[o [YTRI GNPTTDWEQR! [67 [0.83
o |[DWI QGRFPGFTTPDPS [240 [o.83
[10 [PI YATTSYTFDDTAHA [39 [0.82
[10 [SLVI HPASTTHAQLSP [385 [0.82
[10 |RDYGSAASPFNAFLVA [279 0. 82
[10 [WHSATKYL GaHGAAI [214 [0.82
[11 [HRNGVPLI VDNTI ATP [186 [0.80
[12 [YSLAKLG EVSFVDDP [131 [0.79
[13 [VEQRI AALEGGVAALF [78 [o.78
[13 [SLRI ERHVANAQRVAE [301 [0.78
[13 [FAETI SNPQ DLLDTP [164 [0.78
[13 |GGTYNLFHYSLAKLG [123 [0.78
[14 |ADSNSTDADPTAHWSF [3 [0.77
[14 [KARVQLLRDYGSAASP [272 [o.77
[15 |QPLAQGADI WHSATK [205 [0.75
[16 [PWHERAKRLAPKGTGA [336 [0.74
[16 |FLAARDDVL SVNYAGL [317 [0.74
[17 |DLELGFAAARRFSADP [428 [0.72
[18 [ASTTHAQLSPAEQLAT [301 [o.71
[19 [DNTI ATPYLI QPLAQG [195 [0.70
|20 [AHWSFETKQ HAGQHP 14 [0.69
[21 [SHVANI GDVRSLVI HP [375 [0.65
[22 [PGLVRLAVG EG DDI [410 [0.64
23 [LATGVSPGLVRLAVG [404 [o.63
[23 [VLSVNYAGLPSSPVWHE [324 [0.63
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[24 [LEGGVAALFLSSGQAA 85 [0.62
[25 [DPTTNARALPI YATTS [30 [0.59
[26 [ AGRVAEFLAARDDVL S [311 [0.58
[26 [VRPNTKAFFAETI SNP [156 [0.58
[27 [KAFVNALKLHSHVANI [365 [0.53
[28 [SYTFDDTAHAAALFGL [45 [0.52
[28 |LGPPAFALKARVQLLR [264 [0.52
[29 | AAARRFSADPQSVAAF [434 [0.51
OVERLAP DISPLAY
MBADSNSTDADPTAHWSFETKQ HAGQHPDPTTNARAL PI YATTSYTFDDTAHAAAL FGLEI PGNI YTRI GNPTTDVVEGR! AALEGGVAAL FLSSGQAAETFAI LNLAGAGDH! VSSPRLYGGTYNLFHYSLAKLG EVSFVDDPDDLD

LD

VSFVDDPDDLD
LSSGQAAETFAI LNLA- - - - = = = = = = = = e = mm e e e e e e e e e e me
DHI VSSPRLYGGTYNL .

LEGGVAALFLSSGQAA- -
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