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Threshold for 3 %wi th score:
0.14

Hi ghest Score achi evabl e by any
pepti de:

6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [YVLALALFV 1130 3. 7000 61. 67
2 || VI ALAFYL 38 3. 4000 56. 67
3 [FVLPLAVTI 85 2. 6000 43.33
4 \VFI LI SN 95 2. 2000 136. 67
5 IVTLLAPI NL 1164 1. 8000 130. 00
6 ILRLFGNI FA 1184 1. 7800 29. 67
7 | KLLKGHVT 1157 1. 6000 26. 67
8 LI ALFPPYI 1199 1. 5700 26.17
9 [FI LI SN\EA 96 1. 4200 23. 67
10 || NYVLALAL 1128 1. 3500 22.50
11 Yl MAAPNAI 206 1. 3000 21. 67
12 ILVALI ALFP 1196 1. 2000 20. 00
13 |FVGAI QAFI 221 1. 2000 20. 00
14 [FGNI FAGG 1187 1. 1000 18. 33
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15 |FVFVCYHTA 1137 0. 9500 15. 83
16 \LFVFVCYHT 1136 0. 6800 11. 33
17 | LYFSQAMEL 236 0. 5900 9.83
18 VLAVLPVQY 1102 0. 5500 9. 17
19 [FVCYHTAG 1139 0. 5000 '8.33
20 [YLRAKVTST 45 0. 4900 8. 17
21 [FIFALLTI L 228 0. 4900 8. 17
22 | ALFPPYI M 1200 0. 4600 7. 67
23 IMRI APFVLP 80 0. 2000 3.33
24 | AGLI VI AL

ALLELE
DRB1_0102

Threshold for 3 %w th score:
0.7

Hi ghest Score achi evabl e by any

pepti de:

6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 I VI ALAFYL 38 4. 4000 73.33
2 \VFI LI SN\ML 95 3. 2000 53. 33
3 IVTLLAPI NL 1164 2. 8000 46. 67
4 ILRLFGNI FA 1184 2. 7800 46. 33
5 [YVLALALFV 1130 2. 7000 45. 00
6 [FVLPLAVTI 85 2. 6000 43.33
7 || KLLKGHVT 157 2. 6000 43.33
8 LI ALFPPYI 1199 2. 5700 42.83
9 I NYVLALAL 128 2. 3500 139.17
110 ILVALI ALFP 1196 2. 2000 36. 67
11 LFVFVCYHT 136 1. 6800 28.00
12 |LYFSQANEL 236 1. 5900 26.50
13 | ALFPPYI M 1200 1. 4600 24.33
14 FI LI SN\LA 96 1. 4200 23. 67
15 IMRI APFVLP 80 1. 2000 20. 00
16 |FVGAI QAFI 221 1. 2000 20. 00
117 | AGLI VI AL 34 1. 1000 18. 33
18 [FGNI FAGG 1187 1. 1000 18. 33
119 |LLKSAAADI 1120 1. 0000 16. 67
20 |LVEEVAKPI 1172 1. 0000 16. 67
21 |FVFVCYHTA 1137 0. 9500 15. 83
22 | MRNQVESAI 70 0. 9000 15. 00
23 \VGAI QAFI F 222 0. 9000 15. 00
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24 \VESAI G\R 74 0. 7900 113.17
25 \VLPLAVTI F 86 0. 7900 113.17
H ghest Score achi evabl e by any

DRB1_0301 2.96 peptide: 9.5

ALLELE: ‘Threshold for 3 %wth score:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 || VI ALAFYL 38 4. 0600 142,74
2 |VNTDTVLST 24 4. 0000 142,11
3 LYFSQAMEL 236 3. 4600 136. 42
4 \WRRG VGHP 1148 3. 4000 35. 79
5 IVLPLAVTI F 86 3.3000 34.74
6 ILFVGAI QAF 220 3.3000 34.74
7 I LVALI ALF 1195 3. 1000 32.63
8 | SLSLRLFG 1180 3.0000 31.58
9 LI ALFPPYI 1199 2. 9000 30. 53
110 1 TI QURNQV 66 2. 7100 28. 53
11 LI VI ALAFY 37 2. 6000 27. 37
12 || QURNQVES 68 2. 6000 27.37
13 [YVLALALFV 1130 2. 6000 27.37
14 \VLALALFVF 131 2. 6000 27. 37
15 LLKGHVTLL 1159 2. 5600 26. 95
16 [FYLRAKVTS 44 2. 5000 26. 32
117 \VGAI QAFI F 222 2. 4000 25. 26
18 I LI SNLAV 97 2. 3000 24. 21
119 |LLKSAAADI 1120 2.3000 24. 21
20 ILKGHVTLLA 1160 2.3000 24.21
21 | FALLTI LY 229 2.3000 24.21
22 IMRI APFVLP 80 2. 2000 23.16
23 | FAGG LVA 1190 2. 2000 23.16
24 [FVFI LI SNW 94 2.1700 22. 84

79

\VFI LI SN\ 95 21.

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_0305 1.7 peptide: 9.1
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Rank 'Sequence /At Position Score % of Highest Score
1 \VWRRG VGHP 1148 3. 4000 137.36
2 [FVFI LI SNW 94 3.1700 34.84
3 [FYLRAKVTS 44 3. 1000 34. 07
4 'YVLALALFV 1130 2. 6000 28.57
5 \UNTDTVLST 24 2.3000 25. 27
6 || VI ALAFYL 38 2. 1000 23. 08
7 [FVLPLAVTI 85 2.0000 21. 98
8 |FVGAI QAFI 221 1. 7000 18. 68
9 'Yl MAAPNA| 206 1. 6100 117. 69
10 [ YLRAKVTST 45 1. 6000 117.58
11 [FVCYHTAG 1139 1. 6000 17. 58
12 |LYFSQAMEL 236 1. 5000 16. 48
13 FI LI SN\LA 96 1. 4000 15. 38
14 ILKGHVTLLA 1160 1. 3000 14. 29
15 [FGNI FAGG 187 1. 3000 14. 29
16 | QURNQVES 68 1. 2000 13. 19
117 | FAGG LVA 1190 1. 2000 113.19
18 ILRLFGNI FA 1184 1. 0000 10. 99
119 LI ALFPPYI 1199 1. 0000 110. 99
20 [FIFALLTIL 228 1. 0000 110. 99
21 ILFPPYI MAA 202 0. 9000 9.89
22 [FALLTI LYF 1230 0. 9000 9. 89
23 1 TI QURNQV 66 0. 7100 7.80
24 ILFFEAI TI Q 61 0. 7000 7.69
VLAVLPVQY 1102 0. 7000 7.69

ALLELE:
DRB1_0306

Threshold for 3 %wi th score:

2.08

Hi ghest Score achi evabl e by any

pepti de:

8.8

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 [VNTDTVLST 24 3..8000 43.18
2 ILKGHVTLLA 1160 2. 8000 31. 82
3 | FAGG LVA 1190 2. 7000 30. 68
4 I TI QURNQV 66 2. 4000 27.27
5 'VQYTDKHGH 1108 2. 3800 27.05
6 |LYFSQAMEL 236 2. 2000 25. 00
7 [YVLALALFV 1130 2. 1000 23.86
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8 I SLSLRLFG 1180 2. 1000 23.86
9 || QURNQVES 68 2. 0800 23. 64
110 [FYLRAKVTS 44 1. 9800 22. 50
11 [FVFI LI SNW 94 1. 9000 21.59
12 \VFI LI SN\ 95 1. 8000 20. 45
13 I LI S\LAV 97 1. 8000 20. 45
14 ILFFEAI TI Q 61 1. 7000 19. 32
15 | VGHPI KLL 152 1. 7000 19. 32
16 ILRLFGNI FA 1184 1. 6800 19. 09
117 | VI ALAFYL 38 1. 6000 18.18
18 |LLKGHVTLL 1159 1. 6000 18.18
119 ILFPPYI MAA 202 1. 6000 18.18
20 ILVALI ALFP 1196 1. 5000 117.05
21 ILFVGAI QAF 220 1. 5000 117.05
22 \VLPLAVTI F 86 1. 4000 15. 91
23 | LLKSAAADI 1120 1. 4000 15. 91
24 \VGHPI KLLK 153 1. 4000 15. 91
LI VI ALAFY

ALLELE
DRB1_0307

Threshold for 3 %wth score:

2.08

Hi ghest Score achi evabl e by any

pepti de:

8.

8

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 [VNTDTVLST 24 3. 8000 143.18
2 |LKGHVTLLA 1160 2. 8000 31. 82
3 || FAGG LVA 1190 2. 7000 130. 68
4 | TI QURNQV 66 2. 4000 27.27
5 \VQYTDKHGH 1108 2. 3800 27.05
6 |LYFSQAMEL 236 2. 2000 25. 00
7 [YVLALALFV 1130 2. 1000 23. 86
E I SLSLRLFG 1180 2. 1000 23.86
9 || QURNQVES 68 2. 0800 23. 64
10 [FYLRAKVTS 44 1. 9800 22.50
11 [FVFI LI SN\W 194 1. 9000 21.59
12 \VFI LI SNVL 95 1. 8000 20. 45
13 I LI S\LAV 97 1. 8000 20. 45
14 ILFFEAI TI Q 61 1. 7000 19. 32
15 || VGHPI KLL 152 1. 7000 19. 32
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16 ILRLFGNI FA 1184 1. 6800 19. 09
117 || VI ALAFYL 38 1. 6000 18.18
18 [LLKGHVTLL 1159 1. 6000 18.18
19 ILFPPYI MAA 202 1. 6000 18.18
20 ILVALI ALFP 1196 1. 5000 117.05
21 ILFVGAI QAF 1220 1. 5000 117.05
22 \VLPLAVTI F 86 1. 4000 15. 91
23 |LLKSAAADI 1120 1. 4000 115. 91
24 \VGHPI KLLK 1153 1. 4000 15. 91
25 LI VI ALAFY

ALLELE
DRB1_0308

Threshold for 3 %w th score:

2.08

H ghest Score achi evabl e by any

pepti de:

8.

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [UNTDTVLST 24 3. 8000 43.18
2 ILKGHVTLLA 1160 2. 8000 31. 82
3 | FAGG LVA 1190 2. 7000 130. 68
4 | TI QURNQV 66 2. 4000 27.27
5 | VQYTDKHGH 108 2. 3800 27. 05
6 |LYFSQAMEL 236 2. 2000 25. 00
7 [YVLALALFV 1130 2. 1000 23.86
8 | SLSLRLFG 1180 2. 1000 23.86
9 || QURNQVES 68 2. 0800 23. 64
110 [FYLRAKVTS 44 1. 9800 22. 50
11 [FVFI LI SNW 94 1. 9000 21. 59
12 \VFI LI SNVL 95 1. 8000 20. 45
13 I LI S\LAV 97 1. 8000 20. 45
14 ILFFEAI TI Q 61 1. 7000 19. 32
15 || VGHPI KLL 152 1. 7000 19. 32
16 ILRLFGNI FA 1184 1. 6800 19. 09
117 || VI ALAFYL 38 1. 6000 18.18
18 ILLKGHVTLL 1159 1. 6000 18.18
119 ILFPPYI MAA 202 1. 6000 18.18
20 ILVALI ALFP 1196 1. 5000 117.05
21 LFVGAI QAF 220 1. 5000 117.05
22 \VLPLAVTI F 86 1. 4000 15. 91
23 |LLKSAAADI 1120 1. 4000 15. 91
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24 \VGHPI KLLK 1153 1. 4000 15. 91
25 LI VI ALAFY 37 1. 3000 14.77
Hi ghest Score achi evabl e by any

DRB1_0309 2.4

ALLELE: ‘Threshold for 3 %wth score:

peptide: 9.5

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WRRG VGHP 148 4. 4000 46. 32
2 [YVLALALFV 1130 3. 6000 37. 89
3 [FYLRAKVTS 44 3. 5000 36. 84
4 [FVFI LI S\W 94 3.1700 133. 37
5 || VI ALAFYL 38 3. 0600 132. 21
6 |VNTDTVLST 24 3. 0000 31. 58
7 [FVLPLAVTI 85 2. 9000 30. 53
8 [FALLTI LYF 1230 2..8000 29. 47
9 [FVGAI QAF 221 2. 6000 27.37
110 Y1 MAAPNA| 206 2.5100 126. 42
11 |FVCYHTAG 139 2. 5000 126. 32
12 |LYFSQANEL 236 2. 4600 25. 89
13 [YLRAKVTST 45 2.3000 24. 21
14 \VLPLAVTI F 86 2. 3000 24.21
15 |LFVGAI QAF 1220 2.3000 24. 21
16 [FGNI FAGG 1187 2. 2000 23.16
117 I LVALI ALF 1195 2. 1000 22.11
18 VLAVLPVQY 1102 2. 0000 21. 05
19 I SLSLRLFG 180 2. 0000 21. 05
20 [FI FALLTI L 228 1. 9600 20. 63
21 |FFEAI TI QM 62 1. 9000 20. 00
22 LI ALFPPYI 1199 1. 9000 20. 00
23 V\LGMTVNTD 119 1. 7100 18. 00
24 | TI QURNQV 66 1. 7100 18. 00

[FEAI TI QWR 63 17. 89

ALLELE: Threshold for 3 %with score: |H ghest Score achievable by any
DRB1 0311 2.08 peptide: 8.8
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Rank 'Sequence /At Position Score % of Highest Score
1 \UNTDTVLST 24 3..8000 43.18
2 [LKGHVTLLA 1160 2. 8000 31. 82
3 | FAGG LVA 1190 2. 7000 30. 68
4 I TI QURNQV 66 2. 4000 27.27
5 \VQYTDKHGH 108 2. 3800 27.05
6 | LYFSQAMEL 236 2. 2000 25. 00
7 'YVLALALFV 1130 2. 1000 23.86
8 I SLSLRLFG 1180 2.1000 23.86
9 || QURNQVES 68 2. 0800 23. 64
10 [FYLRAKVTS 44 1. 9800 22.50
11 [FVFI LI SNW 94 1. 9000 21. 59
12 \VFI LI SN\ 95 1. 8000 20. 45
13 I LI SN\MLAV 97 1. 8000 20. 45
14 ILFFEAI TI Q 61 1. 7000 19. 32
15 || VGHPI KLL 152 1. 7000 19. 32
16 ILRLFGNI FA 184 1. 6800 19. 09
117 | VI ALAFYL 38 1. 6000 18.18
18 LLKGHVTLL 1159 1. 6000 18.18
119 ILFPPYI MAA 202 1. 6000 18. 18
20 ILVALI ALFP 1196 1. 5000 17. 05
21 ILFVGAI QAF 220 1. 5000 117. 05
22 \VLPLAVTI F 86 1. 4000 115. 91
23 LLKSAAADI 1120 1. 4000 15. 901
24 \VGHPI KLLK 153 1. 4000 15. 91
LI VI ALAFY 37 1. 3000 14. 77

ALLELE:
DRB1_0401

Threshold for 3 %wi th score:

1.48

Hi ghest Score achi evabl e by any
8.

pepti de:

6

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 ILKGHVTLLA 1160 4.0000 46. 51
2 'YVLALALFV 1130 3. 1000 36. 05
3 [FI LI SN\EA 96 2.8000 132.56
4 \VFI LI SNVL 95 2. 7000 31. 40
5 ILRLFGNI FA 1184 2. 6800 31.16
6 ILFFEAI TI Q 61 2. 4000 27.91
7 [FVFI LI SNW 94 2. 4000 27.91
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8 [FVCYHTAG 1139 2. 1000 24. 42
9 \VWLGMTVNTD 119 1. 9000 22. 09
110 |LGVI'VNTDT 20 1. 6000 18. 60
11 \UNTDTVLST 24 1. 6000 18. 60
12 'Yl MAAPNA| 206 1. 6000 18. 60
13 | FALLTI LY 229 1. 5800 18. 37
14 |LPVQYTDKH 1106 1. 4800 117.21
15 [FALLTI LYF 230 1. 4000 16. 28
16 [YLRAKVTST 45 1. 3000 15.12
117 I LI S\LAV 97 1. 3000 15.12
18 ILVALI ALFP 1196 1. 3000 15.12
119 LYFSQAMEL 236 1. 3000 15. 12
20 [FVLPLAVTI 85 1. 2800 14.88
21 [FFEAI TI QM 62 1. 1800 113. 72
22 || VGHPI KLL 152 1. 0000 111. 63
23 \VLPLAVTI F 86 0. 9000 110. 47
24 LVEEVAKPI 172 0. 8000 9.30

\LPLAVTI FV

ALLELE
DRB1_0402

Threshold for 3 %w th score:

1.8

Hi ghest
pepti de:

Score achi evabl e by any
9.6

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 ILKGHVTLLA 1160 5. 4000 56. 25
2 ILRLFGNI FA 184 /5. 3000 55. 21
3 FI LI S\LA 96 3. 8800 140. 42
4 'Yl MAAPNA| 206 3. 4000 135. 42
5 | VI ALAFYL 38 3. 1000 132. 29
6 || QURNQVES 68 3. 0000 31.25
7 [YVLALALFV 1130 2. 4000 25. 00
E | VGHPI KLL 152 2. 4000 25. 00
9 \VFI LI SN\ 95 2.3000 23. 96
10 [FVCYHTAG 1139 2.3000 23. 96
11 \LPLAVTI FV 87 2. 2000 22. 92
12 ILRAKVTSTD 46 2. 1000 21.88
13 | ALFPPYI M 1200 1. 8000 118.75
14 | VRRGl VGH 1147 1. 7800 18. 54
15 |LGMTVNTDT 20 1. 6000 16. 67
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16 | FALLTI LY 229 1. 6000 16. 67
117 IMRI APFVLP 80 1. 5000 15. 62
18 VGEHHTATW 11 1. 4000 14. 58
19 || MAAPNAI W 207 1. 4000 14.58
20 |LFVFVCYHT 1136 1. 3000 13.54
21 | GVRI APFV 78 1. 2000 112.50
22 ILVALI ALFP 1196 1. 2000 112.50
23 | FAGG LVA 1190 1. 0000 110. 42
24 \VTI FVFI LI 91 0. 9000 9. 38
25 || NYVLALAL

ALLELE
DRB1_0404

Threshold for 3 %wi th score:

1.8

Hi ghest
pepti de:

Score achi evabl e by any
8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 184 /5. 5800 63. 41
2 \VFI LI SN\ML 95 4. 0000 45. 45
3 FI LI S\LA 96 2. 8000 31. 82
4 | FALLTI LY 229 2. 7800 31.59
5 IVLPLAVTI F 86 2. 6000 29. 55
6 I VI ALAFYL 38 2. 5500 28. 98
7 [LKGHVTLLA 1160 2. 5000 28. 41
8 [FVFI LI SNW 94 2. 4000 27.27
9 [FVCYHTAG 1139 2.3000 26. 14
110 ILVALI ALFP 1196 2. 1000 23. 86
11 V\LGMTVNTD 119 1. 9000 21. 59
12 LTI LYFSQA 233 1. 9000 21.59
13 'Yl MAAPNA| 206 1. 8500 21. 02
14 ILPLAVTI FV 87 1. 7800 20. 23
15 [YVLALALFV 1130 1. 7000 19. 32
16 |LGMTVNTDT 20 1. 5000 117.05
117 |LRAKVTSTD 46 1. 4000 15. 91
18 || NYVLALAL 128 1. 4000 15. 91
119 | ALFPPYI M 1200 1. 4000 15. 91
20 || MAAPNAI W 207 1. 4000 15. 91
21 ILFFEAI TI Q 61 1. 3000 14.77
22 INRI APFVLP 80 1. 2000 13. 64
23 | AGLI VI AL 34 1. 1800 13.41
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24 \VTI FVFI LI 91 1. 1800 13.41
25 \VTLLAPI NL 1164 1. 0800 112.27
Hi ghest Score achi evabl e by any

DRB1_0405 2.0

ALLELE: ‘Threshold for 3 %wth score:

peptide: 9.4

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \VLGMTVNTD 119 /5. 6000 59. 57
2 ILRLFGNI FA 184 4. 5800 48.72
3 [FVFI LI SNW 94 4.3000 45,74
4 \VFI LI SN\VL 95 4.0000 142.55
5 FI LI S\LA 96 3. 8000 140. 43
6 [FVCYHTAG 1139 3. 5000 37.23
7 |LRAKVTSTD 46 3. 1000 132. 98
8 'Yl MAAPNA| 206 3. 0500 132.45
9 [YVLALALFV 1130 3. 0000 31. 91
110 | FALLTI LY 229 2. 8800 130. 64
11 | YLRAKVTST 45 2. 7000 28.72
12 | VI ALAFYL 38 2. 5500 27.13
13 IVLPLAVTI F 86 2. 5000 26. 60
14 |FFEAI TI QU 162 2. 2800 24. 26
15 [FALLTI LYF 1230 2. 1000 22.34
16 [FVLPLAVTI 85 1. 6000 117. 02
117 ILLAPI NLVE 166 1. 6000 17. 02
18 | LYFSQAME 235 1. 6000 17. 02
19 VLAVLPVQY 1102 1. 5000 15. 96
20 |FVFVCYHTA 1137 1. 5000 15. 96
21 ILKGHVTLLA 1160 1. 5000 15. 96
22 ILVALI ALFP 1196 1. 5000 15. 96
23 | ALFPPYI M 1200 1. 5000 15. 96
24 |LGMTVNTDT 20 1. 4000 14. 89

I NYVLALAL 128 14. 89

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_ 0408 1.2 peptide: 8.8
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Rank 'Sequence /At Position Score % of Highest Score
1 ILRLFGNI FA 1184 4. 5800 52. 05
2 [FI LI S\LA 96 3. 8000 143.18
3 [FVFI LI SNW 94 3. 4000 38. 64
4 [FVCYHTAG 1139 3.3000 137.50
5 \VFI LI SN\L 95 3. 0000 34. 09
6 \WLGMIVNTD 119 2. 9000 132.95
7 'Yl MAAPNA| 206 2. 8500 132.39
8 'YVLALALFV 1130 2. 7000 130. 68
9 [YLRAKVTST 45 1. 8000 20. 45
10 | FALLTILY 229 1. 7800 20. 23
11 \VLPLAVTI F 86 1. 6000 18.18
12 | VI ALAFYL 38 1. 5500 117. 61
13 |FVFVCYHTA 1137 1. 5000 117.05
14 ILKGHVTLLA 1160 1. 5000 117.05
15 [FVLPLAVTI 85 1. 4000 15. 91
16 [FALLTI LYF 1230 1. 2000 13. 64
117 [FFEAI TI QM 62 1. 1800 113.41
18 ILVALI ALFP 1196 1. 1000 112.50
119 LTI LYFSQA 233 0. 9000 10. 23
20 ILPLAVTI FV 87 0. 7800 8.86
21 [FGNI FAGG 187 0. 6000 6.82
22 |LGVIT'VNTDT 20 0. 5000 5.68
23 |FVGAI QAF 221 0. 5000 5.68
24 |LRAKVTSTD 46 0. 4000 4.55
VLAVLPVQY 1102 0. 4000 4.55

ALLELE:
DRB1_0410

Threshold for 3 % with score:

2.6

H ghest
pepti de:

Score achi evabl e by any

9.4

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 184 5. 5800 59. 36
2 \VFI LI SNL 95 5. 0000 53.19
3 \WLGMIVNTD 119 4. 6000 48. 94
4 ILRAKVTSTD 46 4.1000 43. 62
5 | FALLTI LY 229 3. 8800 141. 28
6 || VI ALAFYL 38 3. 5500 137.77
7 IVLPLAVTI F 86 3. 5000 137.23
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8 [FVFI LI SNW 94 3.3000 35.11
9 [FI LI SN\LA 96 2..8000 29. 79
110 ILLAPI NLVE 166 2. 6000 27. 66
11 | LYFSQAVE 235 2. 6000 27. 66
12 [FVCYHTAG 1139 2. 5000 26. 60
13 ILKGHVTLLA 1160 2. 5000 26. 60
14 ILVALI ALFP 1196 2. 5000 26. 60
15 | ALFPPYI M 1200 2. 5000 26. 60
16 |LGMTVNTDT 20 2. 4000 25.53
117 || NYVLALAL 128 2. 4000 25.53
18 || MAAPNAI W 207 2.3000 24.47
119 | AGLI VI AL 34 2. 1800 23.19
20 ILFFEAI TI Q 61 2. 1000 22.34
21 \LPLAVTI FV 87 2. 0800 22.13
22 \VTLLAPI NL 1164 2. 0800 22.13
23 Y1 MAAPNA| 206 2. 0500 21.81
24 | LPVQYTDKH 1106 2. 0000 21.28

'YVLALALFV

ALLELE
DRB1_0421

Threshold for 3 %wth score:
2.3

Hi ghest Score achi evabl e by any

pepti de:

9

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 \YVLALALFV 1130 4. 1000 45.56
2 |LKGHVTLLA 1160 4. 0000 44. 44
3 \VFI LI SN 195 3. 6600 140. 67
4 [FALLTI LYF 230 3.3000 36. 67
5 \WLGMIVNTD 119 3.0000 33.33
6 [FVCYHTAG 1139 3. 0000 33.33
7 | FALLTI LY 229 2. 8800 132. 00
E \VLPLAVTI F 86 2. 8000 31.11
9 [FI LI SN\EA 96 2.8000 31.11
10 [FFEAI TI QM 62 2. 6800 29.78
11 ILRLFGNI FA 1184 2. 6800 29.78
12 'Yl MAAPNA| 206 2. 5000 27.78
13 [FVFI LI SNW 94 2. 4000 26. 67
14 |LGMTVNTDT 20 2.3000 25.56
15 [VNTDTVLST 24 2.3000 25.56
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16 I LI S\LAV 97 2.3000 25.56
117 ILVALI ALFP 1196 2.3000 25.56
18 | LYFSQAMEL 236 2. 2600 25. 11
19 [FVLPLAVTI 85 2. 1800 24. 22
20 [YLRAKVTST 45 2.0000 22.22
21 || VGHPI KLL 152 1. 9600 21.78
22 ILPLAVTI FV 87 1. 7800 119. 78
23 ILFFEAI TI Q 61 1. 7000 18. 89
24 |LVEEVAKPI 1172 1. 7000 18. 89
25 | VI ALAFYL

ALLELE
DRB1_0423

Threshold for 3 %w th score:

1.68

H ghest Score achi evabl e by any

pepti de:

8.

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 184 /5. 5800 63. 41
2 \VFI LI SN\ML 95 4. 0000 45. 45
3 FI LI S\LA 96 2. 8000 31. 82
4 | FALLTI LY 229 2. 7800 31.59
5 IVLPLAVTI F 86 2. 6000 29. 55
6 I VI ALAFYL 38 2. 5500 28. 98
7 [LKGHVTLLA 1160 2. 5000 28. 41
8 [FVFI LI SNW 94 2. 4000 27.27
9 [FVCYHTAG 1139 2.3000 26. 14
110 ILVALI ALFP 1196 2. 1000 23. 86
11 V\LGMTVNTD 119 1. 9000 21. 59
12 LTI LYFSQA 233 1. 9000 21.59
13 'Yl MAAPNA| 206 1. 8500 21. 02
14 ILPLAVTI FV 87 1. 7800 20. 23
15 [YVLALALFV 1130 1. 7000 19. 32
16 |LGMTVNTDT 20 1. 5000 117.05
117 |LRAKVTSTD 46 1. 4000 15. 91
18 || NYVLALAL 128 1. 4000 15. 91
119 | ALFPPYI M 1200 1. 4000 15. 91
20 || MAAPNAI W 207 1. 4000 15. 91
21 ILFFEAI TI Q 61 1. 3000 14.77
22 INRI APFVLP 80 1. 2000 13. 64
23 | AGLI VI AL 34 1. 1800 13.41
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24 \VTI FVFI LI 91 1. 1800 13.41

25 \VTLLAPI NL 1164 1. 0800 112.27

ALLELE: Threshold for 3 %with score: |H ghest Score achi evabl e by any
DRB1_0426 1.6 peptide: 8.6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILKGHVTLLA 1160 4. 0000 46. 51
2 [YVLALALFV 1130 3.1000 36. 05
3 [FI LI S\LA 96 2. 8000 32. 56
4 \VFI LI SN 195 2. 7000 31. 40
5 [LRLFGNI FA 1184 2. 6800 31.16
6 ILFFEAI TI Q 61 2. 4000 27. 91
7 [FVFI LI SNW 94 2. 4000 27.91
8 [FVCYHTAG 1139 2. 1000 24. 42
9 \VWLGMTVNTD 119 1. 9000 22. 09
110 |LGMIVNTDT 20 1. 6000 18. 60
11 [UNTDTVLST 24 1. 6000 18. 60
12 'Yl MAAPNA| 206 1. 6000 18. 60
13 | FALLTI LY 229 1. 5800 18. 37
14 LPVQYTDKH 1106 1. 4800 117.21
15 [FALLTI LYF 1230 1. 4000 16. 28
16 [YLRAKVTST 45 1. 3000 15. 12
117 I LI S\LAV 97 1. 3000 15.12
18 ILVALI ALFP 1196 1. 3000 15. 12
119 LYFSQAMEL 236 1. 3000 15. 12
20 [FVLPLAVTI 85 1. 2800 14. 88
21 |FFEAI TI QM 62 1. 1800 13. 72
22 || VGHPI KLL 152 1. 0000 11. 63
23 IVLPLAVTI F 86 0. 9000 110. 47
24 |LVEEVAKPI 1172 0. 8000 9. 30
\LPLAVTI FV 87 9. 07

ALLELE
DRB1_0701

Threshold for 3 %wi th score:

4.1

H ghest Score achi evabl e by any
11.6

pepti de:
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Rank 'Sequence /At Position Score % of Highest Score
1 || VI ALAFYL 38 8. 1000 69. 83
2 | LYFSQAMEL 236 7. 4000 63.79
3 'YVLALALFV 1130 17.3000 62. 93
4 I NYVLALAL 1128 7. 1000 61. 21
5 [FVLPLAVTI 85 6. 9000 59. 48
6 I LI SN\LAV 97 6.3000 54.31
7 \VFI LI SNVL 95 5. 9000 50. 86
8 \VTI FVFI LI 91 5. 7000 149. 14
9 'Yl MAAPNA| 206 5. 7000 49. 14
10 [FGNI FAGG 1187 5. 5000 47.41
11 [FIFALLTI L 228 /5. 3000 45. 69
12 ILAVTI FVFI 89 5. 1000 43. 97
13 |LLKSAAADI 1120 4.9000 42. 24
14 || VGHPI KLL 152 4.8000 141.38
15 \VGAI QAFI F 222 4. 8000 41. 38
16 [FVFI LI SNW 94 4. 7000 40. 52
117 [FVGAI QAFI 221 4. 6000 39. 66
18 [FVCYHTAG 1139 4.5200 38. 97
119 \VLSTAI AGL 29 4. 5000 38.79
20 IVTLLAPI NL 1164 4. 5000 38.79
21 | AGLI VI AL 34 4. 3000 37. 07
22 ILRLFGNI FA 184 4. 2000 36. 21
23 VLAVLPVQY 1102 4.1000 35. 34
24 FI LI SN\EA 96 4. 0000 34. 48
\VAKPI SLSL 1176 34. 48

ALLELE:
DRB1_0703

Threshold for 3 %wi th score:

4.0

H ghest Score achi evabl e by any
pepti de:

11.

6

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 || VI ALAFYL 38 8. 1000 69. 83
2 |LYFSQAMEL 236 7. 4000 63. 79
3 [YVLALALFV 1130 7.3000 62. 93
4 I NYVLALAL 128 7. 1000 61. 21
5 [FVLPLAVTI 85 6. 9000 59. 48
6 | LI S\LAV 97 6. 3000 54.31
7 \VFI LI SN\ 95 5. 9000 50. 86
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8 \VTI FVFI LI 91 5. 7000 149. 14
9 'Yl MAAPNA| 206 5. 7000 49. 14
110 [FGNI FAGG 187 5. 5000 47. 41
11 [FI FALLTI L 228 5. 3000 45. 69
12 ILAVTI FVFI 89 5. 1000 43. 97
13 |LLKSAAADI 1120 4.9000 42. 24
14 || VGHPI KLL 152 4. 8000 141.38
15 \VGAI QAFI F 222 4. 8000 41. 38
16 [FVFI LI SNW 94 4. 7000 40. 52
117 [FVGAI QAFI 221 4. 6000 39. 66
18 [FVCYHTAG 1139 4.5200 38. 97
119 \VLSTAI AGL 29 4.5000 38.79
20 \VTLLAPI NL 1164 4. 5000 38. 79
21 | AGLI VI AL 34 4. 3000 37.07
22 ILRLFGNI FA 1184 4. 2000 36. 21
23 VLAVLPVQY 1102 4.1000 135. 34
24 [FI LI S\LA 96 4. 0000 34. 48

\VAKPI SLSL

ALLELE
DRB1_0801

Threshold for 3 %w th score:

1.8

Hi ghest
pepti de:

Score achi evabl e by any
8.6

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 5. 1000 59. 30
2 [FVCYHTAG 1139 /5. 0000 58.14
3 |LRAKVTSTD 46 4. 0000 46. 51
4 'VWLGMIVNTD 19 3. 5000 40. 70
5 || QURNQVES 68 3. 2000 137.21
6 | VRRGl VGH 1147 2..8000 132.56
7 |LAFYLRAKV 42 2. 6000 130. 23
E [FVFI LI SNW 94 2. 5000 29. 07
9 'YVLALALFV 1130 2. 4000 27.91
10 | LYFSQAVE 235 2.3000 26. 74
11 [FALLTI LYF 1230 2.0000 23.26
12 [FVGAI QAFI 221 1. 9000 22. 09
13 | VI ALAFYL 38 1. 7000 119. 77
14 \VQYTDKHGH 108 1. 7000 119. 77
15 \WRRG VGHP 148 1. 7000 119. 77
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16 | GVRI APFV 78 1. 6000 18. 60
117 'Yl MAAPNA| 206 1. 6000 18. 60
18 [LRLFGNI FA 184 1. 3000 15. 12
19 LI VI ALAFY 37 1. 2000 113. 95
20 \VKAFDLFVG 215 1. 2000 113.95
21 | LVALI ALF 1195 1. 1000 112. 79
22 [FVLPLAVTI 85 0. 9000 10. 47
23 |FVFVCYHTA 1137 0. 9000 10. 47
24 | FVFI LI SN 93 0. 8000 9. 30
25 \WLAVLPVQY

ALLELE
DRB1_0802

Threshold for 3 %w th score:
1.0

Hi ghest Score achi evabl e by any

pepti de:

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 /5. 1000 63. 75
2 [FVCYHTAG 1139 4. 8000 60. 00
3 || QURNQVES 68 3. 2000 40. 00
4 |LAFYLRAKY 42 2.3000 28.75
5 [YVLALALFV 1130 2. 1000 26. 25
6 |FVGAI QAF 221 1. 7000 21. 25
7 [FVFI LI SNW 94 1. 6000 20. 00
8 | VRRGl VGH 1147 1. 5800 119. 75
9 'Yl MAAPNA| 206 1. 4000 117.50
110 |LRAKVTSTD 46 1. 3000 16. 25
11 | GVRI APFV 78 1. 3000 16. 25
12 \VWRRG VGHP 1148 1. 3000 16. 25
13 ILRLFGNI FA 1184 1. 3000 16. 25
14 [FALLTI LYF 1230 1. 1000 113.75
15 [FVFVCYHTA 1137 0. 9000 111. 25
16 VWLGMIVNTD 19 0. 8000 10. 00
117 || VI ALAFYL 38 0. 7000 8.75
18 |FVLPLAVTI 85 0. 7000 8.75
119 [FI LI SN\EA 96 0. 6000 7.50
20 [FGNI FAGG 187 0. 5000 6. 25
21 'VQYTDKHGH 1108 0. 4800 6. 00
22 | LVALI ALF 1195 0. 2000 2.50
23 ILVALI ALFP 1196 0. 2000 2.50
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24 LI VI ALAFY 37 0. 1000 1. 25
ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_0804 1.6 peptide: 8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 || QURNQVES 68 4. 2000 52. 50
2 [FYLRAKVTS 44 4. 1000 51. 25
3 [FVCYHTAG 1139 3. 8000 147. 50
4 |LAFYLRAKV 42 3.3000 41. 25
5 | VRRG VGH 1147 2. 5800 132.25
6 |LRAKVTSTD 46 2.3000 28.75
7 | GVRI APFV 78 2. 3000 28.75
8 ILRLFGNI FA 184 2. 3000 28.75
9 || VI ALAFYL 38 1. 7000 21.25
110 | VQYTDKHGH 108 1. 4800 18. 50
11 I LVALI ALF 1195 1. 2000 15. 00
12 ILVALI ALFP 1196 1. 2000 15. 00
13 LI VI ALAFY 37 1. 1000 113.75
114 [YVLALALFV 1130 1. 1000 113.75
15 LKGHVTLLA 1160 0. 8000 10. 00
16 ILSLRLFGN 182 0. 8000 10. 00
117 LI ALFPPYI 1199 0. 8000 10. 00
18 |FVGAI QAF 221 0. 7000 8.75
119 [FVFI LI S\W 94 0. 6000 7.50
20 \VFI LI SN 195 0. 6000 7.50
21 I NYVLALAL 128 0. 6000 7. 50
22 LI SNEAVL 98 0. 5000 6. 25
23 | ALFPPYI M 1200 0. 5000 6. 25
ILFPPYI MAA 202 0. 5000 6.25
| FALLTI LY 229 0. 5000 6. 25

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_0806 2.4 peptide: 8.6
‘Rank Sequence At Position ‘Score % of Hi ghest Score I
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1 |LRAKVTSTD 46 5. 0000 58. 14
2 || QURNQVES 68 4. 2000 48. 84
3 [FYLRAKVTS 44 4. 1000 47. 67
4 [FVCYHTAG 1139 4.0000 46. 51
5 | VRRG VGH 1147 3..8000 144.19
6 |LAFYLRAKY 42 3. 6000 41. 86
7 || LYFSQAME 235 3.3000 38.37
8 | VI ALAFYL 38 2. 7000 31. 40
9 'VQYTDKHGH 1108 2. 7000 31. 40
10 | GVRI APFV 78 2. 6000 130. 23
11 \WLGMIVNTD 119 2. 5000 29. 07
12 ILRLFGNI FA 184 2. 3000 26. 74
13 LI VI ALAFY 37 2. 2000 25.58
14 | LVALI ALF 1195 2. 1000 24. 42
15 || FVFI LI SN 93 1. 8000 20. 93
16 \VFI LI SN\WL 95 1. 6000 18. 60
117 I NYVLALAL 128 1. 6000 18. 60
18 ILVALI ALFP 1196 1. 6000 18. 60
19 | ALFPPYI M 1200 1. 6000 18. 60
20 | FALLTI LY 229 1. 6000 18. 60
21 [FVFI LI SNW 94 1. 5000 17. 44
22 LI S\VLAVL 98 1. 5000 17. 44
23 \YVLALALFV 1130 1. 4000 16. 28
24 IVTLLAPI NL 164 1. 4000 16. 28

I AGLI VI AL

ALLELE:
DRB1_0813

Threshold for 3 %with score:

1.9

H ghest
pepti de:

Score achi evabl e by any
8.7

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 6. 1000 70. 11
2 [FVCYHTAG 1139 4. 8000 55.17
3 || QURNQVES 68 4. 2000 48. 28
4 [FVFI LI SN\W 194 3. 4000 139. 08
5 'Yl MAAPNA| 206 3. 4000 39. 08
6 |LRAKVTSTD 46 3. 1000 35. 63
7 VWLGMIVNTD 19 2. 8000 132.18
8 [YVLALALFV 1130 2. 7000 31. 03
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9 | VRRG VGH 1147 2. 5800 29. 66
10 |LAFYLRAKY 42 2.3000 26. 44
11 [LRLFGNI FA 184 2. 1800 25. 06
12 'YLRAKVTST 45 2. 1000 24. 14
13 [FVLPLAVTI 85 1. 7000 19. 54
114 |FVGAI QAFI 221 1. 7000 19. 54
15 [FALLTI LYF 1230 1. 7000 19. 54
16 \VLPLAVTI F 86 1. 6000 18. 39
117 \VFI LI SN\ 95 1. 6000 18. 39
18 | VI ALAFYL 38 1. 5500 17. 82
119 | GVRI APFV 78 1. 5000 117. 24
20 [FIFALLTI L 228 1. 5000 117. 24
21 |FVFVCYHTA 1137 1. 4000 16. 09
22 ILFFEAI TI Q 61 1. 2000 113.79
23 [FI LI SN\EA 96 1. 1000 12. 64
24 | VQYTDKHGH 108 0. 9800 11. 26

‘LVALIALFP

ALLELE:
DRB1_0817

Threshold for 3 %w th score:

2.8

H ghest Score achi evabl e by any
10.1

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 5. 6000 55. 45
2 [FVCYHTAG 1139 5. 0000 149. 50
3 [YVLALALFV 1130 4. 2000 41. 58
4 |LRAKVTSTD 46 4. 0000 39. 60
5 'VWLGMIVNTD 19 3..8000 37. 62
6 [FALLTI LYF 1230 3..8000 37. 62
7 || QURNQVES 68 3. 7000 36. 63
8 || WRRG VGH 1147 3.3000 32. 67
9 ILRLFGNI FA 1184 2. 9000 28.71
10 | GVRI APFV 78 2. 7500 27.23
11 |LAFYLRAKY 42 2. 6000 25. 74
12 [FVFI LI SN\W 194 2. 5000 24.75
13 | FVFI LI SN 93 2. 4000 23.76
114 'VQYTDKHGH 1108 2. 4000 23.76
15 || NYVLALAL 128 2. 4000 23.76
16 ILVALI ALFP 1196 2. 4000 23.76
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117 | LYFSQAME 235 2.3000 22.77
18 || VI ALAFYL 38 2. 2000 21.78
119 | FALLTILY 229 2. 2000 21.78
20 \VTLLAPI NL 1164 2. 0000 19. 80
21 | AGLI VI AL 34 1. 9000 18. 81
22 [FFEAI TI QM 62 1. 9000 18. 81
23 Y1 MAAPNAI 206 1. 9000 18. 81
24 [FVGAI QAFI 221 1. 9000 18. 81
25 \WRRG VGHP

ALLELE
DRB1_1101

Threshold for 3 %wi th score:

1.1

Hi ghest
pepti de:

Score achi evabl e by any
8.3

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 'YVLALALFV 1130 3. 9000 146. 99
2 [FALLTI LYF 230 3. 3000 39.76
3 ILRLFGNI FA 184 2. 8000 33.73
4 [FYLRAKVTS 44 2. 6000 31.33
5 ILVALI ALFP 1196 2. 4000 28. 92
6 [FVFI LI S\W 94 2. 2000 26. 51
7 FI LI SN\LA 96 2. 0000 24.10
8 [LKGHVTLLA 1160 2. 0000 24.10
9 [FVCYHTAG 1139 1. 9000 22.89
10 |FVFVCYHTA 1137 1. 7000 20. 48
11 [FVGAI QAFI 221 1. 7000 20. 48
12 Y1 MAAPNA| 206 1. 6000 19. 28
13 \VQYTDKHGH 1108 1. 5800 19. 04
14 I NYVLALAL 128 1. 5000 18. 07
15 | FALLTI LY 229 1. 5000 18. 07
16 IVTLLAPI NL 1164 1. 4000 16. 87
117 LI ALFPPYI 1199 1. 3500 16. 27
18 | AGLI VI AL 34 1. 3000 15. 66
19 || VI ALAFYL 38 1. 2000 14. 46
20 [FGNI FAGG 1187 1. 2000 14. 46
21 [FFEAI TI QM 62 0. 8000 9. 64
22 \WLGMIVNTD 119 0. 7000 8. 43
23 LI VI ALAFY 37 0. 7000 8. 43
24 || QURNQVES 68 0. 7000 8. 43
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25 \WRRG VGHP 1148 0. 7000 8. 43
ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_ 1102 1.8 peptide: 8.4

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [LKGHVTLLA 1160 4. 0000 47. 62
2 || VGHPI KLL 152 3. 5000 41. 67
3 I VI ALAFYL 38 3. 2000 38. 10
4 || QURNQVES 68 3. 1000 36. 90
5 [FYLRAKVTS 44 3. 0000 35. 71
6 [LRLFGNI FA 1184 2. 9000 34. 52
7 | VQYTDKHGH 108 2. 5800 130. 71
8 1 TI QURNQY 66 2. 5000 29.76
9 'Yl MAAPNA| 206 2. 5000 29. 76
110 [FVCYHTAG 1139 2. 0000 23. 81
111 [YVLALALFV 1130 1. 8000 21.43
12 \VFI LI SN 195 1. 7000 120. 24
13 | ALFPPYI M 1200 1. 7000 20. 24
114 ILVALI ALFP 1196 1. 6000 19. 05
15 |LAFYLRAKV 42 1. 5000 17. 86
116 || WRRG VGH 1147 1. 4800 17. 62
117 ILRAKVTSTD 46 1. 2000 14. 29
18 \VLALALFVF 1131 1. 2000 14. 29
119 I LVALI ALF 1195 1. 2000 14. 29
20 LI ALFPPYI 1199 1. 2000 14. 29
21 \VLPLAVTI F 86 1. 0000 111. 90
22 | GVRI APFV 78 0. 9000 10. 71
23 IMRI APFVLP 80 0. 9000 10. 71
| KLLKGHVT 1157 10. 71
ILFFEAI TI Q 61 9. 52

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1 1104 2.0 peptide: 8.3
‘Rank Sequence At Position ‘Score % of Hi ghest Score I
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1 ILRLFGNI FA 1184 3..8000 145.78
2 ILVALI ALFP 1196 3. 4000 40. 96
3 [LKGHVTLLA 1160 3. 0000 36.14
4 'YVLALALFV 1130 2. 9000 34. 94
5 'VQYTDKHGH 1108 2. 5800 131. 08
6 || NYVLALAL 128 2. 5000 130. 12
7 | FALLTILY 229 2. 5000 30. 12
8 \VTLLAPI NL 1164 2. 4000 28. 92
9 LI ALFPPYI 1199 2. 3500 28.31
10 | AGLI VI AL 34 2.3000 27.71
11 [FALLTI LYF 1230 2.3000 27.71
12 || VI ALAFYL 38 2. 2000 26. 51
13 LI VI ALAFY 37 1. 7000 20. 48
14 | QURNQVES 68 1. 7000 20. 48
15 [FYLRAKVTS 44 1. 6000 119.28
16 VGHPI KLLK 153 1. 5000 18. 07
117 | SLSLRLFG 1180 1. 5000 18. 07
18 \LPLAVTI FV 87 1. 4000 16. 87
19 ILFPPYI MAA 1202 1. 4000 16. 87
20 \VLPLAVTI F 86 1. 3000 15. 66
21 || FVFI LI SN 93 1. 3000 15. 66
22 \VFI LI SN 95 1. 3000 15. 66
23 || FAGG LVA 1190 1. 3000 15. 66
24 LYFSQAMEL 236 1. 3000 15. 66

\VEEVAKPI S

ALLELE:
DRB1_1106

Threshold for 3 %with score:

2.0

H ghest
pepti de:

Score achi evabl e by any
8.3

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 1184 3..8000 45. 78
2 ILVALI ALFP 1196 3. 4000 140. 96
3 ILKGHVTLLA 1160 3. 0000 36. 14
4 [YVLALALFV 1130 2. 9000 134. 94
5 VQYTDKHGH 108 2. 5800 31. 08
6 I NYVLALAL 128 2. 5000 30. 12
7 | FALLTI LY 229 2. 5000 130. 12
8 IVTLLAPI NL 1164 2. 4000 28. 92
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9 LI ALFPPYI 1199 2. 3500 28.31
10 | AGLI VI AL 134 2.3000 27.71
11 [FALLTI LYF 1230 2.3000 27.71
12 | VI ALAFYL 38 2. 2000 26. 51
13 LI VI ALAFY 37 1. 7000 20. 48
114 || QURNQVES 68 1. 7000 20. 48
15 [FYLRAKVTS 44 1. 6000 119.28
16 \VGHPI KLLK 153 1. 5000 18. 07
117 I SLSLRLFG 1180 1. 5000 18. 07
18 \LPLAVTI FV 87 1. 4000 16. 87
119 ILFPPYI MAA 1202 1. 4000 16. 87
20 \VLPLAVTI F 86 1. 3000 15. 66
21 | FVFI LI SN 93 1. 3000 15. 66
22 \VFI LI SNL 95 1. 3000 15. 66
23 || FAGG LVA 1190 1. 3000 15. 66
24 LYFSQAMEL 236 1. 3000 15. 66

\VEEVAKPI S

ALLELE:
DRB1_1107

Threshold for 3 % with score:

2.1

H ghest
pepti de:

Score achi evabl e by any
9.1

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \UNTDTVLST 24 3.3000 36. 26
2 || VI ALAFYL 38 3. 1000 34. 07
3 |LYFSQAMEL 236 2. 5000 27. 47
4 \VRRG VGHP 148 2. 4000 26. 37
5 ILKGHVTLLA 1160 2.3000 25. 27
6 || QURNQVES 68 2. 2000 24.18
7 | FAGG LVA 1190 2. 2000 24.18
8 [FVFI LI S\W 94 2.1700 23.85
9 [FYLRAKVTS 44 2. 1000 23.08
10 ILRLFGNI FA 184 2.0000 21.98
11 LI ALFPPYI 1199 2.0000 21. 98
12 ILFPPYI MAA 202 1. 9000 20. 88
13 I TI QURNQV 66 1. 7100 18. 79
114 ILFFEAI TI Q 61 1. 7000 18. 68
15 'YVLALALFV 1130 1. 6000 117.58
16 [LLKGHVTLL 1159 1. 6000 117.58
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117 \VEEVAKPI S 1173 1. 6000 117.58
18 | SLSLRLFG 1180 1. 6000 117.58
119 | VQYTDKHGH 108 1. 5800 17. 36
20 \VLPLAVTI F 86 1. 4000 15. 38
21 |LLKSAAADI 1120 1. 4000 15. 38
22 ILFVGAI QAF 1220 1. 4000 15. 38
23 LI VI ALAFY 37 1. 3000 14. 29
24 I LI S\LAV 97 1. 3000 14. 29
25 IMRI APFVLP

ALLELE:
DRB1_1114

Threshold for 3 %wi th score:

1.3

Hi ghest
pepti de:

Score achi evabl e by any
8.4

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 4.0000 47. 62
2 Y1 MAAPNA| 206 3. 5000 41. 67
3 [FVCYHTAG 1139 3. 0000 35. 71
4 [LKGHVTLLA 1160 3. 0000 35. 71
5 'YVLALALFV 1130 2..8000 33.33
6 || VGHPI KLL 152 2. 5000 29.76
7 || VI ALAFYL 38 2. 2000 126. 19
8 || QURNQVES 68 2. 1000 25. 00
9 ILRLFGNI FA 1184 1. 9000 22. 62
10 \V\KAFDLFVG 215 1. 7000 20. 24
11 [FVGAI QAFI 221 1. 7000 20. 24
12 V\LGMTVNTD 119 1. 6000 19. 05
13 \VQYTDKHGH 1108 1. 5800 18. 81
14 | TI QURNQV 66 1. 5000 117.86
15 [VWAPNAI VKA 209 1. 5000 117. 86
16 [FALLTI LYF 1230 1. 5000 17. 86
117 [FI LI SN\LA 96 1. 3000 15. 48
18 [FVLPLAVTI 85 1. 2000 14. 29
19 [FVFI LI SNW 94 1. 1000 113.10
20 |FVFVCYHTA 1137 0. 9000 10. 71
21 'YHTAG WRR 1142 0. 9000 110. 71
22 [YLRAKVTST 45 0. 8000 9. 52
23 \VFI LI SNL 95 0. 7000 '8.33
24 | ALFPPYI M 1200 0. 7000 '8.33
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25 ILVALI ALFP 1196 0. 6000 7. 14
ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1_ 1120 2.1 peptide: 8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 4. 4000 50. 00
2 Y1 MAAPNA| 206 4. 4000 50. 00
3 [FVCYHTAG 1139 3. 9000 44. 32
4 [YVLALALFV 1130 3. 8000 43.18
5 || VGHPI KLL 152 3. 4600 139. 32
6 [FALLTI LYF 1230 3. 4000 38. 64
7 I VI ALAFYL 38 3. 1600 35.901
8 \VKAFDLFVG 215 3. 1000 35.23
9 ILKGHVTLLA 1160 3.0000 34. 09
110 VLGMTVNTD 119 2. 7000 130. 68
11 |FVGAI QAF 221 2. 6000 29. 55
12 1 TI QVRNQY 66 2. 5000 28. 41
13 || QURNQVES 68 2. 5000 28. 41
114 [YHTAG WRR 142 2. 4000 27. 27
15 | ALFPPYI M 200 2. 2000 25. 00
116 [FVLPLAVTI 85 2. 1000 23.86
117 \VLALALFVF 1131 2. 1000 23.86
18 I LVALI ALF 1195 2. 1000 23.86
119 IVLPLAVTI F 86 1. 9000 21. 59
20 ILRLFGNI FA 184 1. 9000 21. 59
21 \VFI LI SNVL 95 1. 6600 18. 86
22 ILVALI ALFP 1196 1. 6000 18.18
23 |LAFYLRAKY 42 1. 5000 117.05
[YLRAKVTST 45 117. 05
[VWAPNAI VKA 209 117.05

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1 1121 1.8 peptide: 8.4
‘Rank Sequence At Position ‘Score % of Hi ghest Score I
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1 ILKGHVTLLA 1160 14.0000 47. 62
2 || VGHPI KLL 1152 3. 5000 41. 67
3 | VI ALAFYL 38 3. 2000 38.10
4 | QURNQVES 68 3. 1000 36. 90
5 [FYLRAKVTS 44 3.0000 35. 71
6 ILRLFGNI FA 1184 2. 9000 34.52
7 |VQYTDKHGH 1108 2. 5800 30. 71
8 I TI QURNQV 66 2. 5000 29. 76
9 'Yl MAAPNA| 206 2. 5000 29. 76
10 [FVCYHTAG 1139 2.0000 23.81
11 \YVLALALFV 1130 1. 8000 21.43
12 \VFI LI SNML 95 1. 7000 120. 24
13 | ALFPPYI M 200 1. 7000 20. 24
14 ILVALI ALFP 1196 1. 6000 119. 05
15 |LAFYLRAKV 42 1. 5000 117.86
16 || WRRGl VGH 1147 1. 4800 117. 62
117 |LRAKVTSTD 46 1. 2000 14. 29
18 \VLALALFVF 1131 1. 2000 14. 29
19 | LVALI ALF 1195 1. 2000 14. 29
20 LI ALFPPYI 1199 1. 2000 14. 29
21 IVLPLAVTI F 86 1. 0000 11. 90
22 | GVRI APFV 78 0. 9000 10. 71
23 INRI APFVLP 80 0. 9000 10. 71
24 || KLLKGHVT 157 0. 9000 110. 71

ILFFEAI TI Q

ALLELE:
DRB1_1128

Threshold for 3 %w th score:

2.15

Hi ghest Score achi evabl e by any

pepti de:

8.

7

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FALLTI LYF 1230 5. 2000 59. 77
2 'YVLALALFV 1130 4. 9000 56. 32
3 ILVALI ALFP 1196 3. 4000 39. 08
4 [FYLRAKVTS 44 3. 0000 134.48
5 [FVCYHTAG 1139 2..8000 32.18
6 ILRLFGNI FA 1184 2.8000 132.18
7 | FALLTI LY 229 2. 8000 132.18
8 |FVGAI QAFI 221 2. 6000 29. 89
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9 'Yl MAAPNA| 206 2. 5000 28. 74
10 || NYVLALAL 128 2. 4600 28.28
11 IVTLLAPI NL 164 2. 3600 27.13
12 [FFEAI TI QM 62 2. 3000 26. 44
13 | AGLI VI AL 34 2. 2600 25. 98
114 LI ALFPPYI 1199 2. 2500 25. 86
15 \VLPLAVTI F 86 2. 2000 25. 29
16 [FVFI LI SNW 94 2. 2000 25. 29
117 | VI ALAFYL 38 2. 1600 24.83
18 [FGNI FAGG 187 2. 1000 24. 14
119 | LVALI ALF 1195 2. 1000 24.14
20 LI VI ALAFY 37 2. 0000 22. 99
21 [FI LI SN\EA 96 2.0000 22. 99
22 ILKGHVTLLA 1160 2.0000 22. 99
23 I SLSLRLFG 1180 1. 9000 21.84
24 VLGMTVNTD 119 1. 8000 120. 69

‘VLALALFVF

ALLELE:
DRB1_1301

Threshold for 3 % with score:

2.6

H ghest
pepti de:

Score achi evabl e by any
8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 | VGHPI KLL 152 4. 4600 50. 68
2 || VI ALAFYL 38 4. 1600 47. 27
3 |LKGHVTLLA 1160 4. 0000 45. 45
4 1 TI QURNQV 66 3. 5000 39. 77
5 || QURNQVES 68 3. 5000 39. 77
6 [FYLRAKVTS 44 3. 4000 38. 64
7 'Yl MAAPNA| 206 3. 4000 38. 64
8 | ALFPPYI M 1200 3. 2000 36. 36
9 \VLALALFVF 1131 3. 1000 35.23
10 I LVALI ALF 1195 3. 1000 35. 23
11 \VLPLAVTI F 86 2. 9000 132.95
12 [FVCYHTAG 1139 2. 9000 132.95
13 ILRLFGNI FA 1184 2. 9000 132.95
114 'YVLALALFV 1130 2.8000 31.82
15 \VFI LI SNL 95 2. 6600 130. 23
16 ILVALI ALFP 1196 2. 6000 29.55
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117 |LAFYLRAKY 42 2. 5000 28.41
18 [FALLTI LYF 1230 2. 4000 27.27
119 |LRAKVTSTD 46 2.3000 26.14
20 LI ALFPPYI 1199 2. 1000 23.86
21 \VKAFDLFVG 215 2. 1000 23.86
22 \VQYTDKHGH 108 2.0000 22.73
23 || LYFSQAME 235 2.0000 22.73
24 | GVRI APFV 78 1. 9000 21.59
25 IMRI APFVLP

ALLELE
DRB1_1302

Threshold for 3 %wi th score:

2.1

Hi ghest
pepti de:

Score achi evabl e by any
8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 4. 4000 50. 00
2 Y1 MAAPNA| 206 4. 4000 50. 00
3 [FVCYHTAG 1139 3. 9000 44. 32
4 [YVLALALFV 1130 3. 8000 43.18
5 | VGHPI KLL 152 3. 4600 139. 32
6 [FALLTI LYF 1230 3. 4000 38. 64
7 I VI ALAFYL 38 3. 1600 35. 901
8 \VKAFDLFVG 215 3. 1000 35.23
9 ILKGHVTLLA 1160 3. 0000 34. 09
10 \WLGMIVNTD 119 2. 7000 30. 68
11 [FVGAI QAFI 221 2. 6000 29. 55
12 1 TI QVRNQY 66 2. 5000 28. 41
13 || QURNQVES 68 2. 5000 28. 41
14 [YHTAG WRR 1142 2. 4000 27.27
15 | ALFPPYI M 1200 2. 2000 25. 00
16 [FVLPLAVTI 85 2. 1000 23. 86
117 \VLALALFVF 1131 2. 1000 23.86
18 I LVALI ALF 1195 2. 1000 23.86
19 \VLPLAVTI F 86 1. 9000 21.59
20 ILRLFGNI FA 1184 1. 9000 21.59
21 \VFI LI SNVL 95 1. 6600 18. 86
22 ILVALI ALFP 1196 1. 6000 18.18
23 |LAFYLRAKY 42 1. 5000 117.05
24 [YLRAKVTST 45 1. 5000 117.05
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25 [VWAPNAI VKA 1209 1. 5000 117.05
ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1_ 1304 2.6 peptide: 9

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 || VGHPI KLL 152 4. 5000 50. 00
2 || VI ALAFYL 38 4. 2000 46. 67
3 ILKGHVTLLA 1160 4. 0000 44. 44
4 |LRAKVTSTD 46 3. 9000 43.33
5 \VQYTDKHGH 1108 3. 8000 142. 22
6 | LYFSQAME 235 3. 6000 40. 00
7 \V\LGMTVNTD 119 3.3000 136. 67
8 || QURNQVES 68 3. 1000 34.44
9 [FYLRAKVTS 44 3.0000 33.33
110 ILRLFGNI FA 184 2. 9000 32. 22
11 1 TI QURNQV 66 2. 8000 31.11
12 | ALFPPYI M 1200 2. 8000 31. 11
13 \VFI LI SNL 95 2. 7000 30. 00
114 || WRRGI VGH 1147 2. 7000 30. 00
15 Y1 MAAPNA| 206 2. 7000 30. 00
16 || FVFI LI SN 93 2. 4000 26. 67
117 [FVCYHTAG 1139 2. 2000 24. 44
18 \YVLALALFV 1130 2. 1000 23.33
119 \VLALALFVF 1131 2. 1000 23.33
20 I LVALI ALF 1195 2. 1000 23.33
21 ILVALI ALFP 1196 2.0000 22. 22
22 \VKAFDLFVG 215 2.0000 22.22
23 \VLPLAVTI F 86 1. 9000 21.11
|LAFYLRAKV 42 20. 00
| KLLKGHVT 1157 20. 00

ALLELE: Threshold for 3 %with score: |H ghest Score achievabl e by any
DRB1 1305 2.2 peptide: 8.7
‘Rank Sequence At Position ‘Score % of Hi ghest Score I
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1 [FALLTI LYF 1230 5. 2000 59. 77
2 'YVLALALFV 1130 4.9000 56. 32
3 ILVALI ALFP 1196 3. 4000 39. 08
4 [FYLRAKVTS 44 3. 0000 34. 48
5 [FVCYHTAG 1139 2.8000 132.18
6 ILRLFGNI FA 1184 2. 8000 132.18
7 | FALLTILY 229 2.8000 132.18
8 [FVGAI QAFI 221 2. 6000 29. 89
9 'Yl MAAPNA| 206 2. 5000 28.74
10 || NYVLALAL 128 2. 4600 28. 28
11 \VTLLAPI NL 164 2.3600 27.13
12 [FFEAI TI QU 62 2. 3000 126. 44
13 | AGLI VI AL 34 2. 2600 25. 98
14 LI ALFPPYI 1199 2. 2500 25. 86
15 \VLPLAVTI F 86 2. 2000 25. 29
16 [FVFI LI SNW 94 2. 2000 125. 29
117 | VI ALAFYL 38 2. 1600 24.83
18 [FGNI FAGG 1187 2. 1000 24. 14
19 | LVALI ALF 1195 2. 1000 24.14
20 LI VI ALAFY 137 2. 0000 22. 99
21 FI LI SN\EA 96 2. 0000 22.99
22 ILKGHVTLLA 1160 2. 0000 22. 99
23 I SLSLRLFG 1180 1. 9000 21.84
24 VLGMTVNTD 119 1. 8000 120. 69

‘VLALALFVF

ALLELE:
DRB1_1307

Threshold for 3 %with score:

0.6

H ghest Score achi evabl e by any
pepti de:

6.8

‘Rank ‘Sequence ]At Posi tion ‘Scor e ]% of Hi ghest Score
1 [FVFI LI SNW 94 2. 2000 132.35
2 [FYLRAKVTS 44 2.1000 30. 88
3 'YVLALALFV 1130 2.1000 130. 88
4 [FVCYHTAG 1139 1. 9000 127. 94
5 [FVGAI QAFI 221 1. 7000 25. 00
6 [FALLTI LYF 230 1. 5000 22. 06
7 'Yl MAAPNA| 206 1. 3000 119. 12
8 [FI LI SN\EA 196 1. 2000 117. 65
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9 ILRLFGNI FA 184 1. 2000 117. 65
10 [FGNI FAGG 187 1. 1000 16. 18
11 [FVFVCYHTA 137 1. 0000 114.71
12 \VQYTDKHGH 108 0. 8800 112. 94
13 LI VI ALAFY 37 0. 7000 10. 29
114 | VI ALAFYL 38 0. 7000 110. 29
15 \WRRG VGHP 148 0. 6000 8. 82
16 ILVALI ALFP 1196 0. 6000 8. 82
117 'WLGMIVNTD 19 0. 4000 5. 88
18 | QURNQVES 68 0. 2000 2. 94
119 ILKGHVTLLA 1160 0. 2000 2.94
20 I LVALI ALF 1195 0. 2000 2.94
21 LI ALFPPYI 1199 2000 2. 94

[FDLFVGAI Q

ALLELE
DRB1_1311

Threshold for 3 %wi th score:

2.0

Hi ghest Score achi evabl e by any
8.3

pepti de:

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 184 3. 8000 45,78
2 ILVALI ALFP 1196 3. 4000 40. 96
3 [LKGHVTLLA 1160 3. 0000 36.14
4 'YVLALALFV 1130 2. 9000 34. 94
5 \VQYTDKHGH 108 2. 5800 131. 08
6 || NYVLALAL 128 2. 5000 130. 12
7 | FALLTILY 229 2. 5000 130. 12
E \VTLLAPI NL 1164 2. 4000 28. 92
9 LI ALFPPYI 1199 2. 3500 28.31
10 | AGLI VI AL 134 2.3000 27.71
11 [FALLTI LYF 1230 2.3000 27.71
12 | VI ALAFYL 38 2. 2000 26.51
13 LI VI ALAFY 37 1. 7000 20. 48
114 || QURNQVES 68 1. 7000 20. 48
15 [FYLRAKVTS 44 1. 6000 119. 28
16 \VGHPI KLLK 153 1. 5000 18. 07
117 I SLSLRLFG 1180 1. 5000 18. 07
18 \LPLAVTI FV 87 1. 4000 16. 87
119 ILFPPYI MAA 1202 1. 4000 16. 87
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20 IVLPLAVTI F 86 1. 3000 15. 66
21 | FVFI LI SN 93 1. 3000 15. 66
22 \VFI LI SN 95 1. 3000 15. 66
23 | FAGG LVA 1190 1. 3000 15. 66
24 |LYFSQAMEL 236 1. 3000 15. 66
25 \VEEVAKPI S

ALLELE
DRB1_1321

Threshold for 3 %wi th score:
2.2

Hi ghest
pepti de:

Score achi evabl e by any
8.9

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [YVLALALFV 1130 4. 2000 47,19
2 [FALLTI LYF 1230 4. 2000 47.19
3 \VWLGMTVNTD 119 3. 4000 38. 20
4 [FVFI LI SNW 94 3. 1000 34.83
5 | VQYTDKHGH 108 2. 8000 31. 46
6 ILRLFGNI FA 184 2. 8000 31. 46
7 ILVALI ALFP 1196 2. 8000 31. 46
8 [FYLRAKVTS 44 2. 6000 29.21
9 | FALLTI LY 229 2. 6000 29. 21
110 || NYVLALAL 128 2. 5000 28.09
11 \VTLLAPI NL 1164 2. 4000 26. 97
12 | AGLI VI AL 34 2.3000 25. 84
13 | FVFI LI SN 93 2.3000 25. 84
14 || VI ALAFYL 38 2. 2000 24.72
15 | LYFSQAME 235 2. 2000 24.72
16 [FVCYHTAG 1139 2. 1000 23. 60
117 [FI LI SN\EA 96 2.0000 22. 47
18 ILKGHVTLLA 1160 2.0000 22. 47
119 [FFEAI TI QM 62 1. 9000 21.35
20 |FVGAI QAFI 221 1. 9000 21.35
21 LI VI ALAFY 37 1. 8000 20. 22
22 | SLSLRLFG 1180 1. 8000 20. 22
23 Y1 MAAPNA| 206 1. 8000 120. 22
24 [FVFVCYHTA 1137 1. 7000 119. 10
\VKAFDLFVG 215 117. 98
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ALLELE:
DRB1_1322

Threshold for 3 % with score:
1.8

pepti de:

8.4

H ghest Score achi evabl e by any

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILKGHVTLLA 1160 4.0000 47. 62
2 || VGHPI KLL 152 3. 5000 41. 67
3 || VI ALAFYL 38 3. 2000 38.10
4 | QURNQVES 68 3. 1000 36. 90
5 [FYLRAKVTS 44 3. 0000 35. 71
6 ILRLFGNI FA 1184 2. 9000 34.52
7 |VQYTDKHGH 1108 2. 5800 30. 71
8 1 TI QURNQY 66 2. 5000 29.76
9 'Yl MAAPNA| 206 2. 5000 29. 76
10 [FVCYHTAG 1139 2.0000 23.81
11 'YVLALALFV 1130 1. 8000 21.43
12 \VFI LI SN 195 1. 7000 120. 24
13 | ALFPPYI M 200 1. 7000 20. 24
14 ILVALI ALFP 1196 1. 6000 119. 05
15 |LAFYLRAKY 42 1. 5000 117. 86
16 || WRRG VGH 147 1. 4800 17. 62
117 |LRAKVTSTD 46 1. 2000 14. 29
18 \VLALALFVF 131 1. 2000 14. 29
19 | LVALI ALF 1195 1. 2000 14. 29
20 LI ALFPPYI 1199 1. 2000 14. 29
21 \VLPLAVTI F 86 1. 0000 11. 90
22 | GVRI APFV 78 0. 9000 110. 71
23 IMRI APFVLP 80 0. 9000 110. 71
24 || KLLKGHVT 157 0. 9000 110. 71
ILFFEAI TI Q 61 9.52

ALLELE:
DRB1_1323

Threshold for 3 %wi th score:
1.3

Hi ghest
pepti de:

Score achi evabl e by any
8.4

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 [FYLRAKVTS 44 14.0000 47. 62
2 'Yl MAAPNA| 206 3. 5000 41. 67
3 [FVCYHTAG 1139 3.0000 35. 71
4 [LKGHVTLLA 1160 3. 0000 35. 71
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5 [YVLALALFV 1130 2.8000 33.33
6 || VGHPI KLL 1152 2. 5000 29. 76
7 | VI ALAFYL 38 2. 2000 126. 19
8 | QURNQVES 68 2. 1000 25. 00
9 ILRLFGNI FA 1184 1. 9000 22. 62
10 \VKAFDLFVG 215 1. 7000 20. 24
11 |FVGAI QAFI 221 1. 7000 120. 24
12 VWLGMIVNTD 19 1. 6000 119. 05
13 'VQYTDKHGH 1108 1. 5800 18. 81
14 | TI QURNQV 66 1. 5000 17.86
15 [VAPNAI VIKA 209 1. 5000 117. 86
116 [FALLTI LYF 230 1. 5000 17. 86
117 [FI LI SN\EA 96 1. 3000 15. 48
18 [FVLPLAVTI 85 1. 2000 14. 29
119 [FVFI LI SNW 94 1. 1000 113.10
20 |FVFVCYHTA 1137 0. 9000 110. 71
21 [YHTAG WRR 142 0. 9000 10. 71
22 'YLRAKVTST 45 0. 8000 9. 52
23 \VFI LI SN EE 0. 7000 8.33
24 || ALFPPYI M 200 0. 7000 8.33

‘LVALIALFP

ALLELE:
DRB1_1327

Threshold for 3 %with score:

2.6

H ghest
pepti de:

Score achi evabl e by any
8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 | VGHPI KLL 152 4. 4600 50. 68
2 | VI ALAFYL 38 4. 1600 47. 27
3 ILKGHVTLLA 1160 4.0000 45. 45
4 1 TI QVRNQY 66 3. 5000 139. 77
5 | QURNQVES 68 3. 5000 39. 77
6 [FYLRAKVTS 44 3. 4000 38. 64
7 'Yl MAAPNA| 206 3. 4000 38. 64
8 | ALFPPYI M 1200 3. 2000 36. 36
9 \VLALALFVF 1131 3. 1000 35.23
10 I LVALI ALF 1195 3. 1000 35. 23
11 \VLPLAVTI F 86 2. 9000 132.95
112 [FVCYHTAG 1139 2. 9000 132.95
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13 ILRLFGNI FA 1184 2. 9000 132.95
114 'YVLALALFV 1130 2..8000 31. 82
15 \VFI LI SN 95 2. 6600 130. 23
16 ILVALI ALFP 1196 2. 6000 29.55
117 |LAFYLRAKV 42 2. 5000 28.41
18 [FALLTI LYF 1230 2. 4000 27.27
119 |LRAKVTSTD 46 2.3000 26. 14
20 LI ALFPPYI 1199 2. 1000 23.86
21 \VKAFDLFVG 215 2.1000 23.86
22 \VQYTDKHGH 1108 2.0000 22.73
23 | LYFSQAME 235 2.0000 22.73
24 | GVRI APFV 78 1. 9000 21. 59
25 IMRI APFVLP

ALLELE
DRB1_1328

Threshold for 3 %w th score:

2.6

Hi ghest
pepti de:

Score achi evabl e by any
8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 | VGHPI KLL 152 4. 4600 '50. 68
2 || VI ALAFYL 38 4. 1600 47. 27
3 LKGHVTLLA 1160 4. 0000 45. 45
4 1 TI QURNQV 66 3. 5000 39. 77
5 || QURNQVES 68 3. 5000 39. 77
6 [FYLRAKVTS 44 3. 4000 38. 64
7 Y1 MAAPNAI 206 3. 4000 38. 64
8 | ALFPPYI M 1200 3. 2000 36. 36
[ \VLALALFVF 1131 3. 1000 35.23
10 | LVALI ALF 1195 3. 1000 35. 23
11 \VLPLAVTI F 86 2. 9000 132.95
12 [FVCYHTAG 1139 2. 9000 132. 95
13 ILRLFGNI FA 1184 2. 9000 132.95
14 'YVLALALFV 1130 2.8000 31. 82
15 \VFI LI SNL 95 2. 6600 130. 23
16 ILVALI ALFP 1196 2. 6000 29.55
17 |LAFYLRAKY 42 2. 5000 28. 41
18 [FALLTI LYF 1230 2. 4000 27.27
19 ILRAKVTSTD 46 2.3000 26. 14
20 LI ALFPPYI 1199 2. 1000 23.86
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21 \VKAFDLFVG 215 2. 1000 23.86
22 \VQYTDKHGH 1108 2.0000 22.73
23 || LYFSQAME 235 2. 0000 22.73
24 | GVRI APFV 78 1. 9000 21.59

25

IMRI APFVLP

ALLELE
DRB1_1501

Threshold for 3 %w th score:

3.25

H ghest Score achi evabl e by any

pepti de:

9.

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 1184 7.8000 179. 59
2 \VTI FVFI LI 91 5. 8000 59.18
3 || VI ALAFYL 38 /5. 5000 56. 12
4 LAFYLRAKV 42 4. 6000 146. 94
5 \VFI LI SN\ 95 4. 6000 46. 94
6 [YVLALALFV 1130 4. 3000 43. 88
7 [FVCYHTAG 1139 4. 2600 43. 47
8 [LKGHVTLLA 1160 4. 2600 43, 47
9 | FVFI LI SN 93 4. 2000 142. 86
110 I NYVLALAL 128 4. 2000 142. 86
111 |LFVFVCYHT 1136 4. 2000 42. 86
12 I LI S\LAV 197 4. 0000 40. 82
13 | ALFPPYI M 1200 3. 9800 40. 61
14 || QAFI FALL 225 3. 8000 138.78
15 || VGHPI KLL 152 3. 6500 37. 24
16 LYFSQAMEL 236 3. 6000 36. 73
117 | KLLKGHVT 1157 3. 5000 35. 71
18 \VQLFFEAI T 59 3. 4000 34. 69
19 ILVALI ALFP 1196 3. 4000 34. 69
20 | ALAFYLRA 40 3.3000 33. 67
21 \VTLLAPI NL 1164 3.3000 33.67
22 \VKAFDLFVG 215 3.3000 33. 67
23 \VESAI GV\R 74 3. 2000 132. 65
| APFVLPLA 132. 65
[FVFVCYHTA 31. 63
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ALLELE:
DRB1_1502

Threshold for 3 %w th score:
3.25

pepti de:

8

Hi ghest Score achi evabl e by any
9.

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 1184 6. 8000 69. 39
2 [YVLALALFV 1130 5. 3000 54. 08
3 [FVCYHTAG 1139 5. 2600 53. 67
4 \VTI FVFI LI 91 4. 8000 48. 98
5 | VI ALAFYL 38 4. 5000 45. 92
6 \VKAFDLFVG 215 4.3000 143.88
7 |FVFVCYHTA 1137 4. 1000 41. 84
8 Y1 MAAPNAI 206 4.1000 41. 84
9 FI LI SN\LA 96 4.0000 40. 82
10 [FVLPLAVTI 85 3..8000 138.78
111 |LAFYLRAKY 42 3. 6000 36. 73
12 VFI LI SN 195 3. 6000 36. 73
13 ILKGHVTLLA 1160 3. 2600 133. 27
14 | FVFI LI SN 93 3. 2000 132. 65
15 || NYVLALAL 128 3. 2000 132. 65
16 LFVFVCYHT 136 3. 2000 32. 65
117 [FALLTI LYF 230 3. 0500 31.12
18 I LI SNLAV 97 3. 0000 130. 61
119 | ALFPPYI M 1200 2. 9800 130. 41
20 | QAFI FALL 225 2. 8000 28. 57
21 [FIFALLTI L 228 2. 8000 28. 57
22 || VGHPI KLL 152 2. 6500 27.04
23 |LYFSQAMEL 236 2. 6000 26.53
24 || KLLKGHVT 157 2. 5000 25.51
[FVFI LI SNW 94 25. 00

ALLELE:
DRB1_1506

Threshold for 3 %wi th score:
3.1

Hi ghest
pepti de:

Score achi evabl e by any
9.8

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 ILRLFGNI FA 1184 7.8000 79. 59
2 \VTI FVFI LI 91 5. 8000 59.18
3 || VI ALAFYL 38 5. 5000 56. 12
4 |LAFYLRAKY 42 4. 6000 146. 94
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5 \VFI LI SN\ 95 4. 6000 146. 94
6 'YVLALALFV 1130 4. 3000 43. 88
7 [FVCYHTAG 1139 4. 2600 43. 47
8 ILKGHVTLLA 1160 4. 2600 43. 47
9 | FVFI LI SN 93 4. 2000 142.86
10 || NYVLALAL 128 4. 2000 142. 86
11 |LFVFVCYHT 1136 4. 2000 142.86
12 I LI S\LAV 97 14.0000 40. 82
13 | ALFPPYI M 1200 3. 9800 40. 61
14 | QAFI FALL 225 3. 8000 38.78
15 || VGHPI KLL 152 3. 6500 137. 24
116 LYFSQAMEL 236 3. 6000 36. 73
117 | KLLKGHVT 1157 3. 5000 35. 71
18 \VQLFFEAI T 59 3. 4000 34. 69
119 ILVALI ALFP 1196 3. 4000 34. 69
20 || ALAFYLRA 40 3. 3000 33. 67
21 IVTLLAPI NL 1164 3.3000 33. 67
22 \VKAFDLFVG 215 3. 3000 33.67
23 \VESAI G\RI 74 3. 2000 32. 65
24 || APFVLPLA 82 3. 2000 32. 65
|FVFVCYHTA

ALLELE:
DRB5_0101

Threshold for 3 %with score:

2.3

H ghest
pepti de:

Score achi evabl e by any
9.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 | VI ALAFYL 38 5. 4000 55. 10
2 |FVFVCYHTA 1137 4. 2000 142.86
3 [FGNI FAGG 1187 4. 1000 41. 84
4 I NYVLALAL 128 3. 6000 36.73
5 'YVLALALFV 1130 3. 5000 35. 71
6 \VGAI QAFI F 222 3. 5000 35. 71
7 \VLPVQYTDK 1105 3. 4000 34. 69
8 \WLAVLPVQY 1102 3.3000 33. 67
9 \VTLLAPI NL 1164 3.3000 33. 67
10 [FEAI TI QWR 63 3. 2000 132. 65
11 \VFI LI SNL 95 3. 2000 132. 65
112 'Yl MAAPNA| 206 3.0000 130. 61
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13 VI ALAFYLR 39 2. 7000 27.55
114 |FVLPLAVTI 85 2. 5000 25.51
15 [FI LI S\LA 96 2. 5000 25. 51
16 [FI FALLTI L 228 2. 5000 25.51
117 ILLTI LYFSQ 232 2. 5000 25.51
18 | KLLKGHVT 1157 2. 4000 24. 49
119 \VLALALFVF 1131 2.3000 23.47
20 'YHTAG WRR 1142 2.3000 23. 47
21 || NLVEEVAK 1170 2.3000 23. 47
22 LI VI ALAFY 37 2. 2000 22. 45
23 |FVGAI QAFI 221 2. 1000 21.43
24 | FALLTI LY 229 2.1000 21. 43
25 'VQYTDKHGH

ALLELE
DRB5_0105

Threshold for 3 %w th score:

2.3

Hi ghest
pepti de:

Score achi evabl e by any
9.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 | VI ALAFYL 38 5. 4000 55. 10
2 |FVFVCYHTA 1137 4. 2000 142. 86
3 [FGNI FAGG 187 4.1000 41. 84
4 I NYVLALAL 128 3. 6000 36.73
5 'YVLALALFV 1130 3. 5000 35. 71
6 \VGAI QAFI F 222 3. 5000 35. 71
7 [VLPVQYTDK 105 3. 4000 34. 69
8 VLAVLPVQY 1102 3.3000 33. 67
[ \VTLLAPI NL 1164 3.3000 33.67
10 [FEAI TI QWR 63 3. 2000 132. 65
11 \VFI LI SNV 95 3. 2000 132. 65
12 Yl MAAPNAI 206 3. 0000 130. 61
13 VI ALAFYLR 39 2. 7000 27.55
14 [FVLPLAVTI 85 2. 5000 25.51
15 [FI LI SN\LA 96 2. 5000 25.51
16 [FIFALLTI L 228 2. 5000 25.51
17 ILLTI LYFSQ 232 2. 5000 25.51
18 | KLLKGHVT 1157 2. 4000 24. 49
19 \VLALALFVF 1131 2.3000 23. 47
20 [YHTAG WRR 1142 2.3000 23. 47
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21 || NLVEEVAK 1170 2.3000 23. 47
22 LI VI ALAFY 37 2. 2000 22. 45
23 [FVGAI QAF 221 2. 1000 21.43
24 | FALLTI LY 229 2. 1000 21.43

25
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'VQYTDKHGH

2/5/2010 5:34 PM



