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0.14

Hi ghest Score achi evabl e by any

pepti de:

6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 || VNANAAHL 243 2.1000 35. 00
2 ILLNLPAARV 89 1. 7000 28. 33
3 [FGRLKALGR 462 1. 4000 23.33
4 ILLRSHAVTL 266 1. 2000 20. 00
5 VWM GMLSS 1493 1. 2000 20. 00
6 | GLSSWG 1496 1. 1000 18.33
7 ILVLAAGPDG 1119 1. 0700 117.83
[ VRWI AGLL 70 1. 0500 117. 50
9 LQRQLG LS 1609 1. 0000 |16. 67
10 ILGLFNPLSV 505 0. 9800 16. 33
11 [FVRQAHQI C 216 0. 9000 15. 00
112 |LRVEVGAPS 155 0. 7000 11. 67
13 | LGRVESKPL 1468 0. 7000 111. 67
14 'M GMLSSW 1495 0. 6000 10. 00
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15 \VREI VNANA 240 0. 4000 6. 67
16 || VKFLSEQV 288 0. 2800 4. 67
17 [VAYQRSEAL 424 0. 2000 3.33
18 ILNSLLNLPA 86 0. 1000 1. 67
19 \WSYSAQPS 108 0. 1000 1. 67
20 |VKFLSEQUL 289 0. 1000 1. 67
21 |VENAI ATAV 1410 -0.0100 0
22 |LRRGHKM | 476 -0.0100 [s
23 VI TWSYSA 1105 -0. 0500 0
24 | CPVGAWA 223 - 0. 0500 [s
25 | YRDLRRKRA 8 -0. 2000 0
26 I 1 GVRGSYG 483 - 0. 2000 [s
27 \LAGLEPTLT 623 -0.2100 0
28 | YSAQPSARL 1111 - 0. 3000 0
29 IMPI I AVSSL 258 - 0. 3000 0
30 | YQRSEALAD 426 |- 0. 4000 0
31 | MRGSYGGW 486 - 0. 4000 0
32 'YGGVWM GM 1490 -0.4700 0
33 |LKQGKSQLL 78 - 0. 5000 0
34 ILKM QRLLR 562 - 0. 5000 0
135 LAFI DTPGV 1170 - 0. 5300 0
36 \WGLGLFNP 502 - 0. 6000 0
37 \VGGLGQPHL 1178 - 0. 6300 0
38 ILSSWGLGL 1499 - 0. 6500 [s
39 |VGAWATKT 226 - 0. 6600 [s
40 \WI AGLLKQ 72 -0.7000 [
41 | VRSEAKANV 535 -0. 7000 [s
42 || RSATEQLA 312 - 0.8000 [s
43 |LRGGLAFI D 166 - 0. 9000 [s
44 |VEVGAPSPL 157 -1. 0000 [s
45 LGLLPEADA 1190 -1.0000 0
46 [FLSEQVLSR 201 -1. 0000 [s
47 VM GMLSSV 1494 - 1. 0000 [s
48 |FNPLSVGAG 508 - 1. 0000 [s
49 ILSVGAGLI L 511 -1.0000 [s
50 |LKALGRVES 1465 -1.0100 [s
51 || VELI DHTI 35 -1.1000 [s
52 | VRRAPHAGG 143 -1.1000 [s
53 VRQAHQI CP 217 -1.1000 [s
54 LG LSQUND 613 -1.1000 [s
55 |LAVSLGSEL 1319 -1. 2000 0
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56 |LQRARVPMP 251 -1.2300 0
57 |1 AVSSLLR 260 -1. 2500 [s
58 |LLRGGLAFI 165 -1. 3000 0
59 | MVPAGLCAY 0 -1. 5000 [s
60 LFNPLSVGA -1
61 | RELQRQLG -1

ALLELE:

DRB1_0102

Threshold for 3 %with score: |H ghest
pepti de:

0.7

Score achi evabl e by any

6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 || VNANAAHL 243 3. 1000 51. 67
2 |LLNLPAARV 89 2. 7000 45. 00
3 LLRSHAVTL 266 2. 2000 136. 67
4 WM GMLSS 1493 2. 2000 36. 67
5 | GLSSWG 1496 2.1000 35. 00
6 ILVLAAGPDG 1119 2.0700 34. 50
7 VRWI AGLL 70 2. 0500 34.17
8 LQRQLG LS 1609 2.0000 33.33
9 ILGLFNPLSV 505 1. 9800 33. 00
110 |LRVEVGAPS 155 1. 7000 28. 33
11 | LGRVESKPL 468 1. 7000 28. 33
12 'M GMLSSW 1495 1. 6000 26. 67
13 [FGRLKALGR 1462 1. 4000 23.33
14 || VKFLSEQV 288 1. 2800 21.33
15 [LNSLLNLPA 86 1. 1000 18. 33
16 \WSYSAQPS 108 1. 1000 18.33
117 |VKFLSEQUL 289 1. 1000 18. 33
18 \WI TWSYS 1104 1. 0000 16. 67
119 |VENAI ATAV 1410 0. 9900 16. 50
20 |LRRGHKM | 1476 0. 9900 16. 50
21 VI TWSYSA 105 0. 9500 15. 83
22 || CPVGAWA 223 0. 9500 15. 83
23 [FVRQAHQI C 216 0. 9000 15. 00
24 11 GVRGSYG 1483 0. 8000 13.33
25 \LAGLEPTLT 623 0. 7900 113.17
26 IMPI 1 AVSSL 258 0. 7000 111. 67
27 NRGSYGGW 1486 0. 6000 10. 00
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28 |LKQGKSQLL 78 0. 5000 8. 33
29 ILKM QRLLR 562 0. 5000 8. 33
30 LAFI DTPGV 1170 0.4700 7.83
31 \WGLGLFNP 502 0. 4000 6. 67
32 |VGGLGQPHL 1178 0.3700 6. 17
33 ILSSWGLGL 1499 0. 3500 5. 83
34 | VGAVWATKT 226 0. 3400 5. 67
35 'WI AGLLKQ 72 0. 3000 5. 00
36 | VRSEAKANV 535 0. 3000 5. 00
37 | RSATEQLA 312 0. 2000 3.33
38 \LRGGLAFI D 166 0. 1000 1. 67
39 |LKALGRVES 465 - 0. 0100 [s
40 || VELI DHTI 35 -0.1000 0
41 \VRRAPHAGG 143 -0. 1000 0
42 VRQAHQ CP 217 -0.1000 0
43 LG LSQUND 613 - 0. 1000 [s
44 |LAVSLGSEL 319 - 0. 2000 0
45 |LQRARVPMP 251 -0.2300 0
46 11 AVSSLLR 260 - 0. 2500 0
47 |LLRGGLAFI 165 - 0. 3000 0
48 | MVPAGLCAY 0 - 0. 5000 0
49 |LFNPLSVGA 507 - 0. 5000 0
50 | RELQRQLG 1606 - 0. 5000 0
51 | LRRKRARKW 111 -0. 5100 [s
52 |VELI DHTI A 36 -0.5100 [s
53 |LRSHAVTLN 267 -0.5100 [
54 [VQRLTRARQ 55 -0. 6000 [s
55 | LLKQGKSQL 77 - 0. 6000 [s
56 [VIREI VNANA 240 - 0. 6000 [s
57 || SFWSKQS 550 - 0. 6500 [s
58 [VNANAAHLQ 244 - 0. 6600 0
59 |LPEADAVLV 1193 -0. 7000 [s

ALLELE:

DRB1_0301

Threshold for 3 %with score:
2.96

Hi ghest Score achi evabl e by any
pepti de:

9.5

‘Sequence

‘At Posi tion

‘Score

‘%of H ghest Score

|LRRGHKM |

476

6. 4000

67.37
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2 \VWSDTSQEF 201 5. 3000 55. 79
3 \WI TWSYS 1104 4. 9700 52. 32
4 ILKM QRLLR 562 4. 7000 49, 47
5 'M | GVRGSY 482 4. 5000 47.37
6 VWM GMLSS 493 4. 4000 46. 32
7 |LKALGRMVES 1465 4. 3000 45. 26
8 | VWWNDPNLRD 329 3. 9000 141. 05
9 \LVWWSDTSQE 1200 3.8700 40. 74
10 \WI AGLLKQ 72 3.8000 140. 00
11 VM GMLSSV 1494 3. 6700 38. 63
12 \VRAGVLGEI 304 3. 6000 37. 89
13 IMLSSWGLG 498 3. 6000 37. 89
114 LVLAAGPDG 1119 3. 5000 36. 84
15 |LQRARVPMP 251 3. 5000 36. 84
116 | VRRAPHAGG 143 3. 2000 33. 68
117 LAFI DTPGV 1170 3. 1000 32.63
18 LLRGGLAFI 165 3. 0000 31.58
19 \VDHDLRTRF 375 3.0000 31.58
20 | VRSEAKANV 535 3.0000 31.58
21 | MVPAGLCAY 0 2. 9000 130. 53
22 [LRSHAVTLN 267 2. 9000 130. 53
23 |LRGGLAFI D 166 2. 8000 29. 47
24 NRGSYGGW 486 2.8000 29. 47
25 |FVDDI SFW 546 2. 8000 29. 47
26 [VRWI AGLL 70 2. 7600 29. 05
27 IMPI | AVSSL 258 2. 7300 28.74
28 [VQRLTRARQ 55 2. 7000 28. 42
29 |VLRVEVGAP 154 2. 7000 28. 42
130 | AVSSLLRS 261 2. 7000 28. 42
31 \WGLGLFNP 502 2. 7000 28. 42
32 LQRQLG LS 609 2. 7000 28. 42
33 || QRLLRDHY 565 2. 6000 27. 37
34 || VNANAAHL 243 2. 5600 26. 95
35 ILLRSHAVTL 266 2. 5600 26. 95
36 | PVDDI STD 1134 2. 4700 26. 00
37 || GNDVENA| 1406 2. 4100 25. 37
38 | GLSSWG 496 2. 4000 25. 26
39 VGAGLI LGR 513 2. 4000 25. 26
40 LLKQGKSQL 77 2.3300 24.53
41 \WSYSAQPS 1108 2.3000 24.21
42 | LLRDHYRE 568 2.3000 24.21
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43 | RELQRQLG 606 2.3000 24.21
44 | Al AKLNER 43 2. 1100 22.21
45 |LRVEVGAPS 155 2. 1000 22.11
46 ILLNSLLNLP 85 2. 0100 21.16
47 VRQAHQI CP 217 2.0000 21.05
48 |VLGDGFNDL 1363 1. 9700 20. 74
49 || TRSLTESL 580 1. 9600 120. 63
50 [FPAI VKFLS 285 1. 9000 20. 00
51 LLNLPAARY 89 1. 8000 18. 95
52 || STDVRRAP 1139 1. 8000 18. 95
53 [FNPLSVGAG 508 1. 8000 18. 95
54 | VGDDEATW 197 1. 7000 117. 89
55 \VPVPI | AVS 256 1. 7000 117. 89
56 |1 AVSSLLR 1260 1. 7000 17. 89
57 \VTLNDKELN 272 1. 7000 17. 89
58 |LRDHYREI A 569 1. 7000 117. 89
59 |VEVGAPSPL 1157 1. 6300 117.16
60 'VSYSAQPSA 1109 1. 6000 16. 84
61 [FVRQAHQI C 216 1. 6000 16. 84
62 |WATKTDLY 229 1. 6000 16. 84
63 |LRTRFRTVT 1379 1. 6000 16. 84
64 'M GMLSSW

ALLELE:
DRB1_0305

Threshold for 3 %w th score:

1.7

Hi ghest
pepti de:

Score achi evabl e by any
9.1

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 476 4. 5000 149. 45
2 \WI TWSYS 1104 3. 5700 139. 23
3 \WI AGLLKQ 72 3. 5000 38. 46
4 WM GMLSS 493 3. 0000 132. 97
5 |LKALGRVES 1465 2. 9000 31.87
6 |FVDDI SFW 546 2. 8000 130. 77
7 [FVRQAHQI C 216 2. 6000 28.57
E [FPAI VKFLS 285 2. 5000 27. 47
9 'VQRLTRARQ 55 2. 4000 26. 37
10 \WSDTSQEF 201 2. 4000 26. 37
11 'M | GVRGSY 482 2. 2000 24.18
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12 ILKM QRLLR 562 2. 2000 24.18
13 ' VWWNDPNLRD 1329 1. 8000 119. 78
14 \VRAGVLGEI 1304 1. 7000 18. 68
15 VM GMLSSV 494 1. 6700 18.35
16 |LQRARVPMP 251 1. 5000 16. 48
117 \LVWSDTSQE 1200 1. 4700 16. 15
18 [FNPLSVGAG 508 1. 4000 15. 38
19 |FVWSKQSRD 552 1. 3700 15. 05
20 | AVSSLLRS 261 1. 3000 14. 29
21 LQRQLG LS 609 1. 3000 14. 29
22 IMLSSWGLG 498 1. 2000 13. 19
23 ILVLAAGPDG 1119 1. 1000 12. 09
24 |LLRGGLAFI 1165 1. 1000 112. 09
25 LAFI DTPGV 1170 1. 1000 112. 09
26 |LRSHAVTLN 267 1. 1000 112. 09
27 | YQRSEALAD 426 1. 1000 112. 09
28 | YRDLRRKRA 8 1. 0000 110. 99
29 | VRSEAKANV 535 1. 0000 10. 99
30 \WSYSAQPS 108 0. 9000 9. 89
31 IVIREI VNANA 240 0. 9000 9. 89
32 | YKEDKQNRL 524 0. 8100 8.90
33 VRWI AGLL 70 0. 8000 8.79
34 \VRRAPHAGG 143 0. 8000 8.79
35 | MRGSYGGW 486 0. 8000 8.79
36 IMPI I AVSSL 258 0. 7700 8. 46
37 |VLRVEVGAP 154 0. 7000 7.69
38 |LRVEVGAPS 155 0. 7000 7. 69
39 |LRGGLAFI D 166 0. 7000 7.69
40 \WGLGLFNP 502 0. 7000 7.69
41 |LRDHYREI A 569 0. 7000 7.69
42 |MVPAGLCAY 0 0. 6000 6. 59
43 [VSYSAGPSA 1109 0. 6000 6. 59
44 || VNANAAHL 243 0. 6000 6.59
45 ILLRSHAVTL 266 0. 6000 6. 59
46 [FLSEQVLSR 291 0. 6000 6. 59
47 \VLSAELSPH 448 0. 5500 6. 04
48 || GNDVENAI 406 0.5100 5.60
49 \VELI DHTI A 36 0. 4000 4. 40
50 [FGRLKALGR 462 0. 4000 4. 40
51 LI LGRVAYK 517 0. 4000 4. 40
52 | LLRDHYRE 568 0. 4000 4. 40
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53 LLKQGKSQL 77 0.3700 4. 07
54 | PVDDI STD 1134 0. 3700 4. 07
55 [VPVPI | AVS 1256 0. 3000 3.30
56 | QRLLRDHY 565 0. 3000 3.30
57 | AGLLKQGK 74 0. 1000 1. 10
58 | LERRKREAQ 1343 0. 1000 1. 10
59 | VDHDL RTRF 375 0. 1000 1. 10
60 LLRVRSEAK 532 0. 1000 1. 10
61 ILLNSLLNLP 85 0. 0100 0.11
62 |VLGDGFNDL

ALLELE
DRB1_0306

Threshold for 3 %w th score:

2.08

H ghest Score achi evabl e by any

pepti de:

8

.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 476 /5. 2000 59. 09
2 \WI AGLLKQ 72 /5. 0000 56. 82
3 VWM GM.SS 493 4. 5000 51.14
4 \WI TWSYS 1104 4. 3000 48. 86
5 ILKM QRLLR 562 3. 7000 142. 05
6 |LKALGRVES 1465 3. 6000 40. 91
7 \WSDTSQEF 201 3. 5000 139. 77
8 VORLTRARQ 55 3. 4000 38. 64
9 | VWNDPNLRD 1329 3.3000 137.50
110 | AVSSLLRS 261 2. 8000 31. 82
11 VM GMLSSV 494 2. 4000 27. 27
12 \LVWWSDTSQE 1200 2. 2000 25. 00
13 || GNDVENA| 1406 2. 2000 25. 00
14 |LLRGGLAFI 1165 2. 1000 23.86
15 [LRSHAVTLN 267 2. 1000 23. 86
16 |LRDHYRE! A 569 2. 1000 23.86
117 \WSYSAQPS 1108 2.0000 22.73
18 | VRSEAKANV 535 2.0000 22.73
119 LQRQLGI LS 609 1. 9800 22.50
20 \VRRAPHAGG 1143 1. 8000 20. 45
21 'M | GVRGSY 482 1. 8000 20. 45
22 ILLNSLLNLP 85 1. 7000 19. 32
23 |LRVEVGAPS 155 1. 7000 19. 32
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24 [FVRQAHQI C 216 1. 7000 19. 32
25 |VLGDGFNDL 1363 1. 7000 19. 32
26 | MVPAGLCAY 0 1. 6000 18.18
27 || VNANAAHL 243 1. 6000 18.18
28 | QRLLRDHY 565 1. 6000 18.18
29 [VNANAAHLQ 244 1. 5000 117.05
30 IMPI I AVSSL 258 1. 5000 117.05
31 |LERRKREAQ 1343 1. 5000 117.05
32 |LLRVRSEAK 532 1. 5000 117.05
33 ILLRSHAVTL 266 1. 4800 16. 82
34 \VELI DHTI A 36 1. 4000 115. 91
35 VGAGLI LGR 513 1. 4000 15. 91
36 LI LGRVAYK 517 1. 4000 15. 91
37 | TRSLTESL 580 1. 4000 15. 91
38 | Al AKLNER 43 1. 3000 114.77
39 \VPMPI | AVS 256 1. 3000 14. 77
40 [VTLNDKELN 272 1. 3000 14. 77
41 \VRAGVLGEI 1304 1. 3000 114.77
42 \VLSAELSPH 448 1. 2800 14.55
43 || AGLLKQGK 74 1. 2000 13. 64
44 LLKQGKSQL 77 1. 1000 12. 50
145 ILNSLLNLPA 86 1. 1000 12. 50
46 || PVDDI STD 1134 1. 1000 112.50
47 |LQRARVPMP 251 1. 1000 12. 50
48 | VDHDLRTRF 375 1. 1000 12. 50
49 | LLRDHYREI 568 1. 1000 12. 50
50 | RSATEQLA 312 1. 0000 111.36
51 ILGLFNPLSV 505 1. 0000 11. 36
52 | RELQRQLG 606 1. 0000 11. 36
53 | MAFVRQAHQ 214 0. 9000 10. 23
54 \LRTRFRTVT 1379 0. 9000 10. 23
55 | GLSSWG 496 0. 8800 10. 00
56 |LLNLPAARV 89 0. 8000 9.09
57 IMLSSWGLG 498 0. 8000 9.09
58 || SFWSKQS 1550 0. 8000 9. 09
59 | VGDDEATW 97 0. 7000 7.95
60 ILVLAAGPDG 1119 0. 7000 7.95
61 LAFI DTPGV 1170 0. 7000 7.95
62 LYPRWREI V 236 0. 7000 7.95
63 |1 AVSSLLR 1260 0. 7000 7.95
64 |VSSLLRSHA
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ALLELE
DRB1_0307

Threshold for 3 %wi th score:

2.08

H ghest Score achi evabl e by any

pepti de:

8.

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 476 5. 2000 59. 09
2 \WI AGLLKQ 72 5. 0000 56. 82
3 WM GM.SS 493 4. 5000 51.14
4 \WI TWSYS 1104 4.3000 48. 86
5 ILKM QRLLR 562 3. 7000 142. 05
6 |LKALGRVES 465 3. 6000 40. 91
7 \WSDTSQEF 201 3. 5000 139. 77
8 VQRLTRARQ 55 3. 4000 38. 64
9 'VWWNDPNLRD 1329 3.3000 137.50
10 | AVSSLLRS 261 2.8000 31. 82
111 VM GMLSSV 494 2. 4000 27. 27
12 LVWWSDTSQE 200 2. 2000 25. 00
13 || GNDVENA| 406 2. 2000 25. 00
14 |LLRGGLAFI 165 2. 1000 23.86
15 ILRSHAVTLN 267 2. 1000 23.86
16 |LRDHYREI A 569 2. 1000 23. 86
117 \WSYSAQPS 108 2.0000 22.73
18 | VRSEAKANV 535 2.0000 22.73
19 LQRQLG LS 609 1. 9800 22.50
20 \VRRAPHAGG 1143 1. 8000 20. 45
21 'M | GVRGSY 482 1. 8000 20. 45
22 ILLNSLLNLP 85 1. 7000 19. 32
23 |LRVEVGAPS 1155 1. 7000 19. 32
24 [FVRQAHQI C 216 1. 7000 19. 32
25 | VL GDGFNDL 1363 1. 7000 19. 32
26 |MVPAGLCAY 0 1. 6000 18.18
27 || VNANAAHL 243 1. 6000 18.18
28 || QRLLRDHY 565 1. 6000 18.18
29 [VNANAAHLQ 244 1. 5000 117.05
130 NP1 I AVSSL 258 1. 5000 117.05
31 |LERRKREAQ 1343 1. 5000 117.05
32 |LLRVRSEAK 532 1. 5000 117.05
33 |LLRSHAVTL 266 1. 4800 16. 82
34 \VELI DHTI A 36 1. 4000 15. 91
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35 VGAGLI LGR 513 1. 4000 15. 91
36 LI LGRVAYK 517 1. 4000 15. 91
37 || TRSLTESL 580 1. 4000 15. 91
38 | Al AKLNER 43 1. 3000 14. 77
39 \VPVPI | AVS 1256 1. 3000 14.77
40 \VTLNDKELN 272 1. 3000 14. 77
41 \VRAGVLGEI 1304 1. 3000 114.77
42 \VLSAELSPH 448 1. 2800 14.55
43 | AGLLKQGK 74 1. 2000 13. 64
44 LLKQGKSQL 77 1. 1000 112.50
45 ILNSLLNLPA 86 1. 1000 112.50
46 || PVDDI STD 134 1. 1000 12. 50
47 |LQRARVPMP 251 1. 1000 112.50
48 \VDHDLRTRF 375 1. 1000 112.50
49 | LLRDHYREI 568 1. 1000 112. 50
50 || RSATEQLA 312 1. 0000 11. 36
51 ILGLFNPLSV 505 1. 0000 11. 36
52 | RELQRQLG 606 1. 0000 11. 36
53 | MAFVRQAHQ 214 0. 9000 10. 23
54 LRTRFRTVT 1379 0. 9000 10. 23
55 | GLSSWG 496 0. 8800 10. 00
56 |LLNLPAARV 89 0. 8000 9.09
57 IMLSSWGLG 498 0. 8000 9. 09
58 || SFWSKQS 550 0. 8000 9.09
59 | VGDDEATW 97 0. 7000 7.95
60 ILVLAAGPDG 1119 0. 7000 7.95
61 LAFI DTPGV 1170 0. 7000 7.95
62 LYPRVREI V 236 0. 7000 7.95
63 11 AVSSLLR 1260 0. 7000 7.95
64 |VSSLLRSHA

ALLELE:
DRB1_0308

Threshold for 3 %w th score:
2.08

pepti de:

Hi ghest Score achi evabl e by any

8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 476 5. 2000 59. 09
2 \WI AGLLKQ 72 5. 0000 56. 82
3 VWM GMLSS 493 4. 5000 51. 14
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4 \WI TWSYS 1104 4.3000 48. 86
5 ILKM QRLLR 562 3. 7000 142. 05
6 |LKALGRMVES 465 3. 6000 140. 91
7 \WSDTSQEF 201 3. 5000 39. 77
8 [VQRLTRARQ 55 3. 4000 38. 64
9 'VWWNDPNLRD 1329 3.3000 137.50
10 || AVSSLLRS 261 2.8000 31.82
11 VM GMLSSV 494 2. 4000 27.27
112 \LVWSDTSQE 1200 2. 2000 25. 00
13 || GNDVENA| 406 2. 2000 25. 00
14 LLRGGLAFI 165 2. 1000 23.86
15 |LRSHAVTLN 267 2.1000 23. 86
16 |LRDHYREI A 569 2. 1000 23.86
117 \WSYSAQPS 108 2.0000 22.73
18 | VRSEAKANV 535 2.0000 22.73
119 LQRQLGI LS 609 1. 9800 22. 50
20 | VRRAPHAGG 143 1. 8000 120. 45
21 'M | GVRGSY 482 1. 8000 20. 45
22 ILLNSLLNLP 85 1. 7000 19. 32
23 |LRVEVGAPS 155 1. 7000 19. 32
24 [FVRQAHQI C 216 1. 7000 119. 32
25 | VLGDGFNDL 1363 1. 7000 19. 32
26 | MVPAGLCAY 0 1. 6000 18.18
27 || VNANAAHL 243 1. 6000 18.18
28 || QRLLRDHY 565 1. 6000 18.18
29 [VNANAAHLQ 244 1. 5000 117. 05
130 IMPI I AVSSL 258 1. 5000 117.05
31 | LERRKREAQ 1343 1. 5000 17. 05
32 LLRVRSEAK 532 1. 5000 17. 05
33 ILLRSHAVTL 266 1. 4800 16. 82
34 \VELI DHTI A 36 1. 4000 15. 91
35 VGAGLI LGR 513 1. 4000 15. 91
36 LI LGRVAYK 517 1. 4000 15. 91
37 | TRSLTESL 580 1. 4000 15. 91
38 | Al AKLNER 43 1. 3000 14.77
39 VPP | AVS 256 1. 3000 114.77
40 [VTLNDKELN 272 1. 3000 14. 77
41 \VRAGVLGEI 1304 1. 3000 14. 77
42 \VLSAELSPH 448 1. 2800 14.55
43 | AGLLKQGK 74 1. 2000 13. 64
44 LLKQGKSQL 77 1. 1000 112.50

1/31/2010 1:10 PM



Prediction Results

13 of 89

http://www.imtech.res.in/tmp/file46241.html

45 [LNSLLNLPA 86 1. 1000 112.50
46 | PVDDI STD 1134 1. 1000 112.50
47 |LQRARVPMP 251 1. 1000 12. 50
48 \VDHDLRTRF 375 1. 1000 112.50
49 | LLRDHYRE 568 1. 1000 112.50
50 | RSATEQLA 312 1. 0000 111. 36
51 ILGLFNPLSV 505 1. 0000 111.36
52 | RELQRQLG 606 1. 0000 11. 36
53 | MAFVRQAHQ 214 0. 9000 10. 23
54 \LRTRFRTVT 1379 0. 9000 10. 23
55 | GVLSSWG 1496 0. 8800 110. 00
56 |LLNLPAARV 89 0. 8000 9.09
57 IMLSSWGLG 498 0. 8000 9. 09
58 || SFWSKQS 550 0. 8000 9. 09
59 | VGDDEATW 97 0. 7000 7.95
60 |LVLAAGPDG 1119 0. 7000 7.95
61 LAFI DTPGV 1170 0. 7000 7.95
62 LYPRWRE! V 236 0. 7000 7.95
63 I 1 AVSSLLR 1260 0. 7000 7.95
64 |VSSLLRSHA

ALLELE:
DRB1_0309

Threshold for 3 %wi th score:

2.4

Hi ghest
pepti de:

Score achi evabl e by any

9.

5

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 476 /5. 4000 56. 84
2 \WSDTSQEF 201 4.3000 45. 26
3 \WI TWSYS 1104 3. 9700 141. 79
4 |FVDDI SFW 546 3..8000 140. 00
5 ILKM QRLLR 562 3. 7000 38. 95
6 'M | GVRGSY 482 3. 5000 36. 84
7 WM GMLSS 493 3. 4000 35. 79
8 |LKALGRVES 1465 3.3000 34. 74
9 |FPAI VKFLS 285 2. 9000 30. 53
10 'VWNDPNLRD 1329 2. 9000 30. 53
11 \LVWSDTSQE 1200 2.8700 130. 21
12 \WI AGLLKQ 72 2. 8000 29. 47
13 [FNPLSVGAG 508 2.8000 29. 47
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114 VM GMLSSV 1494 2. 6700 28.11
15 [FVRQAHQI C 216 2. 6000 27.37
116 \VRAGVLGEI 1304 2. 6000 27. 37
117 IMLSSWGLG 498 2. 6000 27.37
18 LVLAAGPDG 1119 2. 5000 26. 32
19 |LQRARVPMP 251 2. 5000 26. 32
20 | FVWSKQSRD 552 2. 4700 26. 00
21 \VRRAPHAGG 1143 2. 2000 23.16
22 | YQRSEALAD 426 2. 2000 23.16
23 LAFI DTPGV 1170 2. 1000 22.11
24 [FLSEQVLSR 291 2. 1000 22.11
25 |LLRGGLAFI 165 2. 0000 21. 05
26 | VDHDLRTRF 375 2.0000 21.05
27 | VRSEAKANV 535 2.0000 21. 05
28 | MVPAGLCAY 0 1. 9000 20. 00
29 |LRSHAVTLN 267 1. 9000 120. 00
30 [FGRLKALGR 462 1. 9000 20. 00
31 \LRGGLAFI D 1166 1. 8000 18. 95
32 NRGSYGGW 486 1. 8000 18. 95
33 | YKEDKQNRL 524 1. 7700 18. 63
34 VRWI AGLL 70 1. 7600 18. 53
35 IMPI I AVSSL 258 1. 7300 18. 21
36 [VQRLTRARQ 55 1. 7000 117.89
37 |VLRVEVGAP 154 1. 7000 117. 89
38 I AVSSLLRS 261 1. 7000 17. 89
39 \WGLGLFNP 502 1. 7000 17. 89
40 LQRQLGI LS 609 1. 7000 117.89
41 || QRLLRDHY 565 1. 6000 16. 84
42 || VNANAAHL 243 1. 5600 16. 42
43 ILLRSHAVTL 266 1. 5600 16. 42
44 | PVDDI STD 1134 1. 4700 15. 47
45 || GNDVENAI 406 1. 4100 14. 84
46 | GLSSWG 1496 1. 4000 14.74
47 VGAGLI LGR 513 1. 4000 14. 74
48 LLKQGKSQL 77 1. 3300 14. 00
49 \WSYSAQPS 1108 1. 3000 13. 68
50 [YGGVWM GM 1490 1. 3000 13. 68
51 | LLRDHYREI 568 1. 3000 13. 68
52 | RELQRQLG 606 1. 3000 13. 68
53 | Al AKLNER 43 1. 1100 11. 68
54 |LRVEVGAPS 155 1. 1000 11.58
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55 ILLNSLLNLP 85 1. 0100 10. 63
56 | YRDLRRKRA 8 1. 0000 10. 53
57 VRQAHQ CP 217 1. 0000 10. 53
58 |VLGDGFNDL 1363 0. 9700 10. 21
59 || TRSLTESL 580 0. 9600 10. 11
60 \VREI VNANA 1240 0. 9000 9. 47
61 LLNLPAARV 89 0. 8000 8. 42
62 | STDVRRAP 1139 0. 8000 8. 42
63 \V\QQVL GDGF 1360 0. 8000 8. 42
64 | VGDDEATW

ALLELE
DRB1_0311

Threshold for 3 %w th score:

2.08

H ghest Score achi evabl e by any

pepti de:

8.

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LRRGHKM | 476 /5. 2000 59. 09
2 \WI AGLLKQ 72 /5. 0000 56. 82
3 VWM GM.SS 493 4. 5000 51.14
4 \WI TWSYS 1104 4. 3000 48. 86
5 ILKM QRLLR 562 3. 7000 142. 05
6 |LKALGRVES 1465 3. 6000 40. 91
7 \WSDTSQEF 201 3. 5000 139. 77
8 VORLTRARQ 55 3. 4000 38. 64
9 | VWNDPNLRD 1329 3.3000 137.50
110 | AVSSLLRS 261 2. 8000 31. 82
11 VM GMLSSV 494 2. 4000 27. 27
12 \LVWWSDTSQE 1200 2. 2000 25. 00
13 || GNDVENA| 1406 2. 2000 25. 00
14 |LLRGGLAFI 1165 2. 1000 23.86
15 [LRSHAVTLN 267 2. 1000 23. 86
16 |LRDHYRE! A 569 2. 1000 23.86
117 \WSYSAQPS 1108 2.0000 22.73
18 | VRSEAKANV 535 2.0000 22.73
119 LQRQLGI LS 609 1. 9800 22.50
20 \VRRAPHAGG 1143 1. 8000 20. 45
21 'M | GVRGSY 482 1. 8000 20. 45
22 ILLNSLLNLP 85 1. 7000 19. 32
23 |LRVEVGAPS 155 1. 7000 19. 32
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24 [FVRQAHQI C 216 1. 7000 19. 32
25 |VLGDGFNDL 1363 1. 7000 19. 32
26 | MVPAGLCAY 0 1. 6000 18.18
27 || VNANAAHL 243 1. 6000 18.18
28 | QRLLRDHY 565 1. 6000 18.18
29 [VNANAAHLQ 244 1. 5000 117.05
30 IMPI I AVSSL 258 1. 5000 117.05
31 |LERRKREAQ 1343 1. 5000 117.05
32 |LLRVRSEAK 532 1. 5000 117.05
33 ILLRSHAVTL 266 1. 4800 16. 82
34 \VELI DHTI A 36 1. 4000 115. 91
35 VGAGLI LGR 513 1. 4000 15. 91
36 LI LGRVAYK 517 1. 4000 15. 91
37 | TRSLTESL 580 1. 4000 15. 91
38 | Al AKLNER 43 1. 3000 114.77
39 \VPMPI | AVS 256 1. 3000 14. 77
40 [VTLNDKELN 272 1. 3000 14. 77
41 \VRAGVLGEI 1304 1. 3000 114.77
42 \VLSAELSPH 448 1. 2800 14.55
43 || AGLLKQGK 74 1. 2000 13. 64
44 LLKQGKSQL 77 1. 1000 12. 50
145 ILNSLLNLPA 86 1. 1000 12. 50
46 || PVDDI STD 1134 1. 1000 112.50
47 |LQRARVPMP 251 1. 1000 12. 50
48 | VDHDLRTRF 375 1. 1000 12. 50
49 | LLRDHYREI 568 1. 1000 12. 50
50 | RSATEQLA 312 1. 0000 111.36
51 ILGLFNPLSV 505 1. 0000 11. 36
52 | RELQRQLG 606 1. 0000 11. 36
53 | MAFVRQAHQ 214 0. 9000 10. 23
54 \LRTRFRTVT 1379 0. 9000 10. 23
55 | GLSSWG 496 0. 8800 10. 00
56 |LLNLPAARV 89 0. 8000 9.09
57 IMLSSWGLG 498 0. 8000 9.09
58 || SFWSKQS 1550 0. 8000 9. 09
59 | VGDDEATW 97 0. 7000 7.95
60 ILVLAAGPDG 1119 0. 7000 7.95
61 LAFI DTPGV 1170 0. 7000 7.95
62 LYPRWREI V 236 0. 7000 7.95
63 |1 AVSSLLR 1260 0. 7000 7.95
64 |VSSLLRSHA
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ALLELE
DRB1_0401

Threshold for 3 %wi th score:
1.48

H ghest Score achi evabl e by any

pepti de:

8.

6

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 \WI TWSYS 1104 4. 7000 54. 65
2 WM GMLSS 1493 3. 6000 141. 86
3 [FLSEQVLSR 291 3.3000 38. 37
4 | VWWNDPNLRD 329 3.3000 38. 37
5 \VREI VNANA 240 3.1000 36. 05
6 [LNSLLNLPA 86 2.8000 132.56
7 \WI AGLLKQ 72 2. 7000 31. 40
8 \WSDTSQEF 201 2. 7000 31. 40
9 |LRVEVGAPS 155 2. 4000 27.91
10 \LVWSDTSQE 200 2. 4000 27.91
111 [WATKTDLY 229 2. 4000 27. 01
12 [FVRQAHQ C 216 2. 2000 |25. 58
13 ILRSHAVTLN 267 1. 9000 22. 09
14 \WAYQRSEAL 1424 1. 8000 20. 93
15 | GVLSSWG 1496 1. 7800 20. 70
16 | YQRSEALAD 1426 1. 7000 119. 77
117 [FGRLKALGR 462 1. 7000 119. 77
18 | TRSLTESL 580 1. 6000 18. 60
19 |FVDDI SFW 546 1. 5000 117. 44
20 LQATI AAAQ 588 1. 4000 16. 28
21 'M GMLSSW 1495 1. 3000 15. 12
22 LEPTLTPRA 626 1. 3000 15. 12
23 [VNANAAHLQ 244 1. 2000 113. 95
24 LAFI DTPGV 1170 1. 1000 112. 79
25 || LSQUNDNL 615 1. 0000 11. 63
26 LQRQLG LS 1609 0. 9800 111. 40
27 ILGSELSVWN 1323 0. 8800 10. 23
28 | LGRVESKPL 1468 0. 8000 9. 30
29 || VKFLSEQV 288 0. 7000 8. 14
130 |LLRVRSEAK 532 0. 7000 8. 14
31 LLNLPAARY 89 0. 6000 6. 98
32 || VNANAAHL 243 0. 6000 6. 98
33 | AVSSLLRS 261 0. 6000 6. 98
34 |LLRSHAVTL 266 0. 5800 6. 74
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35 \VI VELI DHT 34 0. 5000 5. 81
36 | YSAQPSARL 1111 0. 5000 5. 81
37 IMPI I AVSSL 258 0. 5000 5.81
38 [FNPLSVGAG 508 0. 5000 5. 81
39 \WSYSAQPS 108 0. 4000 4. 65
40 |LNEESNFPA 1279 0. 4000 4. 65
41 \VRRFVDDI S 543 0. 3000 3. 49
42 \WGDTVTQPD 19 0. 1000 1. 16
43 |VLGDGFNDL 1363 0. 1000 1. 16
44 |1 AVSSLLR 260 -0. 1000 [s
45 LI DHTI AL A 38 -0. 2000 0
46 VQRLTRARQ 55 - 0. 2000 [s
47 |LQRARVPMP 251 - 0. 2000 0
48 |LSAELSPHV 1449 -0. 2000 0
49 | VRSEAKANV 535 - 0. 2000 0
50 |LFNPLSVGA 507 - 0. 2200 [s
51 | LLPEADAVL 1192 - 0. 3000 0
52 \VLSRATERV 296 - 0. 3000 0
53 IMLSSWGLG 1498 - 0. 4000 0
54 ILGLFNPLSV 505 - 0. 4000 0
55 ILKM QRLLR 562 - 0. 4000 0
56 ILLNSLLNLP 85 - 0. 5000 0
57 \VRRAPHAGG 143 - 0. 5000 0
58 \VELI DHTI A 36 - 0. 6000 [s
59 | YKEDKQNRL 524 - 0. 6000 [s
60 | MVPAGLCAY 0 - 0. 7000 0

ALLELE:
DRB1_0402

Threshold for 3 % with score:

1.8

H ghest Score achi evabl e by any
9.6

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Scor e ‘% of Hi ghest Score
1 LVQRLTRAR 54 5. 7000 59. 38
2 \WI TWSYS 1104 4.3000 144. 79
3 VWM GMLSS 1493 4. 1800 143. 54
4 \WSKQSRDR 553 4. 1000 142. 71
5 \WI AGLLKQ 72 14,0000 41. 67
6 | GVRGSYGG 1484 3..8000 39. 58
7 | LRRKRARKW 11 3. 7000 38. 54
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8 \WSYSAQPS 108 3. 7000 38. 54
9 ILRSHAVTLN 267 3. 2000 33.33
110 'M QRLLRDH 564 2. 7800 28. 96
11 ILNSLLNLPA 86 2. 7000 28.13
12 'VI TWSYSA 1105 2.3000 23. 96
13 ILTPRASLGR 630 2.3000 23. 96
14 |VLSRATERV 296 2. 2000 22. 92
15 ILGLFNPLSV 505 2.1000 21. 88
16 | LGRVESKPL 1468 1. 8000 118. 75
117 'M GMLSSW 1495 1. 8000 118. 75
18 || VNANAAHL 243 1. 6000 16. 67
119 LKQGKSQLL 78 1. 5000 15. 62
20 \WFVRQAHQ 215 1. 5000 |15. 62
21 | VKFLSEQV 288 1. 5000 15. 62
22 VQQTALWQ 354 1. 5000 |15. 62
23 | GLSSWG 1496 1. 5000 15. 62
24 || SFWSKQS 550 1. 5000 |15. 62
25 \LVWWSDTSQE 1200 1. 4000 14.58
26 [VNANAAHLQ 244 1. 4000 14.58
27 11 AVSSLLR 260 1. 4000 14. 58
28 || LGRVAYKE 518 1. 4000 14. 58
29 IVIREI VNANA 240 1. 3800 14. 37
30 |LRVRSEAKA 533 1. 3000 13. 54
31 ILNLPAARVG 90 1. 2000 12. 50
32 |LFNPLSVGA 507 1. 2000 12. 50
33 ILQATI AAAQ 588 1. 2000 12. 50
34 LQRQLGI LS 1609 1. 2000 112. 50
35 \VWSDTSQEF 201 1. 1000 11. 46
36 [FVRQAHQ C 216 1. 1000 11. 46
37 || RSATEQLA 312 1. 1000 11. 46
38 LAFI DTPGV 1170 1. 0800 111.25
39 |LNERGDLVQ 48 1. 0000 10. 42
40 LI DHTI Al A 38 0. 9000 9.38

41 | VWWNDPNLRD 1329 0. 9000 9.38

42 LEPTLTPRA 626 0. 8000 8. 33

43 \VRRFVDDI S 543 0. 7000 7. 29

44 IMPI I AVSSL 258 0. 5800 6. 04

45 | VRRAPHAGG 143 0. 5000 5.21

46 |LRGGLAFI D 166 0. 5000 5. 21

47 |LQRARVPMP 251 0. 5000 5. 21

48 |LRDRLASDL 1335 0. 5000 5. 21
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49 |LLRVRSEAK 532 0. 5000 5. 21
50 \WATKTDLY 229 0. 4000 4. 17
51 | MVPAGLCAY 0 0. 3000 3.12
52 'VLWSDTSQ 1199 0. 3000 3. 12
53 |LRRGHKM | 1476 0. 3000 3. 12
54 ILLNLPAARY 89 0. 2000 2. 08
55 [VPNPI | AVS 256 0. 2000 2.08
56 ILKM QRLLR 562 0. 1800 1. 88
57 | AVSSLLRS 261 0. 1000 1. 04
58 | VGDNFVWAY 418 1000 1. 04

59

VRQAHQI CP

ALLELE
DRB1_0404

Threshold for 3 %wi th score:
1.8

Hi ghest Score achi evabl e by any
pepti de:

8.8

‘Rank ‘Sequence ]At Posi tion ‘Scor e ]% of Hi ghest Score
1 \WI TWSYS 104 4. 8000 |54. 55
2 VWM GM.SS 1493 4.5000 51.14
3 'M GMLSSW 1495 3.9000 44. 32
4 [LNSLLNLPA 86 3. 6000 40. 91
5 \WI AGLLKQ 72 3.3000 37. 50
6 | GLSSWG 1496 2.8000 31. 82
7 | VKFLSEQV 288 2. 7000 130. 68
8 \LVWSDTSQE 200 2. 6000 29. 55
[ IMPI I AVSSL 258 2. 5000 28. 41
110 VI TWSYSA 105 2. 4000 27. 27
11 \WSYSAQPS 108 2. 4000 27. 27
112 \VREI VNANA 240 2. 4000 27. 27
13 \VRRFVDDI S 543 2.3000 26. 14
14 |LLRVRSEAK 532 2. 2000 25. 00
15 LAFI DTPGV 1170 2.1000 23. 86
16 ILGLFNPLSV 505 2.1000 23. 86
117 11 AVSSLLR 260 1. 9000 21. 59
18 |LLNLPAARV 89 1. 8000 20. 45
19 'VLWSDTSQ 1199 1. 8000 20. 45
20 | LGRVESKPL 1468 1. 7000 119. 32
21 || VNANAAHL 243 1. 6000 18.18
22 ' VWNDPNLRD 1329 1. 4000 15. 91
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23 || SFWSKQS 550 1. 4000 15. 91
24 ILRSHAVTLN 267 1. 3000 114. 77
25 \VELI DHTI A 36 1. 2000 13. 64
26 LQRQLG LS 1609 1. 1800 113. 41
27 |LKALGRVES 1465 1. 1000 112. 50
28 |1 GVRGSYG 1483 1. 1000 112. 50
29 VQRLTRARQ 55 1. 0000 111. 36
30 \VRWI AGLL 70 1. 0000 11. 36
31 \WSDTSQEF 201 1. 0000 111. 36
32 \WATKTDLY 1229 0. 9000 10. 23
33 LFNPLSVGA 507 0. 9000 10. 23
34 \WGLGLFNP 502 0. 8500 9. 66

35 |LRVEVGAPS 155 0. 8000 9. 09

36 ILQATI AAAQ 588 0. 8000 9. 09

37 || CPVGAWA 223 0. 7000 7.95

38 |VLSAELSPH 448 0. 6800 7.73

39 VLRVEVGAP 154 0. 6000 6. 82

40 | TWSYSAQ 1106 0. 5000 5. 68

41 | VRRAPHAGG 143 0. 5000 5.68

42 |LQRARVPMP 251 0. 5000 5. 68

43 [FGRLKALGR 462 0. 5000 5.68

44 ILKM QRLLR 562 0. 5000 5. 68

45 LAGLEPTLT 623 0. 4000 4. 55

46 LEPTLTPRA 626 0. 4000 4.55

47 |MVPAGLCAY 0 0. 3000 3.41

48 [VENAI ATAV 410 0. 3000 3.41

49 || LSQUNDNL 615 0. 3000 3. 41

50 | MAFVRQAHQ 214 0. 2000 2. 27

51 [FVRQAHQI C 216 0. 2000 2. 27

52 |VGAWATKT 226 0. 2000 2. 27

53 [VNANAAHLQ 244 0. 2000 2. 27

54 [VPVPI | AVS 256 0. 2000 2. 27

55 || TRSLTESL 580 0. 2000 2. 27

56 || VELI DHTI 35 0. 1000 1. 14

57 | Al AKLNER 43 0. 1000 1. 14

58 |LGLLPEADA 1190 0. 1000 1. 14

59 ILLRSHAVTL 266 -0.1000 [s

60 | WSKQSRDR 553 -0.1000 [s

61 | RSATEQLA 312 -0. 2000 [s

62 [FNPLSVGAG 508 - 0. 2000 [s

63 |LSQUNDNLA -0
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ALLELE
DRB1_0405

Threshold for 3 %w th score:

2.0

Hi ghest Score achi evabl e by any
9.4

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \LVWWSDTSQE 1200 4. 6000 48. 94
2 \WI TWSYS 1104 3. 8000 40. 43
3 WM GM.SS 493 3. 5000 37.23
4 \VIREI VNANA 1240 3. 4000 136. 17
5 'M GMLSSW 495 3. 2000 34. 04
6 \WI AGLLKQ 72 3. 1000 132.98
7 | VWWNDPNLRD 1329 3.1000 32. 98
8 | GLSSWG 1496 3. 1000 132. 98
9 ILNSLLNLPA 86 2. 6000 27. 66
10 IMPI I AVSSL 258 2. 5000 26. 60
111 [ YQRSEALAD 426 2. 5000 26. 60
12 [LRSHAVTLN 267 2.3000 24. 47
13 [FNPLSVGAG 508 2. 1000 22. 34
14 || VKFLSEQV 288 2.0000 21.28
15 |FVWSKQSRD 552 1. 9000 20. 21
16 |LGEI RSATE 1309 1. 7000 18. 09
117 |LGRVESKPL 468 1. 7000 18. 09
18 'VLWSDTSQ 1199 1. 6000 17. 02
19 || VNANAAHL 243 1. 6000 117. 02
20 [FGRLKALGR 1462 1. 5000 15. 96
21 VI TWSYSA 1105 1. 4000 14. 89
22 \WSYSAQPS 1108 1. 4000 14. 89
23 LAFI DTPGV 1170 1. 4000 14. 89
24 I 1 GVRGSYG 483 1. 4000 14. 89
25 ILGLFNPLSV 505 1. 4000 14. 89
26 LG LSQVND 613 1. 4000 14. 89
27 \WAEI GNDVE 403 1. 3000 13. 83
28 \VRRFVDDI S 543 1. 3000 13. 83
29 [FVRQAHQI C 216 1. 2000 112. 77
130 LLNLPAARV 89 1. 1000 111.70
31 \WAYQRSEAL 424 1. 1000 111. 70
32 \WGDTVTQPD 119 1. 0000 10. 64
33 [VRWI AGLL 70 1. 0000 10. 64
34 \WATKTDLY 229 1. 0000 10. 64
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35 |FVWWAYQRSE 422 1. 0000 10. 64
36 \WSDTSQEF 201 0. 9000 9. 57
37 11 AVSSLLR 1260 0. 9000 9.57
38 \VLSAELSPH 448 0. 9000 9. 57
39 'YGGVWM GM 1490 0. 8800 9. 36
40 VORLTRARQ 55 0. 8000 8. 51
41 | VRRAPHAGG 143 0. 8000 8.51
42 ' YSAQPSARL 1111 0. 7000 7. 45
43 LQATI AAAQ 588 0. 6000 6. 38
44 |LLRVRSEAK 532 0. 5000 5. 32
45 |MVPAGLCAY 0 0. 4000 4. 26
46 |FRTVTEDAE 383 0. 4000 4.26
47 | SFWSKQS 550 0. 4000 4. 26
48 | TWSYSAQ 1106 0. 3000 3. 19
49 [FLSEQVLSR 291 0. 3000 3. 19
50 |FNDLTADVD 368 0. 3000 3.19
51 || LSQUNDNL 615 0. 3000 3.19
52 LAGLEPTLT 623 0. 3000 3. 19
53 \WGLGLFNP 502 0. 2500 2. 66
54 |FVDDI SFW 546 0. 2500 2.66
55 \VELI DHTI A 36 0. 2000 2.13
56 |LGRVAYKED 519 0. 2000 2.13
57 || TRSLTESL 580 0. 2000 2.13
58 LQRQLG LS 609 0. 1800 1.91
59 VGAWATKT 226 0. 1000 1. 06
60 |LGSELSVWN 323 0. 1000 1.06
61 |LKALGRVES

ALLELE:
DRB1_0408

Threshold for 3 %w th score:

1.2

Hi ghest Score achi evabl e by any

pepti de:

8.8

[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 \WI TWSYS 1104 3..8000 43. 18
2 VWM GMLSS 1493 3. 5000 139. 77
3 \VREI VNANA 240 3. 4000 38. 64
4 'M GMLSSW 1495 2.9000 132. 95
5 ILNSLLNLPA 86 2. 6000 29.55
6 \WI AGLLKQ 72 2.3000 26. 14
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7 | GVLSSWG 1496 1. 8000 20. 45
8 || VKFLSEQV 288 1. 7000 119. 32
9 |LVWSDTSQE 200 1. 6000 18.18
10 IMPI I AVSSL 258 1. 5000 117. 05
11 [FGRLKALGR 462 1. 5000 117. 05
12 VI TWSYSA 1105 1. 4000 15. 91
13 \WSYSAQPS 108 1. 4000 15. 91
14 \VRRFVDDI S 543 1. 3000 14. 77
15 [FVRQAHQI C 216 1. 2000 13. 64
16 |LLRVRSEAK 532 1. 2000 13. 64
117 LAFI DTPGV 1170 1. 1000 112. 50
18 ILGLFNPLSV 505 1. 1000 12. 50
19 |1 AVSSLLR 260 0. 9000 10. 23
20 ILLNLPAARY 89 0. 8000 9. 09

21 IVLWSDTSQ 1199 0. 8000 9.09

22 |FNPLSVGAG 508 0. 8000 9.09

23 | LGRVESKPL 1468 0. 7000 7.95

24 || VNANAAHL 243 0. 6000 6. 82

25 ' VWNDPNLRD 1329 0. 4000 4. 55

26 || SFWSKQS 550 0. 4000 4.55

27 |LRSHAVTLN 267 0. 3000 3.41

28 [FLSEQVLSR 291 0. 3000 3.41

29 \VELI DHTI A 36 0. 2000 2. 27

30 LQRQLG LS 1609 0. 1800 2.05

31 [VAYQRSEAL 424 0. 1000 11.14

32 |LKALGRVES 465 0. 1000 1. 14

33 I 1 GVRGSYG 1483 0. 1000 1. 14

34 |FVDDI SFW 546 - 0. 0500 [s

35 |WATKTDLY 229 -0.1000 [s

36 |LFNPLSVGA 507 -0. 1000 [s

37 \WGLGLFNP 502 -0.1500 0

38 |LRVEVGAPS 155 -0. 2000 [s

39 | YQRSEALAD 426 - 0. 2000 [s

40 ILQATI AAAQ 588 - 0. 2000 [s

41 'YGGVWM GM 1490 -0. 2200 [s

42 | YSAQPSARL 1111 - 0. 3000 [s

43 || CPVGAWVA 223 - 0. 3000 [s

44 |VLSAELSPH 448 - 0. 3200 [s

45 \VLRVEVGAP 154 - 0. 4000 [s

46 | TWSYSAQ 1106 - 0. 5000 [s

47 |VRRAPHAGG 143 - 0. 5000 0
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48 |LQRARVPMP 251 - 0. 5000 0
49 ILKM QRLLR 562 - 0. 5000 [s
50 ILAGLEPTLT 623 - 0. 6000 0
51 ILEPTLTPRA 626 - 0. 6000 [s
52 |MVPAGLCAY 0 -0. 7000 0
53 \VENAI ATAV 1410 -0. 7000 [s
54 || LSQUNDNL 615 -0. 7000 0
55 | MAFVRQAHQ 214 - 0. 8000 [s
56 \VGAWATKT 226 - 0. 8000 0
57 [VNANAAHLQ 244 - 0. 8000 [s
58 \VPVPI | AVS 256 - 0. 8000 0
59 |FVWSKQSRD 552 - 0. 8000 [s
60 | TRSLTESL 580 - 0. 8000 0

ALLELE
DRB1_0410

Threshold for 3 %w th score:

2.6

Hi ghest Score achi evabl e by any
9.4

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \LVWWSDTSQE 1200 5. 6000 59. 57
2 \WI TWSYS 1104 4. 8000 51. 06
3 WM GM.SS 493 4.5000 47. 87
4 'M GMLSSW 495 4. 2000 44. 68
5 \WI AGLLKQ 72 4. 1000 43. 62
6 | VWNDPNLRD 1329 4. 1000 43. 62
7 | GLSSWG 496 4. 1000 43. 62
8 [LNSLLNLPA 86 3. 6000 38. 30
[ IMPI I AVSSL 258 3. 5000 137.23
10 ILRSHAVTLN 267 3.3000 35.11
11 || VKFLSEQV 288 3. 0000 31.91
12 |LGEI RSATE 1309 2. 7000 28.72
13 |LGRVESKPL 468 2. 7000 28. 72
14 'VLWSDTSQ 1199 2. 6000 27. 66
15 || VNANAAHL 243 2. 6000 27. 66
16 VI TWSYSA 1105 2. 4000 25.53
17 \WSYSAQPS 108 2. 4000 25.53
18 LAFI DTPGV 1170 2. 4000 25.53
19 IVREI VNANA 1240 2. 4000 25.53
20 I 1 GVRGSYG 483 2. 4000 25.53
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21 ILGLFNPLSV 505 2. 4000 25.53
22 LG LSQUND 613 2. 4000 25.53
23 |VRRFVDDI S 543 2.3000 24. 47
24 LLNLPAARY 89 2. 1000 22. 34
25 \VRWI AGLL 70 2.0000 21.28
26 \WATKTDLY 229 2.0000 21.28
27 \WSDTSQEF 201 1. 9000 20. 21
28 11 AVSSLLR 1260 1. 9000 20. 21
29 \VLSAELSPH 448 1. 9000 20. 21
130 VORLTRARQ 55 1. 8000 119.15
31 VRRAPHAGG 1143 1. 8000 119.15
32 ILQATI AAAQ 588 1. 6000 17. 02
33 ' YQRSEALAD 426 1. 5000 15. 96
134 LLRVRSEAK 532 1. 5000 15. 96
35 |MVPAGLCAY 0 1. 4000 14. 89
36 || SFWSKQS 550 1. 4000 14. 89
37 | TWSYSAQ 1106 1. 3000 13. 83
38 || LSQUNDNL 615 1. 3000 13. 83
39 LAGLEPTLT 623 1. 3000 13.83
40 \WGLGLFNP 502 1. 2500 13. 30
41 \VELI DHTI A 36 1. 2000 112. 77
42 |LGRVAYKED 519 1. 2000 112. 77
43 | TRSLTESL 580 1. 2000 112.77
44 LQRQLGI LS 609 1. 1800 12. 55
45 |VGAWATKT 226 1. 1000 111. 70
46 |LGSELSVWN 323 1. 1000 11. 70
47 |LKALGRVES 465 1. 1000 111.70
48 |FNPLSVGAG 508 1. 1000 111. 70
49 \VGVI VELI D 32 1. 0000 10. 64
50 VLRVEVGAP 1154 1. 0000 110. 64
51 | MAWFVRQAHQ 214 1. 0000 10. 64
52 [VNANAAHLQ 244 1. 0000 10. 64
53 |LRGGLAFI D 166 0. 9500 10. 11
54 |LVLAAGPDG 1119 0. 9000 9.57
55 |LQRARVPMP 251 0. 9000 9. 57
56 |LLRSHAVTL 266 0. 9000 9. 57
57 |LFNPLSVGA 507 0. 9000 9.57
58 | FVWSKQSRD 552 0. 9000 9.57
59 |LRVEVGAPS 155 0. 8000 8. 51
60 || CPVGAWA 223 0. 7000 7. 45
61 || DSCDPTAH 394 0. 6000 6. 38
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62 \VENAI ATAV 410 0. 6000 6. 38
63 | GVRGSYGG 484 0. 6000 6. 38
64 || AMAQVAET 592 0. 6000 6.38

ALLELE:
DRB1_0421

Threshold for 3 %wi th score:
2.3

Hi ghest Score achi evabl e by any
pepti de:

9

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 \WI TWSYS 1104 /5. 1000 56. 67
2 [FLSEQVLSR 201 4.8000 53.33
3 \WSDTSQEF 201 4. 6000 51.11
4 | VWWNDPNLRD 1329 4. 4000 48. 89
5 WM GM.SS 493 4. 0000 44. 44
6 |LVWWSDTSQE 1200 3. 8000 42. 22
7 \WATKTDLY 229 3. 7000 141.11
8 [FGRLKALGR 462 3. 2000 35. 56
9 | GLSSWG 496 3. 1800 35.33
110 IVIREI VNANA 240 3. 1000 34.44
11 ILNSLLNLPA 86 2..8000 31.11
12 |LRVEVGAPS 155 2. 8000 31.11
13 | YQRSEALAD 426 2. 8000 31.11
14 VAYQRSEAL 424 2. 7600 130. 67
15 ILRSHAVTLN 267 2. 7000 130. 00
16 || TRSLTESL 580 2. 5600 28. 44
117 |FVDDI SFW 546 2. 5000 27.78
18 'M GMLSSW 495 2.3000 25. 56
19 [FVRQAHQI C 216 2. 2000 24. 44
20 LAFI DTPGV 1170 2. 1000 23.33
21 \WI AGLLKQ 72 2.0000 22.22
22 || LSQUNDNL 615 1. 9600 21.78
23 [FNPLSVGAG 508 1. 9000 21.11
24 | LGRVESKPL 468 1. 7600 119.56
25 | VKFLSEQV 288 1. 7000 18. 89
26 |LGSELSVWN 323 1. 6800 18. 67
27 ILLNLPAARY 89 1. 6000 117.78
28 || VNANAAHL 243 1. 5600 17.33
29 |LLRSHAVTL 266 1. 5400 117.11
130 | YSAQPSARL 1111 1. 4600 16. 22
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31 IMPI I AVSSL 258 1. 4600 16. 22
32 I 1 AVSSLLR 1260 1. 4000 15. 56
33 LQRQLG LS 609 1. 3800 15. 33
34 ILEPTLTPRA 1626 1. 3000 14. 44
35 \WGDTVTQPD 119 1. 2000 13.33
36 \VI VELI DHT 34 1. 2000 13.33
37 | FVWSKQSRD 552 1. 1000 112. 22
38 ILKM QRLLR 562 1. 1000 112. 22
39 |VLGDGFNDL 1363 1. 0600 111.78
40 | AVSSLLRS 261 1. 0000 111.11
41 IMLSSWGLG 498 1. 0000 111. 11
42 | VRRAPHAGG 143 0. 9000 10. 00
43 \WSYSAQPS 1108 0. 8000 8. 89
44 |LQRARVPMP 251 0. 8000 8. 89
45 LSAELSPHV 449 0. 8000 8. 89
46 |LLRVRSEAK 532 0. 8000 '8.89
47 | VRSEAKANV 535 0. 8000 8. 89
48 \VLSRATERV 296 0. 7000 7.78
49 \VRRFVDDI S 543 0. 7000 7.78
50 ILQATI AAAQ 588 0. 7000 7.78
51 | LLPEADAVL 1192 0. 6600 7.33
52 | MVPAGLCAY 0 0. 6000 6.67
53 \VARSFADAG 436 0. 6000 6.67
54 ILGLFNPLSV 505 0. 6000 6. 67
55 || Al AKLNER 43 0. 5000 5.56
56 ILLNSLLNLP 85 0. 5000 5.56
57 [VNANAAHLQ 244 0. 5000 5. 56
58 ILVORLTRAR 54 0. 4000 4. 44
59 | LNEESNFPA 279 0. 4000 4. 44
60 |LKALGRVES 1465 0. 4000 4. 44
61 || SFWSKQS 1550 0. 4000 4. 44
62 | YKEDKQNRL 524 0. 3600 4.00
63 LVLAAGPDG 1119 0. 3000 3.33
64 \VWAEI GNDVE

ALLELE:
DRB1_0423

Threshold for 3 %wi th score:

1.68

H ghest Score achi evabl e by any

pepti de:

8.8
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[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 \WI TWSYS 1104 4. 8000 54.55
2 VWM GM.SS 1493 4. 5000 51.14
3 'M GMLSSW 1495 3. 9000 44. 32
4 ILNSLLNLPA 86 3. 6000 140. 91
5 \WI AGLLKQ 72 3.3000 137.50
6 | GLSSWG 1496 2.8000 31. 82
7 | VKFLSEQV 288 2. 7000 130. 68
8 \LVWSDTSQE 1200 2. 6000 29.55
9 IMPI I AVSSL 258 2. 5000 28. 41
10 VI TWSYSA 1105 2. 4000 27. 27
11 \WSYSAGPS 108 2. 4000 27. 27
12 \VREI VNANA 240 2. 4000 27. 27
13 \VRRFVDDI S 543 2.3000 26. 14
14 |LLRVRSEAK 532 2. 2000 25. 00
15 LAFI DTPGV 1170 2. 1000 23. 86
16 ILGLFNPLSV 505 2.1000 23. 86
117 |1 AVSSLLR 260 1. 9000 21. 59
18 |LLNLPAARV 89 1. 8000 20. 45
119 VLWSDTSQ 1199 1. 8000 20. 45
20 | LGRVESKPL 1468 1. 7000 19. 32
21 || VNANAAHL 243 1. 6000 18.18
22 ' VWNDPNLRD 1329 1. 4000 15. 91
23 || SFWSKQS 550 1. 4000 15. 91
24 [LRSHAVTLN 267 1. 3000 14. 77
25 \VELI DHTI A 36 1. 2000 13. 64
26 LQRQLGI LS 1609 1. 1800 13. 41
27 LKALGRVES 465 1. 1000 12. 50
28 I 1 GVRGSYG 483 1. 1000 12. 50
29 [VQRLTRARQ 55 1. 0000 11. 36
30 VRWI AGLL 70 1. 0000 111. 36
31 \WSDTSQEF 201 1. 0000 111. 36
32 |WATKTDLY 229 0. 9000 |10. 23
33 |LFNPLSVGA 507 0. 9000 10. 23
34 \WGLGLFNP 502 0. 8500 9. 66
35 |LRVEVGAPS 155 0. 8000 9. 09
36 ILQATI AAAQ 588 0. 8000 9.09
37 || CPVGAWA 223 0. 7000 7.95
38 \VLSAELSPH 448 0. 6800 7.73
39 VLRVEVGAP 154 0. 6000 6. 82
40 | TWSYSAQ 106 0. 5000 5. 68
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41 \VRRAPHAGG 143 0. 5000 5. 68
42 |LQRARVPMP 251 0. 5000 5. 68
43 [FGRLKALGR 462 0. 5000 5.68
44 ILKM QRLLR 562 0. 5000 5. 68
45 LAGLEPTLT 623 0. 4000 4. 55
46 ILEPTLTPRA 626 0. 4000 4. 55
47 | MVPAGLCAY 0 0. 3000 3.41
48 \VENAI ATAV 1410 0. 3000 3. 41
49 || LSQUNDNL 615 0. 3000 3. 41
50 | MAFVRQAHQ 214 0. 2000 2. 27
51 [FVRQAHQI C 216 0. 2000 2. 27
52 VGAVWATKT 226 0. 2000 2. 27
53 [VNANAAHLQ 244 0. 2000 2. 27
54 VPP | AVS 256 0. 2000 2. 27
55 || TRSLTESL 580 0. 2000 2. 27
56 || VELI DHTI 35 0. 1000 1. 14
57 || Al AKLNER 43 0. 1000 1. 14
58 \LGLLPEADA 1190 0. 1000 1. 14
59 |LLRSHAVTL 266 -0.1000 0

60 |WSKQSRDR 553 -0. 1000 0

61 || RSATEQLA 312 -0.2000 [s

62 |FNPLSVGAG 508 - 0. 2000 0

63

|LSQUNDNLA

ALLELE
DRB1_0426

Threshold for 3 %w th score:
1.6

8.

6

Hi ghest Score achi evabl e by any
pepti de:

[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 \WI TWSYS 1104 4. 7000 54. 65
2 VWM GM.SS 1493 3. 6000 41. 86
3 [FLSEQVLSR 291 3.3000 38. 37
4 ' VWNDPNLRD 1329 3.3000 38. 37
5 [VREI VNANA 240 3. 1000 36. 05
6 ILNSLLNLPA 86 2.8000 132. 56
7 \WI AGLLKQ 72 2. 7000 31. 40
8 \WSDTSQEF 201 2.7000 31. 40
[ |LRVEVGAPS 155 2. 4000 27. 91
10 \LVWSDTSQE 200 2. 4000 27.91
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11 \WATKTDLY 229 2. 4000 27.91
12 [FVRQAHQI C 216 2. 2000 25.58
13 [LRSHAVTLN 267 1. 9000 22. 09
14 \WAYQRSEAL 424 1. 8000 20. 93
15 | GVLSSWG 1496 1. 7800 20. 70
16 ' YQRSEALAD 1426 1. 7000 119. 77
117 [FGRLKALGR 1462 1. 7000 119. 77
18 | TRSLTESL 580 1. 6000 18. 60
119 |FVDDI SFW 546 1. 5000 117. 44
20 ILQATI AAAQ 588 1. 4000 16. 28
21 'M GM_SSW 1495 1. 3000 15. 12
22 LEPTLTPRA 626 1. 3000 15. 12
23 [VNANAAHLQ 244 1. 2000 113. 95
24 LAFI DTPGV 1170 1. 1000 112. 79
25 || LSQUNDNL 615 1. 0000 11. 63
26 LQRQLG LS 609 0. 9800 11. 40
27 |LGSELSVWN 1323 0. 8800 10. 23
28 |LGRVESKPL 468 0. 8000 9. 30

29 || VKFLSEQV 288 0. 7000 8. 14

30 |LLRVRSEAK 532 0. 7000 8. 14

31 |LLNLPAARV 89 0. 6000 6.98

32 || VNANAAHL 243 0. 6000 6.98

33 | AVSSLLRS 261 0. 6000 6. 98

34 ILLRSHAVTL 266 0. 5800 6. 74

35 \VI VELI DHT 34 0. 5000 5.81

36 | YSAQPSARL 1111 0. 5000 5.81

37 IMPI I AVSSL 258 0. 5000 5. 81

38 |FNPLSVGAG 508 0. 5000 5.81

39 \WSYSAQPS 108 0. 4000 4. 65

40 |LNEESNFPA 279 0. 4000 4. 65

41 \VRRFVDDI S 543 0.3000 3. 49

42 \WEDTVTQPD 19 0. 1000 1.16

43 | VLGDGFNDL 363 0. 1000 11.16

44 11 AVSSLLR 260 -0.1000 [s

45 LI DHTI AL A 38 -0. 2000 [s

46 VORLTRARQ 55 - 0. 2000 [s

47 |LQRARVPMP 251 - 0. 2000 [s

48 |LSAELSPHV 449 -0. 2000 [s

49 | VRSEAKANV 535 -0. 2000 [s

50 |LFNPLSVGA 507 - 0. 2200 [s

51 | LLPEADAVL 1192 - 0. 3000 0
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52 \VLSRATERV 296 -0. 3000 0
53 IMLSSWGLG 1498 - 0. 4000 [s
54 [LGLFNPLSV 505 - 0. 4000 0
55 ILKM QRLLR 562 - 0. 4000 [s
56 ILLNSLLNLP 85 - 0. 5000 0
57 \VRRAPHAGG 143 - 0. 5000 [s
58 \VELI DHTI A 36 - 0. 6000 0
59 | YKEDKQNRL 524 - 0. 6000 [s
60 |MVPAGLCAY 0 -0. 7000 0

ALLELE: Threshold for 3 %with score: |Hi ghest Score achievabl e by any
DRB1_0701 4.1 peptide: 11.6

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 |LLRSHAVTL 266 7. 2000 62. 07
2 VRWI AGLL 70 6. 0000 51. 72
3 | TRSLTESL 580 5. 4200 46. 72
4 [YGGVWM GM 1490 5. 2000 44. 83
5 || VNANAAHL 243 5. 0000 143.10
6 IMPI I AVSSL 258 5. 0000 143.10
7 |LRRGHKM | 476 4.9000 42. 24
8 || VKFLSEQV 288 4. 8000 41. 38
9 ILSSWGLGL 1499 4. 8000 41. 38
10 VWM GMLSS 493 4. 7000 140. 52
11 \WFVRQAHQ 215 4. 5000 38. 79
12 | YQRSEALAD 426 4. 4000 37. 93
13 ILGLFNPLSV 505 4. 4000 137.93
14 \VMGTDFGRL 457 4.3000 137.07
15 |LGRVESKPL 468 4. 3000 37.07
16 | MRGSYGGW 486 4.3000 37. 07
117 \WI TWSYS 1104 4. 2000 36. 21
18 |LAVSLGSEL 319 4. 2000 36. 21
19 \WAYQRSEAL 424 4. 2000 36. 21
20 |LKQGKSQLL 78 4. 1000 35. 34
21 |FVDDI SFW 546 3. 9000 33. 62
22 \WSDTSQEF 201 3. 5000 30. 17
23 \VGLGLFNPL 503 3. 4000 29.31
24 VI TWSYSA 1105 3.3000 28.45

32 of 89 1/31/2010 1:10 PM



Prediction Results

33 of 89

http://www.imtech.res.in/tmp/file46241.html

25 \LVWSDTSQE 1200 3. 1200 26. 90
26 ILSVGAGLI L 511 3. 1000 26. 72
27 \WI AGLLKQ 72 3. 0000 25. 86
28 |1 AVSSLLR 1260 3. 0000 25. 86
29 'M GMLSSW 495 2. 9000 25. 00
130 ILKM QRLLR 562 2. 9000 25. 00
31 |LDSVLSAEL 445 2.8000 24.14
32 LAFI DTPGV 1170 2. 6200 22.59
33 \VRAGVLGEI 1304 2. 6000 22.41
134 |LRDRLASDL 335 2. 6000 22.41
35 |VLGDGFNDL 1363 2. 6000 22.41
36 [VENAI ATAV 410 2. 5000 21. 55
37 \V\QQVL GDGF 1360 2.3000 19. 83
38 \WATKTDLY 229 2. 2200 19. 14
39 | YSAQPSARL 111 2. 2000 18. 97
40 |FVWSKQSRD 552 2. 2000 18. 97
41 | LLRDHYREI 568 2. 2000 18. 97
42 | LRRKRARKW 11 2. 1000 18. 10
43 LLRGGLAFI 165 2. 1000 118.10
44 |VKFLSEQUL 1289 2. 1000 18.10
45 | AVSSLLRS 261 2. 0000 117. 24
46 ILRSHAVTLN 267 2. 0000 117. 24
47 VM GMLSSV 1494 2.0000 117. 24
48 | YKEDKQNRL 524 2. 0000 17. 24
49 |LLRVRSEAK 532 2. 0000 117. 24
50 |VLSRATERV 296 1. 9200 16. 55
51 ILLNSLLNLP 85 1. 9000 16. 38
52 VRQAHQ! CP 217 1. 9000 16. 38
53 |VEVGAPSPL 157 1. 8000 15. 52
54 || CPVGAWVA 223 1. 8000 15. 52
55 [FGRLKALGR 1462 1. 8000 15. 52
56 |LLNLPAARV 89 1. 7000 14. 66
57 |VGAWATKT 226 1. 7000 14. 66
58 | GLSSWG 496 1. 7000 14. 66
59 |MVPAGLCAY 0 1. 6000 113.79
60 [FI DTPGVGG 1172 1. 6000 113. 79
61 [FVRQAHQI C 216 1. 6000 13.79
62 LTESLQATI 584 1. 6000 13. 79
63 [VREI VNANA 240 1. 5000 12. 93
64 | GVRGSYGG
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ALLELE:

DRB1_0703

Threshold for 3 %with score:

4.0

Hi ghest Score achi evabl e by any
pepti de:

11. 6

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 ILLRSHAVTL 266 7. 2000 62. 07
2 VRWI AGLL 70 6. 0000 51. 72
3 || TRSLTESL 580 5. 4200 46. 72
4 [YGGVWM GM 1490 /5. 2000 144.83
5 || VNANAAHL 243 /5. 0000 43. 10
6 IMPI I AVSSL 258 5. 0000 43.10
7 |LRRGHKM | 476 4.9000 142. 24
8 || VKFLSEQV 288 4. 8000 41. 38
9 ILSSWGLGL 1499 4. 8000 41. 38
110 VWM GM.SS 493 4. 7000 140. 52
11 \WFVRQAHQ 215 4. 5000 38.79
12 | YQRSEALAD 426 4. 4000 137.93
13 ILGLFNPLSV 505 4. 4000 37. 93
14 | VMGTDFGRL 457 4. 3000 37. 07
15 |LGRVESKPL 468 4. 3000 37.07
16 NRGSYGGW 486 4.3000 137.07
117 \WI TWSYS 1104 4. 2000 136. 21
18 |LAVSLGSEL 319 4. 2000 136. 21
19 \WAYQRSEAL 424 4. 2000 36. 21
20 |LKQGKSQLL 78 4. 1000 35. 34
21 |FVDDI SFW 546 3. 9000 33. 62
22 \VWSDTSQEF 201 3. 5000 130. 17
23 \VGLGLFNPL 503 3. 4000 29.31
24 VI TWSYSA 1105 3.3000 28.45
25 \LVWSDTSQE 1200 3. 1200 26. 90
26 ILSVGAGLI L 511 3. 1000 26. 72
27 \WI AGLLKQ 72 3. 0000 25. 86
28 |1 AVSSLLR 1260 3.0000 25.86
29 'M GMLSSW 495 2. 9000 25. 00
130 ILKM QRLLR 562 2. 9000 25. 00
31 |LDSVLSAEL 445 2. 8000 24.14
32 LAFI DTPGV 1170 2. 6200 22.59
33 \VRAGVLGEI 1304 2. 6000 22.41
34 |LRDRLASDL 1335 2. 6000 22.41
35 |VLGDGFNDL 1363 2. 6000 22.41
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36 \VENAI ATAV 410 2. 5000 21.55
37 \V\QQVL GDGF 1360 2.3000 19. 83
38 |WATKTDLY 229 2. 2200 119.14
39 ' YSAQPSARL 1111 2. 2000 18. 97
40 | FVWWSKQSRD 552 2. 2000 18. 97
41 | LLRDHYREI 568 2. 2000 18. 97
42 | LRRKRARKW 11 2. 1000 118.10
43 |LLRGGLAFI 1165 2. 1000 18.10
44 \VKFLSEQUL 1289 2.1000 118.10
45 | AVSSLLRS 261 2.0000 117. 24
46 ILRSHAVTLN 1267 2.0000 117. 24
47 VM GMLSSV 494 2. 0000 117. 24
48 | YKEDKQNRL 524 2.0000 117. 24
49 LLRVRSEAK 532 2.0000 117. 24
50 \VLSRATERV 1296 1. 9200 16.55
51 ILLNSLLNLP 85 1. 9000 16. 38
52 VRQAHQ CP 217 1. 9000 16. 38
53 \VEVGAPSPL 1157 1. 8000 15. 52
54 || CPVGAWA 223 1. 8000 15. 52
55 [FGRLKALGR 462 1. 8000 15. 52
56 |LLNLPAARV 89 1. 7000 14. 66
57 |VGAWVATKT 226 1. 7000 14. 66
58 | GLSSWG 1496 1. 7000 14. 66
59 | MVPAGLCAY 0 1. 6000 113. 79
60 FI DTPGVGG 172 1. 6000 13.79
61 [FVRQAHQI C 216 1. 6000 13. 79
62 L TESLQATI 584 1. 6000 113.79
63 [VIREI VNANA 240 1. 5000 112. 93
64 | GVRGSYGG

ALLELE:
DRB1_0801

Threshold for 3 %with score: |H ghest

1.8

pepti de:

Score achi evabl e by any
8.6

IRank 'Sequence /At Position IScore % of Highest Score
1 VQRLTRARQ 55 3. 9000 45. 35
2 'WI AGLLKQ 72 3..8000 144.19
3 | LRRKRARKW 111 3. 5000 140. 70
4 'M QRLLRDH 564 3.3000 38. 37
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5 \WSYSAQPS 1108 3.0000 134.88
6 [FNPLSVGAG 508 2..8000 132.56
7 || LGRVAYKE 518 2. 7000 31. 40
8 ILVQRLTRAR 54 2. 6000 130. 23
9 \WFVRQAHQ 215 2. 6000 130. 23
10 |LRVRSEAKA 533 2. 6000 130. 23
11 |FVWAYQRSE 422 2. 5000 29. 07
12 | GVRGSYGG 484 2.3000 26. 74
13 VWM GMLSS 493 2.3000 26. 74
14 \WI TWSYS 1104 2. 2000 25.58
15 |LKALGRVES 465 2. 2000 25.58
116 | VRRAPHAGG 143 2.1000 24. 42
117 |LERRKREAQ 1343 2.0000 23.26
18 \WSKQSRDR 553 1. 9000 22. 09
119 | YRDLRRKRA 8 1. 8000 20. 93
20 LRTRFRTVT 379 1. 8000 20. 93
21 [LRRGHKM | 476 1. 8000 20. 93
22 |MVPAGLCAY 0 1. 7000 119. 77
23 || VNANAAHL 243 1. 6000 18. 60
24 | YQRSEALAD 426 1. 6000 18. 60
25 VRWI AGLL 70 1. 5000 17. 44
26 | MESKPLRRG 471 1. 5000 17. 44
27 ILKM QRLLR 562 1. 5000 117. 44
28 |LVWWSDTSQE 200 1. 4000 16. 28
29 | VRSEAKANV 535 1. 3000 15. 12
30 LG LSQUND 613 1. 3000 15. 12
31 'M | GVRGSY 482 1. 2000 113.95
32 | MAFVRQAHQ 214 1. 0000 11. 63
33 | LNDKELNEE 274 1. 0000 11. 63
34 | FVWWSKQSRD 552 1. 0000 11. 63
35 |FPAI VKFLS 285 0. 9000 10. 47
36 |LRDRLASDL 335 0. 9000 110. 47
37 |LLNLPAARV 89 0. 8000 9.30
38 |VLRVEVGAP 1154 0. 8000 9.30
39 [VMAYQRSEA 423 0. 8000 9. 30
40 ILGLFNPLSV 505 0. 8000 9. 30
41 | RELQRQLG 606 0. 8000 9.30
42 |LRVEVGAPS 155 0. 7000 8.14
43 LYPRWREI V 236 0. 7000 8. 14
44 \VREI VNANA 240 0. 7000 8. 14
45 ' VWNDPNLRD 1329 0. 7000 8. 14
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46 | LGRVESKPL 468 0. 7000 8. 14
47 | GVLSSWG 1496 0. 7000 8. 14
48 [FGRLKALGR 462 0. 6000 6.98
49 ILVLAAGPDG 1119 0. 5000 5. 81
50 \LRGGLAFI D 1166 0. 5000 5. 81
51 [FVRQAHQI C 216 0. 5000 5. 81
52 |VLSRATERV 1296 0. 5000 5. 81
53 ILQATI AAAQ 588 0. 5000 5. 81
54 \VLSAELSPH 448 0. 4000 4. 65
55 \WGLGLFNP 502 0. 4000 4. 65
56 |LGRVAYKED 519 0. 4000 4. 65
57 [VPMPI | AVS 256 0. 3000 3. 49
58 | QRLLRDHY 565 0. 3000 3. 49
59 |LPAARVGDD 92 0. 2000 2.33
60 [VNANAAHLQ 244 0. 2000 2.33
61 IMPI I AVSSL 258 0. 2000 2.33
62 IMLSSWGLG 498 0. 2000 2.33
63 ILTPRASLGR 630 0. 2000 2.33

64

[FLSEQVLSR

ALLELE
DRB1_0802

Threshold for 3 %w th score:
1.0

Hi ghest Score achi evabl e by any

pepti de:

8

[Rank  [Sequence /At Position 'Score 1% of Hi ghest Score
1 [VQRLTRARQ 55 3. 1000 38. 75
2 [WI AGLLKQ 72 3. 0000 37. 50
3 \WSYSAQPS 108 3.0000 137.50
4 | LRRKRARKW 11 2. 6000 132. 50
5 ILVQRLTRAR 54 2. 6000 132. 50
6 | LRVRSEAKA 533 2. 6000 132. 50
7 \WFVRQAHQ 215 2. 4000 30. 00
8 VWM GMLSS 1493 2.3000 28.75
[ \WI TWSYS 1104 2. 2000 27.50
10 |LKALGRVES 1465 2. 2000 127. 50
11 'M QRLLRDH 564 2.0800 26. 00
112 'VWSKQSRDR 553 1. 9000 23.75
13 ' YRDLRRKRA 8 1. 8000 22. 50
14 |LRRGHKM | 1476 1. 6000 20. 00
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15 [FNPLSVGAG 508 1. 5000 118. 75
16 ILKM QRLLR 562 1. 5000 18. 75
17 |LERRKREAQ 343 1. 2000 15. 00
18 | GVRGSYGG 1484 1. 0000 112. 50
19 | VRSEAKANV 535 1. 0000 112. 50
20 [FPAI VKFLS 285 0. 9000 111. 25
21 \LRTRFRTVT 1379 0. 9000 111. 25
22 \VRRAPHAGG 143 0. 8000 10. 00
23 VMAYQRSEA 1423 0. 8000 10. 00
24 |LRVEVGAPS 155 0. 7000 8.75
25 \VREI VNANA 240 0. 7000 8.75
26 | MVPAGLCAY 0 0. 6000 7.50
27 || VNANAAHL 243 0. 6000 7. 50
28 [FGRLKALGR 462 0. 6000 7. 50
29 [VRWI AGLL 70 0. 5000 6. 25
30 |LLNLPAARV 89 0. 5000 6. 25
31 [FVRQAHQI C 216 0. 5000 6. 25
32 ILGLFNPLSV 505 0. 5000 6. 25
33 \VLRVEVGAP 154 0. 4000 5. 00
34 ILYPRVWREI V 236 0. 4000 5.00
135 [VPVPI | AVS 256 0. 3000 3.75
36 | MAFVRQAHQ 214 0. 2000 2.50
37 \VLSRATERV 296 0. 2000 2. 50
38 |MESKPLRRG 471 0. 2000 2.50
39 LTPRASLGR 630 0. 2000 2.50
40 [FLSEQVLSR 291 0. 1000 11.25
41 'M | GVRGSY 482 0. 1000 1. 25
42 |LRDRLASDL 335 -0.1000 [s
43 [LNSLLNLPA 86 -0.2000 [s
44 |LGLLPEADA 1190 - 0. 2000 [s
45 | AGLLKQGK 74 -0. 3000 0
46 |LGRVESKPL 1468 - 0. 3000 [s
47 || LGRVAYKE 518 - 0. 3000 [s
48 ILQATI AAAQ 588 - 0. 3000 [s
49 LLRGGLAFI 165 - 0. 4000 [s
50 |LQRARVPMP 251 - 0. 4000 [s
51 \VRAGVLGEI 304 - 0. 4000 [s
52 'M GMLSSW 1495 - 0. 4000 [s
53 | SFWSKQS 550 - 0. 4000 [s
54 |FVWAYQRSE 422 - 0. 5000 [s
55 | RELQRQLG 606 - 0. 5000 0
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56 [VNANAAHLQ 244 - 0. 6000 0
57 | GVLSSWG 1496 - 0. 6000 [s
58 |VSSLLRSHA 263 -0. 7000 0
59 VI TWSYSA 105 - 0. 8000 [s
60 LVLAAGPDG 1119 - 0. 8000 0
61 IMPI I AVSSL 258 - 0. 8000 [s
62 || QRLLRDHY - 0.

ALLELE
DRB1_0804

Threshold for 3 %wi th score:

1.6

Hi ghest Score achi evabl e by any
pepti de:

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 [VQRLTRARQ 55 4.1000 51. 25
2 \WI AGLLKQ 72 4. 0000 50. 00
3 \WSYSAQPS 1108 4.0000 50. 00
4 | LRRKRARKW 11 3. 6000 45. 00
5 ILVQRLTRAR 54 3. 6000 45. 00
6 | LRVRSEAKA 533 3. 6000 45. 00
7 WM GMLSS 493 3.3000 41. 25
8 \WI TWSYS 1104 3. 2000 40. 00
9 |LKALGRVES 1465 3. 2000 40. 00
110 'M QRLLRDH 564 3. 0800 38. 50
11 \WSKQSRDR 553 2. 9000 36. 25
12 |LRRGHKM | 476 2. 6000 132.50
13 ILKM QRLLR 562 2. 5000 31.25
14 |LERRKREAQ 1343 2. 2000 27.50
15 | GVRGSYGG 484 2.0000 25. 00
16 | VRSEAKANV 535 2.0000 25. 00
117 \LRTRFRTVT 1379 1. 9000 23.75
18 | VRRAPHAGG 143 1. 8000 22.50
19 VMAYQRSEA 423 1. 8000 22.50
20 |LRVEVGAPS 155 1. 7000 21.25
21 |MVPAGLCAY 0 1. 6000 20. 00
22 || VNANAAHL 243 1. 6000 20. 00
23 \VRWI AGLL 70 1. 5000 118.75
24 LLNLPAARV 89 1. 5000 118.75
25 ILGLFNPLSV 505 1. 5000 118.75
26 \VLRVEVGAP 154 1. 4000 117.50
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27 \WFVRQAHQ 215 1. 4000 117.50
28 ILYPRWREI V 236 1. 4000 117.50
29 [VPVPI | AVS 1256 1. 3000 16. 25
130 | MAFVRQAHQ 214 1. 2000 15. 00
31 \VLSRATERV 296 1. 2000 15. 00
32 IMESKPLRRG 471 1. 2000 15. 00
33 ILTPRASLGR 630 1. 2000 15. 00
34 'M | GVRGSY 482 1. 1000 113.75
35 \WGLGLFNP 502 1. 0000 112.50
36 |LRDRLASDL 335 0. 9000 111.25
37 | YRDLRRKRA 8 0. 8000 110. 00
38 ILNSLLNLPA 86 0. 8000 10. 00
39 LGLLPEADA 1190 0. 8000 10. 00
40 | AGLLKQGK 74 0. 7000 8.75
41 | LGRVESKPL 468 0. 7000 8.75
42 || LGRMAYKE 518 0. 7000 8.75
43 ILQATI AAAQ 588 0. 7000 8.75
44 |LLRGGLAFI 165 0. 6000 7. 50
45 |LQRARVPMP 251 0. 6000 7.50
46 \VRAGVLGEI 1304 0. 6000 7.50
47 'M GMLSSW 495 0. 6000 7.50
48 || SFWSKQS 550 0. 6000 7.50
49 [FNPLSVGAG 508 0. 5000 6. 25
50 | RELQRQLG 606 0. 5000 6.25
51 [VNANAAHLQ 244 0. 4000 5.00
52 | GLSSWG 496 0. 4000 5.00
53 |VSSLLRSHA 263 0. 3000 3.75
54 VI TWSYSA 1105 0. 2000 2.50
55 LVLAAGPDG 1119 0. 2000 2.50
56 IMPI I AVSSL 258 0. 2000 2.50
57 || QRLLRDHY 565 0. 2000 2.50
58 |VLSAELSPH 448 0. 1800 2.25
59 I AVSSLLRS 261 0. 1000 11.25

60

LQRQLG LS

ALLELE:
DRB1_0806

Threshold for 3 %wi th score:

2.4

Hi ghest Score achi evabl e by any

pepti de:

8.6
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Rank 'Sequence /At Position Score % of Highest Score
1 VORLTRARQ 55 4.9000 56. 98
2 \WI AGLLKQ 72 4.8000 55. 81
3 | LRRKRARKW 111 4. 5000 52.33
4 'M QRLLRDH 564 4.3000 50. 00
5 \WSYSAQPS 108 4.0000 46. 51
6 || LGRVAYKE 518 3. 7000 43. 02
7 ILVQRLTRAR 54 3. 6000 41. 86
8 |LRVRSEAKA 533 3. 6000 141. 86
9 | GVRGSYGG 484 3. 3000 38.37
10 WM GMLSS 493 3.3000 38.37
11 \WI TWSYS 1104 3. 2000 37.21
12 |LKALGRVES 465 3. 2000 137.21
13 \VRRAPHAGG 1143 3. 1000 36. 05
14 |LERRKREAQ 1343 3.0000 134.88
15 | WSKQSRDR 553 2. 9000 33.72
16 LRTRFRTVT 1379 2. 8000 32. 56
117 \LRRGHKM | 476 2. 8000 132.56
18 |MVPAGLCAY 0 2. 7000 131. 40
119 || VNANAAHL 243 2. 6000 130. 23
20 VRWI AGLL 70 2. 5000 29. 07
21 | MESKPLRRG 471 2. 5000 29. 07
22 ILKM QRLLR 562 2. 5000 29. 07
23 |LVWWSDTSQE 200 2. 4000 27.01
24 | VRSEAKANV 535 2.3000 26.74
25 LG LSQUND 613 2.3000 26.74
26 'M | GVRGSY 482 2. 2000 25.58
27 | MAFVRQAHQ 214 2. 0000 23. 26
28 | LNDKELNEE 274 2. 0000 23. 26
29 |LRDRLASDL 335 1. 9000 22.09
30 LLNLPAARV 89 1. 8000 20. 93
31 [VLRVEVGAP 1154 1. 8000 20. 93
32 [VWAYQRSEA 423 1. 8000 20. 93
33 ILGLFNPLSV 505 1. 8000 20. 93
34 [FNPLSVGAG 508 1. 8000 20. 93
35 | RELQRQLG 606 1. 8000 20. 93
36 |LRVEVGAPS 155 1. 7000 19. 77
37 LYPRVREI V 236 1. 7000 119. 77
38 ' VWNDPNLRD 1329 1. 7000 119. 77
39 |LGRVESKPL 468 1. 7000 119. 77
40 | GLSSWG 1496 1. 7000 119. 77
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41 \WFVRQAHQ 215 1. 6000 18. 60
42 \LVLAAGPDG 1119 1. 5000 117. 44
43 |LRGGLAFI D 166 1. 5000 17. 44
44 \VLSRATERV 296 1. 5000 17. 44
45 |FVWAYQRSE 422 1. 5000 17. 44
46 ILQATI AAAQ 588 1. 5000 17. 44
47 \VLSAELSPH 448 1. 4000 16. 28
48 \WGLGLFNP 502 1. 4000 16. 28
49 |LGRVAYKED 519 1. 4000 16. 28
50 \VPVPI | AVS 256 1. 3000 15.12
51 || QRLLRDHY 565 1. 3000 15.12
52 |LPAARVGDD 192 1. 2000 13. 95
53 [VNANAAHLQ 244 1. 2000 113.95
54 IMPI I AVSSL 258 1. 2000 113. 95
55 IMLSSWGLG 498 1. 2000 113.95
56 ILTPRASLGR 630 1. 2000 13. 95
57 |LQRARVPMP 251 1. 0000 11. 63
58 11 GVRGSYG 483 1. 0000 11. 63
59 'M GM_SSW 495 0. 9000 10. 47
60 || AMAQVAET 592 0. 9000 110. 47
61 | YRDLRRKRA 8 0. 8000 9.30
62 ILNSLLNLPA 86 0. 8000 9.30
63 |LLRGGLAFI 165 0. 8000 9. 30
64 |LGLLPEADA

ALLELE:
DRB1_0813

Threshold for 3 %wi th score:

1.9

Hi ghest Score achi evabl e by any
8.7

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WI TWSYS 104 4.0000 45. 98
2 \WSYSAQPS 108 14,0000 45. 98
3 \LRTRFRTVT 1379 3. 7000 142.53
4 \WI AGLLKQ 72 3. 6000 41. 38
5 |LKALGRVES 1465 3. 2000 136. 78
6 VQRLTRARQ 55 3.1000 35. 63
7 \WFVRQAHQ 215 2.9000 33.33
8 |LERRKREAQ 1343 2.9000 33.33
9 VWM GMLSS 1493 2.9000 133.33
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10 [VMAYQRSEA 1423 2. 6000 29. 89
11 |LRRGHKM | 1476 2. 6000 29. 89
12 | LRVRSEAKA 533 2. 6000 29. 89
13 | LRRKRARKW 11 2.3000 126. 44
14 LVQRLTRAR 54 2.3000 126. 44
15 LYPRWREI V 236 2.1000 24. 14
16 ILKM QRLLR 562 2.1000 24. 14
117 \VLSRATERV 296 1. 9000 21. 84
18 | GVRGSYGG 1484 1. 9000 21. 84
19 'M QRLLRDH 564 1. 7800 120. 46
20 |FPAI VKFLS 285 1. 7500 20. 11
21 |LRDRLASDL 335 1. 7000 19. 54
22 'VWSKQSRDR 553 1. 6000 18. 39
23 [FVRQAHQI C 216 1. 5000 117. 24
24 'M GMLSSW 1495 1. 4000 16. 09
25 | YRDLRRKRA 8 1. 3000 14. 94
26 [FGRLKALGR 462 1. 2000 13.79
27 \VSSLLRSHA 263 1. 1000 12. 64
28 LGLFNPLSV 505 1. 1000 12. 64
29 IMPI | AVSSL 258 1. 0000 11. 49
130 | VRSEAKANV 535 1. 0000 11. 49
31 |VLSAELSPH 448 0. 9800 111. 26
32 \WGLGLFNP 502 0. 8500 9. 77
33 | VRRAPHAGG 143 0. 8000 9. 20
34 |FNPLSVGAG 508 0. 8000 9. 20
35 ILTPRASLGR 630 0. 8000 9. 20
36 \VELI DHTI A 36 0. 7000 8. 05
37 || AGLLKQEK 74 0. 7000 8. 05
38 |LRVEVGAPS 155 0. 7000 8.05
39 IVIREI VNANA 240 0. 7000 8.05
40 [FLSEQVLSR 291 0. 7000 8. 05
41 | MVPAGLCAY 0 0. 6000 6.90
42 || VNANAAHL 243 0. 6000 6.90
43 ILRSHAVTLN 267 0. 6000 6.90
44 VM GMLSSV 1494 0. 6000 6. 90
45 || LGRVAYKE 518 0. 6000 6. 90
46 |LLNLPAARV 89 0. 5000 5.75
47 I | GVRGSYG 483 0. 5000 5.75
48 | RELQRQLG 606 0. 5000 5.75
49 | Al AKLNER 43 0. 4000 4. 60
50 [LNSLLNLPA 86 0. 4000 4. 60
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51 | GVLSSWG 1496 0. 4000 4. 60
52 || QRLLRDHY 565 0. 4000 4. 60
53 [VPVPI | AVS 256 0. 3000 3.45
54 \LVWSDTSQE 1200 0. 2000 2. 30
55 | MAFVRQAHQ 214 0. 2000 2.30
56 VI TWSYSA 1105 0. 1000 1. 15
57 || VKFLSEQV 288 0. 1000 1. 15
58 |FVWSKQSRD 552 0. 1000 1.15
59 LQRQLG LS 1609 - 0. 0200 0

60 [VNANAAHLQ 244 -0. 1000 [s

61 |MESKPLRRG 471 -0. 1000 0

62

LLRVRSEAK

ALLELE:
DRB1_0817

Threshold for 3 %w th score:

2.8

Hi ghest Score achi evabl e by any
10.1

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 /5. 6000 55. 45
2 WM GMLSS 493 4. 1000 40. 59
3 VQRLTRARQ 55 3. 9000 38. 61
4 LKALGRVES 465 3. 8000 37. 62
5 | LRRKRARKW 11 3. 7000 36. 63
6 'M QRLLRDH 564 3. 5000 34. 65
7 | YQRSEALAD 426 3. 4000 133. 66
8 ILRRGHKM | 476 3. 4000 33. 66
9 || LGRVAYKE 518 3. 4000 33. 66
10 \WFVRQAHQ 215 3.3000 32. 67
11 ILKM QRLLR 562 3.3000 132. 67
12 \WSYSAQPS 108 3. 1000 130. 69
13 |LERRKREAQ 1343 3. 1000 130. 69
14 | GVRGSYGG 484 3. 0000 29. 70
15 \LRTRFRTVT 1379 2. 9000 28.71
16 [FNPLSVGAG 508 2. 9000 28.71
117 ILVQRLTRAR 54 2.8000 27.72
18 |FVWAYQRSE 422 2. 7000 26. 73
119 ILGLFNPLSV 505 2. 6000 25. 74
20 |LRVRSEAKA 533 2. 6000 25. 74
21 ' VWNDPNLRD 1329 2. 5000 24.75
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22 | YRDLRRKRA 8 2. 4000 23.76
23 [FGRLKALGR 1462 2. 4000 23.76
24 \WI TWSYS 1104 2. 2000 21.78
25 \VRRAPHAGG 1143 2. 1000 20. 79
26 'VWSKQSRDR 553 2. 1000 20. 79
27 ILTPRASLGR 1630 2.0000 19. 80
28 [FLSEQVLSR 291 1. 9000 18. 81
29 LYPRWRE! V 236 1. 8000 17. 82
30 LG LSQVND 613 1. 8000 17. 82
31 | MVPAGLCAY 0 1. 7000 16. 83
32 | MESKPLRRG 471 1. 7000 16. 83
33 LVLAAGPDG 1119 1. 6500 16. 34
34 \VRWI AGLL 70 1. 6000 15. 84
35 ILNSLLNLPA 86 1. 6000 15. 84
36 || VNANAAHL 243 1. 6000 15. 84
37 |VLSRATERV 296 1. 6000 15. 84
38 [YGGVWM GM 1490 1. 6000 15. 84
39 \VGVI VELI D 32 1. 4000 13. 86
40 \LVWSDTSQE 1200 1. 4000 13.86
41 |FPAI VKFLS 285 1. 4000 13. 86
42 |LNERGDLVQ 48 1. 3000 12. 87
43 | LNDKELNEE 274 1. 3000 12. 87
44 | LGRVESKPL 468 1. 3000 12.87
45 M | GVRGSY 482 1. 3000 12. 87
46 | VRSEAKANV 535 1. 3000 12. 87
47 | GLSSWG 496 1. 2000 11. 88
48 |LQRARVPMP 251 1. 1500 11. 39
49 |LRGGLAFI D 166 1. 0000 9.90
50 |MAFVRQAHQ 214 1. 0000 9.90
51 |LGRVAYKED 519 1. 0000 9.90
52 |FVWWSKQSRD 552 1. 0000 9. 90
53 [VLRVEVGAP 1154 0. 9000 8.91
54 [VNANAAHLQ 244 0. 9000 8.91
55 | AVSSLLRS 261 0. 9000 8.91
56 |LRSHAVTLN 267 0. 9000 8. 91
57 |LRDRLASDL 335 0. 9000 8. 91
58 \WGLGLFNP 502 0. 9000 8.91
59 | RELQRQLG 606 0. 9000 8.91
60 LLNLPAARV 89 0. 8000 7.92
61 VRQAHQI CP 217 0. 8000 7. 92
62 I 1 AVSSLLR 1260 0. 8000 7. 92
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63 [VMAYQRSEA 423 0. 8000 7.92
64 |LRVEVGAPS 1155 0. 7000 6. 93
ALLELE: Threshold for 3 %with score: |H ghest Score achi evabl e by any
DRB1_1101 1.1 peptide: 8.3

‘Rank ‘Sequence ‘At Posi tion ‘Scor e ‘% of Hi ghest Score
1 \WI AGLLKQ 72 4.8000 57.83
2 VWM GMLSS 493 4. 7000 56. 63
3 |LKALGRVES 465 4. 2000 50. 60
4 ILKM QRLLR 562 3. 9000 46. 99
5 [VQRLTRARQ 55 3. 5000 142,17
6 | YRDLRRKRA 8 2. 8000 33.73
7 [FGRLKALGR 462 2. 8000 33.73
8 \WI TWSYS 1104 2. 6000 31.33
9 [LRRGHKM | 476 2. 5000 30. 12
110 ILGLFNPLSV 505 2. 2000 26. 51
11 [LNSLLNLPA 86 2. 0000 24.10
12 [FPAI VKFLS 285 2.0000 24. 10
13 |FNPLSVGAG 508 2. 0000 24.10
14 \VIREI VNANA 240 1. 3000 |15. 66
15 LQRQLGI LS 609 1. 3000 |15. 66
16 [FVRQAHQI C 216 1. 2000 14. 46
117 | AVSSLLRS 261 1. 2000 14. 46
18 [FLSEQVLSR 201 1. 2000 14. 46
119 | YQRSEALAD 426 1. 0000 12. 05
20 ILLNLPAARY 89 0. 9000 10. 84
21 |1 AVSSLLR 260 0. 9000 10. 84
22 \WGLGLFNP 502 0. 9000 10. 84
23 | VRRAPHAGG 143 0. 8000 9. 64
24 LAFI DTPGV 1170 0. 7500 9. 04
25 |LQRARVPMP 251 0. 7500 9. 04
26 \VRWI AGLL 70 0. 7000 8. 43
27 |MVPAGLCAY 0 0. 6000 7. 23
28 \VLRVEVGAP 154 0. 6000 7. 23
29 || VNANAAHL 243 0. 6000 7. 23
130 'YGGVWWM GM 1490 0. 6000 7. 23
31 VRQAHQI CP 217 0. 4000 4. 82

1/31/2010 1:10 PM



Prediction Results http://www.imtech.res.in/tmp/file46241.html

32 \LVLAAGPDG 1119 0. 3500 4. 22
33 | MAFVRQAHQ 214 0. 3000 3. 61
34 | GLSSWG 1496 0. 3000 3.61
35 | VRSEAKANV 535 0. 3000 3. 61
36 || SFWSKQS 550 0. 3000 3. 61
37 | AGLLKQGK 74 0. 2000 2. 41
38 \WSYSAQPS 108 0. 2000 2. 41
39 \LGLLPEADA 1190 0. 2000 2. 41
40 \WFVRQAHQ 215 0. 1000 1. 20
41 [VNANAAHLQ 244 0. 1000 1. 20
42 LQATI AAAQ 588 0. 1000 1. 20
43 VQQTALWQ 354 - 0. 1000 [s
44 |LGRVESKPL 1468 -0.1000 0
45 ILVQRLTRAR 54 -0. 2000 0
46 IMPI I AVSSL 258 - 0. 2000 0
47 |VSSLLRSHA 263 - 0.3000 0
48 | FVWAYQRSE 422 - 0. 3000 0
49 \VELI DHTI A 36 - 0. 4000 0
50 \VPVPI | AVS 256 - 0. 4000 0
51 | LRVRSEAKA 533 - 0. 4000 0
52 LEPTLTPRA 626 - 0. 4500 0
53 M | GVRGSY 482 - 0. 5000 0
54 LG LSQVND 613 - 0. 5000 0
55 |VGGLGQPHL 1178 - 0. 5500 [s
56 || VKFLSEQV 288 - 0. 6000 [s
57 |LLRVRSEAK 532 - 0. 6000 0
58 \VGVI VELI D 32 -0. 7000 [s
59 ILRSHAVTLN 267 -0. 7000 [s

ALLELE: Threshold for 3 % wi th score: |H ghest Score achi evabl e by any
DRB1_1102 1.8 peptide: 8.4

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 4. 7000 55. 95
2 | LRRKRARKW 11 3. 9000 46. 43
3 'VQRLTRARQ 55 3..8000 45. 24
4 \WI TWSYS 1104 3. 5000 41. 67
5 LVQRLTRAR 54 3.3000 39. 29
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6 |LKALGRVES 1465 3. 2000 138.10
7 \WSKQSRDR 553 3. 2000 38.10
8 VWM GM.SS 493 3. 1000 36. 90
9 \WSYSAQPS 108 3. 0000 35. 71
10 |LRSHAVTLN 267 2.8000 33.33
11 'M QRLLRDH 564 2. 7800 133.10
12 ILGLFNPLSV 505 2. 5000 29.76
13 |LRRGHKM | 476 2. 4000 28.57
14 |LRDHYREI A 569 2. 4000 28.57
15 ILKM QRLLR 562 2.3000 27.38
16 \WGLGLFNP 502 2. 2000 26. 19
117 LI DHTI Al A 38 2. 0000 23.81
18 LQRQLG LS 609 2.0000 23.81
19 [FVRQAHQI C 216 1. 9000 22. 62
20 | VRSEAKANV 535 1. 9000 22. 62
21 | VRRAPHAGG 143 1. 8000 21.43
22 [VNANAAHLQ 244 1. 7000 120. 24
23 |MVPAGLCAY 0 1. 6000 119. 05
24 |LRVEVGAPS 155 1. 6000 19. 05
25 || VNANAAHL 243 1. 6000 19. 05
26 |LERRKREAQ 1343 1. 5000 17. 86
27 | MESKPLRRG 471 1. 5000 17. 86
28 |LRVRSEAKA 533 1. 5000 117.86
29 | YRDLRRKRA 8 1. 3000 15. 48
130 |LQRARVPMP 251 1. 3000 15. 48
31 LRTRFRTVT 379 1. 3000 15. 48
32 | AGLLKQGK 74 1. 2000 14. 29
33 |LNSLLNLPA 86 1. 2000 14. 29
34 |LLNLPAARV 89 1. 2000 14. 29
35 | AVSSLLRS 261 1. 2000 14. 29
36 VQQTALWQQ 1354 1. 2000 14. 29
37 || VKFLSEQV 288 1. 1000 113.10
38 | GLSSWG 1496 1. 1000 13.10
39 LLKQGKSQL 77 1. 0000 11. 90
40 | RELQRQLG 606 1. 0000 111. 90
41 \LVLAAGPDG 1119 0. 9000 10. 71
42 | LGRVESKPL 468 0. 9000 10. 71
43 || Al AKLNER 43 0. 8000 9.52
44 \VPVPI | AVS 1256 0. 8000 9. 52
45 | GVRGSYGG 484 0. 8000 9. 52
46 || QRLLRDHY 565 0. 8000 9. 52
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47 |LYPRWREI V 236 0. 7000 '8.33
48 | RSATEQLA 312 0. 6000 7. 14
49 ILQATI AAAQ 588 0. 6000 7.14
50 \VLSAELSPH 448 0. 5800 6. 90
51 ILNLPAARVG 190 0. 5000 5.95
52 |LGLLPEADA 1190 0. 5000 5. 95
53 \WFVRQAHQ 215 0. 5000 5.95
54 [FPAI VKFLS 285 0. 5000 5. 95
55 \VLSRATERV 296 0. 5000 5.95
56 \VRRFVDDI S 543 0. 5000 5.95
57 LTRARQRI T 58 0. 4000 4.76
58 VSSLLRSHA 263 0. 4000 4.76
59 [VMAYQRSEA 423 0. 4000 4.76
60 'M GMLSSW 495 0. 4000 4.76
61 |FVWWAYQRSE 422 0. 3000 3.57
62 LG LSQUND 613 0. 3000 3.57
63 |LVWSDTSQE 1200 0. 2000 2.38

64

| SFWSKQS

ALLELE
DRB1_1104

Threshold for 3 %w th score:

2.0

Hi ghest
pepti de:

Score achi evabl e by any

8.

3

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 5. 8000 69. 88
2 WM GM.SS 493 /5. 7000 68. 67
3 |LKALGRVES 465 /5. 2000 62. 65
4 ILKM QRLLR 562 4.9000 59. 04
5 VQRLTRARQ 55 4. 5000 54. 22
6 \WI TWSYS 1104 3. 6000 43. 37
7 ILRRGHKM | 476 3. 5000 42,17
E ILGLFNPLSV 505 3. 2000 38.55
9 [LNSLLNLPA 86 3.0000 36. 14
10 LQRQLG LS 609 2.3000 27.71
11 | AVSSLLRS 261 2. 2000 26.51
12 ILLNLPAARY 89 1. 9000 22. 89
13 |1 AVSSLLR 1260 1. 9000 22.89
14 \WGLGLFNP 502 1. 9000 22. 89
15 | YRDLRRKRA 8 1. 8000 21. 69
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16 \VRRAPHAGG 1143 1. 8000 21. 69
117 [FGRLKALGR 1462 1. 8000 21. 69
18 LAFI DTPGV 1170 1. 7500 21. 08
19 |LQRARVPMP 251 1. 7500 21. 08
20 \VRWI AGLL 70 1. 7000 20. 48
21 |MVPAGLCAY 0 1. 6000 19. 28
22 \VLRVEVGAP 154 1. 6000 119.28
23 || VNANAAHL 243 1. 6000 19. 28
24 VRQAHQI CP 217 1. 4000 16. 87
25 \LVLAAGPDG 1119 1. 3500 16. 27
26 | MAFVRQAHQ 214 1. 3000 15. 66
27 | GMLSSWG 496 1. 3000 15. 66
28 | VRSEAKANV 535 1. 3000 15. 66
29 || SFWSKQS 550 1. 3000 15. 66
30 | AGLLKQGK 74 1. 2000 14. 46
31 \WSYSAQPS 108 1. 2000 14. 46
32 |LGLLPEADA 1190 1. 2000 14. 46
33 [VNANAAHLQ 244 1. 1000 113.25
34 LQATI AAAQ 588 1. 1000 113.25
35 | LRRKRARKW 11 1. 0000 12. 05
36 VI TWSYSA 1105 1. 0000 12. 05
37 |LRVEVGAPS 155 1. 0000 12. 05
38 [FPAI VKFLS 285 1. 0000 12. 05
39 |FNPLSVGAG 508 1. 0000 12. 05
40 | RELQRQLG 606 1. 0000 12. 05
41 VQQTALWRQ 1354 0. 9000 10. 84
42 | LGRVESKPL 468 0. 9000 10. 84
43 ILVQRLTRAR 54 0. 8000 9. 64
44 IMPI I AVSSL 258 0. 8000 9. 64
45 VSSLLRSHA 263 0. 7000 '8.43
46 \VELI DHTI A 36 0. 6000 7. 23
47 [VPVPI | AVS 256 0. 6000 7.23
48 | LRVRSEAKA 533 0. 6000 7.23
49 ILEPTLTPRA 626 0. 5500 6.63
50 'M | GVRGSY 482 0. 5000 6. 02
51 LG LSQUND 613 0. 5000 6. 02
52 |VGGLGQPHL 1178 0. 4500 5.42
53 || VKFLSEQV 288 0. 4000 4.82
54 |LLRVRSEAK 532 0. 4000 4. 82
55 \VGVI VELI D 32 0. 3000 3. 61
56 IVREI VNANA 1240 0. 3000 3. 61

1/31/2010 1:10 PM



Prediction Results

51 of 89

http://www.imtech.res.in/tmp/file46241.html

57 |LRSHAVTLN 267 0. 3000 3.61
58 | LERRKREAQ 1343 0. 3000 3. 61
59 IMLSSWGLG 498 0. 3000 3.61
60 \WSKQSRDR 553 0. 3000 3. 61
61 | QRLLRDHY 565 0. 3000 3. 61
62 'M QRLLRDH 564 0. 2800 3. 37
63 [FVRQAHQI C

64 [FLSEQVLSR

ALLELE
DRB1_1106

Threshold for 3 %w th score:

2.0

Hi ghest
pepti de:

Score achi evabl e by any

8.

3

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 5. 8000 69. 88
2 WM GMLSS 493 5. 7000 68. 67
3 |LKALGRVES 465 /5. 2000 62. 65
4 ILKM QRLLR 562 4. 9000 59. 04
5 [VQRLTRARQ 55 4. 5000 54. 22
6 \WI TWSYS 1104 3. 6000 43. 37
7 ILRRGHKM | 476 3. 5000 42,17
8 ILGLFNPLSV 505 3. 2000 38. 55
9 [LNSLLNLPA 86 3. 0000 36.14
10 LQRQLG LS 609 2.3000 27.71
11 | AVSSLLRS 261 2. 2000 26.51
12 |LLNLPAARV 89 1. 9000 22. 89
13 11 AVSSLLR 1260 1. 9000 22. 89
14 \WGLGLFNP 502 1. 9000 22.89
15 | YRDLRRKRA 8 1. 8000 21. 69
16 \VRRAPHAGG 1143 1. 8000 21. 69
117 [FGRLKALGR 462 1. 8000 21. 69
18 LAFI DTPGV 1170 1. 7500 21. 08
119 |LQRARVPMP 251 1. 7500 21.08
20 \VRWI AGLL 70 1. 7000 20. 48
21 |MVPAGLCAY 0 1. 6000 119. 28
22 \VLRVEVGAP 1154 1. 6000 19. 28
23 || VNANAAHL 243 1. 6000 119. 28
24 VRQAHQI CP 217 1. 4000 16. 87
25 LVLAAGPDG 1119 1. 3500 16. 27
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26 | MAFVRQAHQ 214 1. 3000 15. 66
27 | GVLSSWG 1496 1. 3000 15. 66
28 | VRSEAKANV 535 1. 3000 15. 66
29 | SFWSKQS 550 1. 3000 15. 66
130 | AGLLKQGK 74 1. 2000 14. 46
31 \WSYSAQPS 108 1. 2000 14. 46
32 |LGLLPEADA 1190 1. 2000 14. 46
33 [VNANAAHLQ 244 1. 1000 113.25
34 LQATI AAAQ 588 1. 1000 113.25
35 | LRRKRARKW 11 1. 0000 112. 05
36 VI TWSYSA 1105 1. 0000 112. 05
37 |LRVEVGAPS 155 1. 0000 12. 05
38 [FPAI VKFLS 285 1. 0000 112.05
39 [FNPLSVGAG 508 1. 0000 112. 05
40 | RELQRQLG 606 1. 0000 112. 05
41 VQQTALWRQ 1354 0. 9000 10. 84
42 | LGRVESKPL 468 0. 9000 10. 84
43 ILVQRLTRAR 54 0. 8000 9. 64
44 IMPI I AVSSL 258 0. 8000 9. 64
45 |VSSLLRSHA 263 0. 7000 8.43
46 \VELI DHTI A 36 0. 6000 7.23
47 \VPMPI | AVS 256 0. 6000 7.23
48 |LRVRSEAKA 533 0. 6000 7. 23
49 ILEPTLTPRA 626 0. 5500 6.63
50 M | GVRGSY 482 0. 5000 6. 02
51 LG LSQUND 613 0. 5000 6. 02
52 |VGGLGQPHL 1178 0. 4500 5. 42
53 || VKFLSEQV 288 0. 4000 4.82
54 LLRVRSEAK 532 0. 4000 4.82
55 \VGVI VELI D 32 0. 3000 3.61
56 \VREI VNANA 1240 0. 3000 3. 61
57 ILRSHAVTLN 267 0. 3000 3.61
58 |LERRKREAQ 1343 0. 3000 3.61
59 IMLSSWGLG 498 0. 3000 3.61
60 VWSKQSRDR 553 0. 3000 3.61
61 || QRLLRDHY 565 0. 3000 3. 61
62 'M QRLLRDH 564 0. 2800 3.37
63 [FVRQAHQI C 216 0. 2000 2.41
64 [FLSEQVLSR
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ALLELE:

DRB1_1107

Threshold for 3 % with score:

2.1

H ghest Score achi evabl e by any
pepti de:

9.1

Rank 'Sequence /At Position Score 1% of Hi ghest Score
1 [LRRGHKM | 476 /5. 5000 60. 44
2 \WI TWSYS 1104 14.5700 50. 22
3 \WI AGLLKQ 72 4. 5000 149. 45
4 WM GMLSS 493 14.0000 143. 96
5 |LKALGRVES 1465 3. 9000 142.86
6 VQRLTRARQ 55 3. 4000 137.36
7 \VWSDTSQEF 201 3. 4000 37. 36
8 M | GVRGSY 482 3. 2000 35.16
9 ILKM QRLLR 562 3. 2000 35.16
110 | VWWNDPNLRD 329 2. 8000 130. 77
11 |VRAGVLGE| 304 2. 7000 29. 67
112 VM GMLSSV 1494 2. 6700 29.34
13 |LQRARVPMP 251 2. 5000 27. 47
14 \LVWWSDTSQE 1200 2. 4700 27.14
15 | AVSSLLRS 261 2. 3000 25. 27
116 LQRQLG LS 609 2.3000 125. 27
117 IMLSSWGLG 498 2. 2000 24.18
18 \LVLAAGPDG 1119 2. 1000 23.08
119 LLRGGLAFI 165 2.1000 23. 08
20 LAFI DTPGV 1170 2. 1000 23.08
21 ILRSHAVTLN 267 2. 1000 23.08
22 | VRSEAKANV 535 2.0000 21.98
23 \WSYSAQPS 108 1. 9000 20. 88
24 [VRWI AGLL 70 1. 8000 119.78
25 | VRRAPHAGG 1143 1. 8000 119. 78
26 NRGSYGGW 486 1. 8000 119. 78
27 |FVDDI SFW 546 1. 8000 119. 78
28 IMPI I AVSSL 258 1. 7700 19. 45
29 \VLRVEVGAP 1154 1. 7000 18. 68
30 |LRVEVGAPS 1155 1. 7000 18. 68
31 \LRGGLAFI D 1166 1. 7000 18. 68
32 \WGLGLFNP 502 1. 7000 18. 68
33 |LRDHYRE! A 569 1. 7000 18. 68
34 |MVPAGLCAY 0 1. 6000 117.58
35 VSYSAQPSA 1109 1. 6000 117.58
36 [FVRQAHQI C 216 1. 6000 117.58
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37 || VNANAAHL 243 1. 6000 117.58
38 |LLRSHAVTL 266 1. 6000 117.58
39 |VLSAELSPH 448 1. 5500 117.03
40 || GNDVENA| 406 1. 5100 16. 59
41 |FPAI VKFLS 285 1. 5000 16. 48
42 \VELI DHTI A 36 1. 4000 15. 38
43 LI LGRVAYK 517 1. 4000 15. 38
44 LLRDHYREI 568 1. 4000 15. 38
45 LLKQGKSQL 77 1. 3700 15. 05
46 | PVDDI STD 1134 1. 3700 15. 05
47 \VPVPI | AVS 1256 1. 3000 14. 29
48 || QRLLRDHY 565 1. 3000 14. 29
49 | AGLLKQGK 74 1. 1000 112. 09
50 |LERRKREAQ 1343 1. 1000 112. 09
51 | VDHDL RTRF 375 1. 1000 112. 09
52 |LLRVRSEAK 532 1. 1000 12. 09
53 ILLNSLLNLP 85 1. 0100 111.10
54 |VLGDGFNDL 1363 1. 0100 111.10
55 VRQAHQI CP 217 1. 0000 10. 99
56 | GLSSWG 1496 1. 0000 110. 99
57 || TRSLTESL 580 1. 0000 110. 99
58 |VSSLLRSHA 263 0. 9700 110. 66
59 VI TWSYSA 1105 0. 9500 10. 44
60 | MAFVRQAHQ 214 0. 9000 9. 89

61 |VTLNDKELN 272 0. 9000 9.89

62 || RSATEQLA 312 0. 9000 9.89

63 \LRTRFRTVT 1379 0. 9000 9. 89

64 | MGTDFGRLK

ALLELE:

DRB1_1114

Threshold for 3 %w th score:

1.3

Hi ghest Score achi evabl e by any
pepti de:

8.4

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 3. 7000 144. 05
2 | LRRKRARKW 111 2.9000 34. 52
3 [FVRQAHQI C 216 2.9000 34. 52
4 VORLTRARQ 55 2..8000 33.33
5 \WI TWSYS 1104 2. 5000 129. 76
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6 | YRDLRRKRA 8 2.3000 27.38
7 ILVQRLTRAR 54 2.3000 27. 38
8 |LKALGRMVES 465 2. 2000 26. 19
9 \WSKQSRDR 553 2. 2000 26. 19
10 WM GMLSS 1493 2.1000 25. 00
11 \WSYSAQPS 108 2.0000 23.81
12 |LRSHAVTLN 267 1. 8000 21.43
13 'M QRLLRDH 564 1. 7800 21. 19
14 \WFVRQAHQ 215 1. 5000 117. 86
15 |FPAI VKFLS 285 1. 5000 117. 86
116 ILGLFNPLSV 505 1. 5000 117. 86
117 ILRRGHKM | 476 1. 4000 16. 67
18 |LRDHYREI A 569 1. 4000 16. 67
19 |FVWAYQRSE 422 1. 3000 15. 48
20 ILKM QRLLR 562 1. 3000 |15. 48
21 \WGLGLFNP 502 1. 2000 14. 29
22 LI DHTI Al A 38 1. 0000 111. 90
23 [FGRLKALGR 462 1. 0000 111. 90
24 LQRQLG LS 609 1. 0000 11. 90
25 | VRSEAKANV 535 0. 9000 10. 71
26 | VRRAPHAGG 143 0. 8000 9.52

27 [VNANAAHLQ 244 0. 7000 8.33

28 [FLSEQVLSR 291 0. 7000 8.33

29 | MVPAGLCAY 0 0. 6000 7. 14

130 |LRVEVGAPS 155 0. 6000 7. 14

31 || VNANAAHL 243 0. 6000 7.14

32 |LERRKREAQ 1343 0. 5000 5. 95

33 | MESKPLRRG 471 0. 5000 5.95

34 | LRVRSEAKA 533 0. 5000 5.95

35 |LQRARVPMP 251 0. 3000 3.57

36 \LRTRFRTVT 1379 0.3000 3. 57

37 || AGLLKQEK 74 0. 2000 2.38

38 [LNSLLNLPA 86 0. 2000 2.38

39 LLNLPAARV 89 0. 2000 2.38

40 | AVSSLLRS 261 0. 2000 2. 38

41 VQQTALWQQ 354 0. 2000 2. 38

42 |FNPLSVGAG 508 0. 2000 2.38

43 || VKFLSEQV 288 0. 1000 1. 19

44 | GVLSSWG 1496 0. 1000 1. 19

45 \LVLAAGPDG 1119 -0. 1000 [s

46 | LGRVESKPL 1468 -0.1000 0
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47 | Al AKLNER 43 -0. 2000 0
48 \VREI VNANA 240 - 0. 2000 [s
49 [VPVPI | AVS 256 - 0. 2000 0
50 | GVRGSYGG 1484 - 0. 2000 [s
51 || QRLLRDHY 565 - 0. 2000 0
52 LYPRWREI V 236 - 0. 3000 [s
53 || RSATEQLA 312 - 0. 4000 0
54 ILQATI AAAQ 588 - 0. 4000 [s
55 \VLSAELSPH 448 - 0. 4200 0
56 ILNLPAARVG 190 - 0. 5000 [s
57 |LGLLPEADA 1190 - 0. 5000 0
58 \VLSRATERV 296 - 0. 5000 [s
59 \VRRFVDDI S 543 - 0. 5000 0
60 LTRARQRI T 58 - 0. 6000 0

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1 1120 2.1 peptide: 8.8

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 ILVQRLTRAR 54 3. 8000 43.18
2 |VWSKQSRDR 553 3. 7000 142. 05
3 \WI AGLLKQ 72 3. 0000 34. 09
4 | LRRKRARKW 111 2. 9000 132.95
5 \WI TWSYS 1104 2. 9000 132.95
6 [FVRQAHQI C 216 2. 9000 132. 95
7 ILKM QRLLR 562 2. 8000 31. 82
E |FVWAYQRSE 422 2. 7000 30. 68
9 ILRSHAVTLN 267 2. 6000 29.55
10 |LKALGRVES 1465 2. 6000 29.55
11 [FGRLKALGR 462 2. 5000 28. 41
12 WM GMLSS 493 2. 5000 28. 41
13 ILGLFNPLSV 505 2. 5000 28.41
114 \WSYSAQPS 108 2. 4000 27.27
15 \WFVRQAHQ 215 2. 4000 27.27
16 ' YRDLRRKRA 8 2.3000 26. 14
117 |LRRGHKM | 476 2.3000 26. 14
18 \VRRAPHAGG 1143 2. 2000 25. 00
119 [FLSEQVLSR 291 2. 2000 25. 00
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20 \WGLGLFNP 502 2. 2000 25. 00
21 VORLTRARQ 55 2. 1000 23.86
22 | MVPAGLCAY 0 1. 9000 21. 59
23 [FPAI VKFLS 285 1. 9000 21.59
24 MESKPLRRG 471 1. 9000 21.59
25 | VRSEAKANV 535 1. 9000 21.59
26 [FNPLSVGAG 508 1. 6000 18.18
27 || VNANAAHL 243 1. 5600 117.73
28 | GVLSSWG 1496 1. 5000 117.05
29 |LRDHYREI A 569 1. 4000 15. 91
30 | RELQRQLG 606 1. 4000 115. 91
31 LQRQLG LS 609 1. 4000 15. 91
32 | Al AKLNER 43 1. 3000 14.77
33 \LVLAAGPDG 1119 1. 3000 14.77
34 |LQRARVPMP 251 1. 3000 114.77
35 LLNLPAARV 89 1. 2000 13. 64
36 || GVRGSYGG 484 1. 2000 13. 64
37 'M QRLLRDH 564 1. 2000 13. 64
38 || VKFLSEQV 288 1. 1000 112.50
39 | YQRSEALAD 426 1. 1000 12. 50
40 || QRLLRDHY 565 1. 1000 12. 50
41 LI DHTI Al A 38 1. 0000 11. 36
42 |LRVEVGAPS 155 1. 0000 11. 36
43 LRTRFRTVT 379 1. 0000 11. 36
44 LLKQGKSQL 77 0. 9600 10. 91
45 ILNLPAARVG 90 0. 9000 10. 23
46 | LGRVESKPL 468 0. 8600 9. 77
47 LYPRVREI V 236 0. 7000 7.95
48 |LVWWSDTSQE 200 0. 6000 6.82
49 | AVSSLLRS 261 0. 6000 6. 82
50 \VLSRATERV 296 0. 5000 5. 68
51 | LRVRSEAKA 533 0. 5000 5.68
52 'M GMLSSW 495 0. 4000 4.55
53 LG LSQUND 613 0. 4000 4.55
54 | AGLLKQGK 74 0. 3000 3.41
55 \WSDTSQEF 201 0. 3000 3. 41
56 [LTPRASLGR 1630 0. 3000 3.41
57 [VAYQRSEAL 424 0. 2600 2.95
58 [LNSLLNLPA 86 0. 2000 2. 27
59 VPP | AVS 256 0. 2000 2. 27
60 | VGDNFVWAY 418 0. 2000 2. 27
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61 |FVDDI SFW 546 0. 2000 2. 27
62 |FVWSKQSRD 552 0. 2000 2. 27
63 | YSAQPSARL 111 0. 1600 1.82

64

ILTRARQRI T

ALLELE
DRB1_1121

Threshold for 3 %w th score:

1.8

Hi ghest
pepti de:

Score achi evabl e by any
8.4

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 4. 7000 55. 95
2 | LRRKRARKW 111 3. 9000 46. 43
3 VQRLTRARQ 55 3. 8000 45. 24
4 \WI TWSYS 1104 3. 5000 41. 67
5 ILVQRLTRAR 54 3.3000 139. 29
6 |LKALGRVES 1465 3. 2000 38. 10
7 |VWWSKQSRDR 553 3. 2000 38. 10
8 WM GM.SS 493 3. 1000 36. 90
9 \WSYSAQPS 108 3. 0000 35. 71
10 ILRSHAVTLN 267 2..8000 33.33
11 'M QRLLRDH 564 2. 7800 33.10
12 ILGLFNPLSV 505 2. 5000 29.76
13 ILRRGHKM | 476 2. 4000 28. 57
14 |LRDHYREI A 569 2. 4000 28.57
15 ILKM QRLLR 562 2.3000 27.38
116 \WGLGLFNP 502 2. 2000 26. 19
117 LI DHTI Al A 38 2. 0000 23. 81
18 LQRQLG LS 609 2.0000 23.81
19 [FVRQAHQI C 216 1. 9000 22. 62
20 | VRSEAKANV 535 1. 9000 22. 62
21 | VRRAPHAGG 143 1. 8000 21.43
22 [VNANAAHLQ 244 1. 7000 20. 24
23 |MVPAGLCAY 0 1. 6000 119. 05
24 |LRVEVGAPS 155 1. 6000 119. 05
25 || VNANAAHL 243 1. 6000 119. 05
26 |LERRKREAQ 1343 1. 5000 17. 86
27 MESKPLRRG 471 1. 5000 117.86
28 |LRVRSEAKA 533 1. 5000 17. 86
29 | YRDLRRKRA 8 1. 3000 15. 48
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130 |LQRARVPMP 251 1. 3000 15. 48
31 \LRTRFRTVT 1379 1. 3000 15. 48
32 || AGLLKQEK 74 1. 2000 14. 29
33 ILNSLLNLPA 86 1. 2000 14. 29
34 LLNLPAARV 89 1. 2000 14. 29
35 | AVSSLLRS 261 1. 2000 14. 29
36 VQQTALWQ 1354 1. 2000 14. 29
37 | VKFLSEQV 288 1. 1000 113.10
38 | GVLSSWG 1496 1. 1000 113.10
39 LLKQGKSQL 77 1. 0000 111. 90
40 | RELQRQLG 606 1. 0000 111. 90
41 LVLAAGPDG 1119 0. 9000 110.71
42 | LGRVESKPL 468 0. 9000 110. 71
43 | Al AKLNER 43 0. 8000 9. 52
44 \VPVPI | AVS 1256 0. 8000 9. 52
45 || GVRGSYGG 484 0. 8000 9.52
46 || QRLLRDHY 565 0. 8000 9.52
47 LYPRWRE! V 236 0. 7000 '8.33
48 | RSATEQLA 312 0. 6000 7. 14
49 ILQATI AAAQ 588 0. 6000 7. 14
50 |VLSAELSPH 448 0. 5800 6.90
51 ILNLPAARVG 90 0. 5000 5.95
52 LGLLPEADA 1190 0. 5000 5.95
53 \WFVRQAHQ 215 0. 5000 5.95
54 |FPAI VKFLS 285 0. 5000 5.95
55 |VLSRATERV 296 0. 5000 5.95
56 \VRRFVDDI S 543 0. 5000 5.95
57 ILTRARQRI T 58 0. 4000 4.76
58 |VSSLLRSHA 263 0. 4000 4.76
59 [VWAYQRSEA 423 0. 4000 4.76
60 'M GM_SSW 495 0. 4000 4.76
61 | FVWAYQRSE 422 0. 3000 3.57
62 LG LSQUND 613 0. 3000 3.57
63 |LVWWSDTSQE 1200 0. 2000 2.38
64 || SFWSKQS

ALLELE:
DRB1_1128

Threshold for 3 %w th score:

2.15

Hi ghest Score achi evabl e by any

pepti de:

8.7
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Rank 'Sequence /At Position Score % of Highest Score
1 ILKM QRLLR 562 5. 4000 62. 07
2 VWM GM.SS 493 5. 1000 58. 62
3 |LKALGRVES 1465 4. 6000 52. 87
4 [FGRLKALGR 462 4.3000 49. 43
5 \WI AGLLKQ 72 4. 1000 147.13
6 |LRRGHKM | 476 3. 4000 139. 08
7 [FNPLSVGAG 508 3. 4000 39. 08
8 LGLFNPLSV 505 3. 2000 36. 78
9 \WI TWSYS 1104 3. 0000 34. 48
10 | YRDLRRKRA 8 2.8000 32.18
11 [VQRLTRARQ 55 2. 8000 32.18
12 [FLSEQVLSR 291 2. 7000 31. 03
13 |1 AVSSLLR 1260 2. 4000 27.59
14 |FPAI VKFLS 285 2. 4000 27.59
15 | VRRAPHAGG 143 2. 2000 125. 29
16 | YQRSEALAD 426 2. 1000 24.14
117 'YGGVWM GM 1490 2. 1000 24. 14
18 [LNSLLNLPA 86 2.0000 22. 99
119 | MVPAGLCAY 0 1. 9000 21. 84
20 |LLNLPAARV 89 1. 9000 21.84
21 \WGLGLFNP 502 1. 9000 21.84
22 LVLAAGPDG 1119 1. 7500 20. 11
23 LAFI DTPGV 1170 1. 7500 20. 11
24 |LQRARVPMP 251 1. 7500 20. 11
25 | GLSSWG 496 1. 7000 19. 54
26 LQRQLGI LS 609 1. 7000 19. 54
27 [VRWI AGLL 70 1. 6600 19. 08
28 |VLRVEVGAP 154 1. 6000 18. 39
29 || AVSSLLRS 261 1. 6000 18. 39
30 || VNANAAHL 243 1. 5600 117. 93
31 [VRQAHQ! CP 217 1. 4000 16. 09
32 | RELQRQLG 606 1. 4000 16. 09
33 ILVQRLTRAR 54 1. 3000 14. 94
34 \VREI VNANA 240 1. 3000 14. 94
35 | VRSEAKANV 535 1. 3000 14. 94
36 [FVRQAHQI C 216 1. 2000 13.79
37 | FVWAYQRSE 422 1. 1000 12. 64
38 \WFVRQAHQ 215 1. 0000 11. 49
39 |LGRVESKPL 468 0. 8600 9. 89
40 'M | GVRGSY 482 0. 8000 9. 20
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41 'WSKQSRDR 553 0. 8000 9. 20
42 IMPI 1 AVSSL 258 0. 7600 8. 74
43 IMLSSWGLG 498 0. 7000 8.05
44 | SFWSKQS 550 0. 7000 8. 05
45 \WSYSAQPS 1108 0. 6000 6. 90
46 || QRLLRDHY 565 0. 6000 6. 90
47 LG LSQUND 613 0. 6000 6.90
48 VGAGLI LGR 513 0. 5000 5.75
49 LTPRASLGR 630 0. 5000 5.75
50 \VGGLGQPHL 1178 0. 4100 4.71
51 \VGVI VELI D 32 0. 4000 4. 60
52 |LRVEVGAPS 155 0. 4000 4.60
53 || VKFLSEQV 288 0. 4000 4. 60
54 | AGLLKQGK 74 0. 3000 3. 45
55 \VGAPSPLLR 1159 0. 3000 3.45
56 || Al AKLNER 43 0. 2000 2.30
57 |LGLLPEADA 1190 0. 2000 2.30
58 'VWNDPNLRD 1329 0. 2000 2.30
59 'M GM_SSW 495 0. 2000 2.30
60 |LWWSDTSQE 1200 0. 1000 11.15
61 [LRSHAVTLN 267 0. 1000 11.15
62 || GVRGSYGG 484 0. 1000 11.15

63 LSSWGLGL

ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1 1301 2.6 peptide: 8.8

Rank 'Sequence /At Position 'Score % of Hi ghest Score
1 ILVQRLTRAR 54 4. 8000 54.55
2 | WSKQSRDR 553 4. 7000 53. 41
3 \WI AGLLKQ 72 4.0000 45. 45
4 | LRRKRARKW 11 3. 9000 44.32
5 \WI TWSYS 1104 3. 9000 44. 32
6 ILKM QRLLR 562 3.8000 143.18
7 ILRSHAVTLN 267 3. 6000 40. 91
8 |LKALGRVES 1465 3. 6000 40. 91
[ WM GMLSS 493 3. 5000 139. 77
10 ILGLFNPLSV 505 3. 5000 139. 77
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11 \WSYSAQPS 1108 3. 4000 38. 64
12 |LRRGHKM | 476 3.3000 137.50
13 | VRRAPHAGG 143 3. 2000 36. 36
14 \WGLGLFNP 502 3. 2000 36. 36
15 [VQRLTRARQ 55 3. 1000 35. 23
16 |MVPAGLCAY 0 2. 9000 132.95
117 | MESKPLRRG 471 2. 9000 132. 95
18 | VRSEAKANV 535 2. 9000 132.95
119 || VNANAAHL 243 2. 5600 29. 09
20 | GVLSSWG 496 2. 5000 28. 41
21 |LRDHYREI A 569 2. 4000 27.27
22 | RELQRQLG 606 2. 4000 27. 27
23 LQRQLG LS 609 2. 4000 27.27
24 | Al AKLNER 43 2.3000 26. 14
25 \LVLAAGPDG 1119 2.3000 26. 14
26 |LQRARVPMP 251 2. 3000 26. 14
27 |LLNLPAARV 89 2. 2000 25. 00
28 | GVRGSYGG 484 2. 2000 25. 00
29 'M QRLLRDH 564 2. 2000 25. 00
30 || VKFLSEQV 288 2.1000 23. 86
31 || QRLLRDHY 565 2.1000 23. 86
32 LI DHTI Al A 38 2. 0000 22.73
33 |LRVEVGAPS 155 2.0000 22.73
34 LRTRFRTVT 379 2. 0000 22.73
35 LLKQGKSQL 77 1. 9600 22. 27
36 ILNLPAARVG 90 1. 9000 21. 59
37 [FVRQAHQI C 216 1. 9000 21.59
38 |LGRVESKPL 468 1. 8600 21.14
39 LYPRVREI V 236 1. 7000 19. 32
40 |FVWAYQRSE 422 1. 7000 19. 32
41 LVWSDTSQE 1200 1. 6000 18.18
42 | AVSSLLRS 261 1. 6000 18.18
43 |VLSRATERV 296 1. 5000 17. 05
44 [FGRLKALGR 462 1. 5000 117. 05
45 |LRVRSEAKA 533 1. 5000 117.05
46 \WFVRQAHQ 215 1. 4000 15. 91
47 'M GMLSSW 495 1. 4000 15. 91
48 LG LSQUND 613 1. 4000 15. 91
49 | YRDLRRKRA 8 1. 3000 14.77
50 | AGLLKQGK 74 1. 3000 14.77
51 \WSDTSQEF 201 1. 3000 14.77
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52 ILTPRASLGR 630 1. 3000 14.77
53 ILNSLLNLPA 86 1. 2000 13. 64
54 [VPVPI | AVS 1256 1. 2000 13. 64
55 [FLSEQVLSR 201 1. 2000 13. 64
56 | VGDNFVWAY 418 1. 2000 13. 64
57 LTRARQRI T 58 1. 1000 112.50
58 VRQAHQI CP 217 1. 1000 112.50
59 |LLRGGLAFI 1165 1. 0000 11. 36
60 [VNANAAHLQ 244 1. 0000 111.36
61 11 AVSSLLR 1260 1. 0000 11. 36
62 |LLRSHAVTL 1266 0. 9600 10. 91
63 ILLNSLLNLP 85 0. 9000 10. 23
64 \LRGGLAFI D

ALLELE
DRB1_1302

Threshold for 3 %w th score:

2.1

Hi ghest
pepti de:

Score achi evabl e by any
8.8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILVQRLTRAR 54 3..8000 43.18
2 |WSKQSRDR 553 3. 7000 142. 05
3 \WI AGLLKQ 72 3. 0000 34. 09
4 | LRRKRARKW 11 2. 9000 132. 95
5 \WI TWSYS 1104 2. 9000 132.95
6 [FVRQAHQI C 216 2. 9000 132.95
7 ILKM QRLLR 562 2. 8000 31. 82
8 | FVWAYQRSE 422 2. 7000 130. 68
[ ILRSHAVTLN 267 2. 6000 29.55
10 |LKALGRVES 1465 2. 6000 29.55
11 [FGRLKALGR 1462 2. 5000 28.41
12 VWM GMLSS 493 2. 5000 28. 41
13 ILGLFNPLSV 505 2. 5000 28. 41
14 \WSYSAQPS 1108 2. 4000 27.27
15 \WFVRQAHQ 215 2. 4000 27.27
16 | YRDLRRKRA 8 2.3000 26. 14
17 |LRRGHKM | 476 2.3000 26. 14
18 \VRRAPHAGG 143 2. 2000 25. 00
19 [FLSEQVLSR 201 2. 2000 25. 00
20 \WGLGLFNP 502 2. 2000 25. 00
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21 [VQRLTRARQ 55 2. 1000 23.86
22 |MVPAGLCAY 0 1. 9000 21.59
23 [FPAI VKFLS 285 1. 9000 21. 59
24 IMESKPLRRG 471 1. 9000 21.59
25 | VRSEAKANV 535 1. 9000 21.59
26 [FNPLSVGAG 508 1. 6000 18.18
27 || VNANAAHL 243 1. 5600 117.73
28 | GVLSSWG 496 1. 5000 117.05
29 |LRDHYREI A 569 1. 4000 15. 91
130 | RELQRQLG 606 1. 4000 15. 91
31 LQRQLG LS 609 1. 4000 115. 91
32 || Al AKLNER 43 1. 3000 14. 77
33 LVLAAGPDG 1119 1. 3000 14.77
134 |LQRARVPMP 251 1. 3000 14.77
35 |LLNLPAARV 89 1. 2000 13. 64
36 | GVRGSYGG 484 1. 2000 13. 64
37 'M QRLLRDH 564 1. 2000 13. 64
38 | VKFLSEQV 288 1. 1000 112.50
39 | YQRSEALAD 426 1. 1000 112.50
40 || QRLLRDHY 565 1. 1000 12. 50
41 LI DHTI Al A 38 1. 0000 11. 36
42 |LRVEVGAPS 155 1. 0000 11. 36
43 LRTRFRTVT 379 1. 0000 11. 36
44 LLKQEKSQL 77 0. 9600 10. 91
45 ILNLPAARVG 90 0. 9000 10. 23
46 |LGRVESKPL 468 0. 8600 9.77
47 |LYPRWREI V 236 0. 7000 7.95
48 |LVWWSDTSQE 200 0. 6000 6. 82
49 | AVSSLLRS 261 0. 6000 6.82
50 |VLSRATERV 296 0. 5000 5.68
51 |LRVRSEAKA 533 0. 5000 5. 68
52 M GMLSSW 495 0. 4000 4.55
53 LG LSQUND 613 0. 4000 4.55
54 || AGLLKQEK 74 0. 3000 3.41
55 \WSDTSQEF 201 0. 3000 3.41
56 ILTPRASLGR 630 0. 3000 3. 41
57 [VAYQRSEAL 424 0. 2600 2.95
58 ILNSLLNLPA 86 0. 2000 2. 27
59 \VPVPI | AVS 1256 0. 2000 2. 27
60 | VGDNFVWAY 418 0. 2000 2. 27
61 |FVDDI SFW 546 0. 2000 2. 27
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62 | FVWWSKQSRD 552 0. 2000 2. 27
63 | YSAQPSARL 1111 0. 1600 1. 82
64 ILTRARQRI T 58 0. 1000 1.14

ALLELE:
DRB1_1304

Threshold for 3 %wi th score:
2.6

Hi ghest Score achi evabl e by any
pepti de:

9

‘Rank ‘Sequence ‘At Posi ti on ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 /5. 5000 61. 11
2 | LRRKRARKW 11 4.8000 53.33
3 ILRSHAVTLN 267 4. 8000 53.33
4 VQRLTRARQ 55 4. 6000 51. 11
5 'M QRLLRDH 564 4. 0000 44. 44
6 \WI TWSYS 1104 3. 5000 138. 89
7 ILVQRLTRAR 54 3.3000 36. 67
8 | FVWAYQRSE 422 3. 3000 36. 67
9 |LWWSDTSQE 200 3. 2000 35. 56
110 |LKALGRVES 465 3. 2000 35. 56
11 \WSKQSRDR 553 3. 2000 35.56
12 | VRRAPHAGG 143 3. 1000 34. 44
13 WM GM.SS 493 3. 1000 34. 44
14 [WSYSAGPS 1108 3. 0000 33.33
15 LG LSQUND 613 3. 0000 33.33
16 MESKPLRRG 471 2.8000 31.11
117 ILGLFNPLSV 505 2. 8000 31. 11
18 |MVPAGLCAY 0 2. 7000 30. 00
19 || VNANAAHL 243 2. 6000 28. 89
20 |LRRGHKM | 476 2. 6000 28. 89
21 \WGLGLFNP 502 2. 6000 28. 89
22 |LRGGLAFI D 1166 2. 5000 27.78
23 [VNANAAHLQ 244 2. 5000 27.78
24 || LGRVAYKE 518 2. 5000 27.78
25 | GVLSSWG 1496 2. 4000 26. 67
26 |LRDHYREI A 569 2. 4000 26. 67
27 |LERRKREAQ 1343 2.3000 25.56
28 ILKM QRLLR 562 2.3000 25.56
29 | RELQRQLG 606 2.3000 25.56
130 LVLAAGPDG 1119 2. 2000 24. 44
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31 \LRTRFRTVT 1379 2. 2000 24. 44
32 | VRSEAKANV 535 2. 2000 24. 44
33 || GVRGSYGG 484 2. 1000 23.33
34 LI DHTI Al A 38 2. 0000 22. 22
35 LLKQGKSQL 77 2.0000 22.22
36 \VTLNDKELN 272 2.0000 22. 22
37 ' VWWNDPNLRD 1329 2.0000 22. 22
38 VQQTALWQQ 1354 2.0000 22. 22
39 LQRQLG LS 609 2.0000 22.22
40 [FVRQAHQI C 216 1. 9000 21.11
41 | LNDKELNEE 274 1. 9000 21.11
42 | LGRVESKPL 468 1. 9000 21.11
43 | QRLLRDHY 565 1. 9000 21.11
44 ILNLPAARVG 90 1. 8000 20. 00
45 \VLSAELSPH 448 1. 8000 20. 00
46 |LQRARVPMP 251 1. 7000 18. 89
47 | YQRSEALAD 426 1. 7000 18. 89
48 |LRVEVGAPS 155 1. 6000 117.78
49 |LGRVAYKED 519 1. 6000 117.78
50 LLNLPAARV 89 1. 5000 16. 67
51 | LRVRSEAKA 533 1. 5000 16. 67
52 || VKFLSEQV 288 1. 4000 15. 56
53 LQATI AAAQ 588 1. 4000 15.56
54 | YRDLRRKRA 8 1. 3000 14. 44
55 ILTRARQRI T 58 1. 3000 14. 44
56 || AKLNERGD 45 1. 2000 13. 33
57 [LNSLLNLPA 86 1. 2000 13.33
58 | AVSSLLRS 261 1. 2000 13.33
59 LYPRVREI V 236 1. 0000 111.11
60 ILLRSHAVTL 266 1. 0000 111.11
61 | VGDNFVWAY 418 1. 0000 111.11
62 || AMAQVAET 592 0. 9000 10. 00
63 || Al AKLNER 43 0. 8000 8.89
64 | MAFVRQAHQ

ALLELE:
DRB1_1305

Threshold for 3 %wi th score:

2.2

Hi ghest Score achi evabl e by any
8.7

pepti de:
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Rank 'Sequence /At Position Score % of Highest Score
1 ILKM QRLLR 562 5. 4000 62. 07
2 VWM GM.SS 493 5. 1000 58. 62
3 |LKALGRVES 1465 4. 6000 52. 87
4 [FGRLKALGR 462 4.3000 49. 43
5 \WI AGLLKQ 72 4. 1000 147.13
6 |LRRGHKM | 476 3. 4000 139. 08
7 [FNPLSVGAG 508 3. 4000 39. 08
8 LGLFNPLSV 505 3. 2000 36. 78
9 \WI TWSYS 1104 3. 0000 34. 48
10 | YRDLRRKRA 8 2.8000 32.18
11 [VQRLTRARQ 55 2. 8000 32.18
12 [FLSEQVLSR 291 2. 7000 31. 03
13 |1 AVSSLLR 1260 2. 4000 27.59
14 |FPAI VKFLS 285 2. 4000 27.59
15 | VRRAPHAGG 143 2. 2000 125. 29
16 | YQRSEALAD 426 2. 1000 24.14
117 'YGGVWM GM 1490 2. 1000 24. 14
18 [LNSLLNLPA 86 2.0000 22. 99
119 | MVPAGLCAY 0 1. 9000 21. 84
20 |LLNLPAARV 89 1. 9000 21.84
21 \WGLGLFNP 502 1. 9000 21.84
22 LVLAAGPDG 1119 1. 7500 20. 11
23 LAFI DTPGV 1170 1. 7500 20. 11
24 |LQRARVPMP 251 1. 7500 20. 11
25 | GLSSWG 496 1. 7000 19. 54
26 LQRQLGI LS 609 1. 7000 19. 54
27 [VRWI AGLL 70 1. 6600 19. 08
28 |VLRVEVGAP 154 1. 6000 18. 39
29 || AVSSLLRS 261 1. 6000 18. 39
30 || VNANAAHL 243 1. 5600 117. 93
31 [VRQAHQ! CP 217 1. 4000 16. 09
32 | RELQRQLG 606 1. 4000 16. 09
33 ILVQRLTRAR 54 1. 3000 14. 94
34 \VREI VNANA 240 1. 3000 14. 94
35 | VRSEAKANV 535 1. 3000 14. 94
36 [FVRQAHQI C 216 1. 2000 13.79
37 | FVWAYQRSE 422 1. 1000 12. 64
38 \WFVRQAHQ 215 1. 0000 11. 49
39 |LGRVESKPL 468 0. 8600 9. 89
40 'M | GVRGSY 482 0. 8000 9. 20
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41 'WSKQSRDR 553 0. 8000 9. 20
42 IMPI 1 AVSSL 258 0. 7600 8. 74
43 IMLSSWGLG 498 0. 7000 8.05
44 | SFWSKQS 550 0. 7000 8. 05
45 \WSYSAQPS 1108 0. 6000 6. 90
46 || QRLLRDHY 565 0. 6000 6. 90
47 LG LSQUND 613 0. 6000 6.90
48 VGAGLI LGR 513 0. 5000 5.75
49 LTPRASLGR 630 0. 5000 5.75
50 \VGGLGQPHL 1178 0. 4100 4.71
51 \VGVI VELI D 32 0. 4000 4. 60
52 |LRVEVGAPS 155 0. 4000 4.60
53 || VKFLSEQV 288 0. 4000 4. 60
54 | AGLLKQGK 74 0. 3000 3. 45
55 \VGAPSPLLR 1159 0. 3000 3.45
56 || Al AKLNER 43 0. 2000 2.30
57 |LGLLPEADA 1190 0. 2000 2.30
58 'VWNDPNLRD 1329 0. 2000 2.30
59 'M GM_SSW 495 0. 2000 2.30
60 |LWWSDTSQE 1200 0. 1000 11.15
61 [LRSHAVTLN 267 0. 1000 11.15
62 || GVRGSYGG 484 0. 1000 11.15
63 LSSWGLGL

ALLELE
DRB1_1307

Threshold for 3 %w th score:

0.6

Hi ghest Score achi evabl e by any

pepti de:

6.8

[Rank  [Sequence /At Position 'Score % of Hi ghest Score
1 VORLTRARQ 55 3. 5000 51. 47
2 \WI AGLLKQ 72 3. 0000 44,12
3 WM GMLSS 1493 2.9000 142. 65
4 \WI TWSYS 1104 2. 6000 38. 24
5 |LKALGRVES 1465 2. 6000 38. 24
6 | YRDLRRKRA 8 2. 2000 132.35
7 ILKM QRLLR 562 2.1000 30. 88
8 [FNPLSVGAG 508 1. 9000 27. 94
[ [FPAI VKFLS 285 1. 5000 22. 06
10 IVREI VNANA 240 1. 3000 119. 12
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11 [FVRQAHQI C 216 1. 1000 16. 18
12 [FGRLKALGR 1462 1. 0000 114. 71
13 |LLNLPAARV 89 0. 9000 13. 24
14 |LRRGHKM | 1476 0. 9000 13. 24
15 \VRRAPHAGG 143 0. 8000 111. 76
16 |MVPAGLCAY 0 0. 6000 8. 82

117 VRWI AGLL 70 0. 6000 8. 82

18 || VNANAAHL 243 0. 6000 8. 82

119 \VLRVEVGAP 154 0. 5000 7.35

20 \WGLGLFNP 502 0. 4000 5. 88

21 ILGLFNPLSV 505 0. 4000 5.88

22 | MAFVRQAHQ 214 0. 3000 4. 41

23 | VRSEAKANV 535 0. 3000 4. 41

24 ILNSLLNLPA 86 0. 2000 2. 94

25 |LGLLPEADA 1190 0. 2000 2. 94

26 || AGLLKQGK 74 0. 1000 1.47

27 \WSYSAQPS 108 0. 1000 1. 47

28 ILQATI AAAQ 588 0. 1000 1. 47

29 | RELQRQLG 606 -0.1000 0

30 | LRRKRARKW 11 - 0. 2000 0

31 IMPI I AVSSL 258 -0.2000 [s

32 | GLSSWG 1496 - 0. 2000 0

33 |VSSLLRSHA 263 -0. 3000 0

34 || SFWSKQS 550 - 0. 3000 [s

35 LQRQLG LS 609 - 0. 3000 [s

36 ILVQRLTRAR 54 - 0. 4000 0

37 LAFI DTPGV 1170 - 0. 4000 [s

38 |LQRARVPMP 251 - 0. 4000 [s

39 [VPVPI | AVS 256 - 0. 4000 [s

40 | LRVRSEAKA 533 - 0. 4000 [s

41 || QRLLRDHY 565 - 0. 4000 0

42 | FVWAYQRSE 422 - 0. 5000 [s

43 \WFVRQAHQ 215 - 0. 6000 [s

44 [VNANAAHLQ 244 - 0. 6000 [s

45 | AVSSLLRS 261 - 0. 6000 [s

46 [FLSEQVLSR 291 - 0. 6000 [s

47 M | GVRGSY 482 - 0. 6000 [s

48 VI TWSYSA 105 -0. 7000 [s

49 | LGRVESKPL 1468 -0. 7000 [s

50 \LVLAAGPDG 1119 - 0. 8000 [s

51 | YQRSEALAD 1426 - 0. 8000 0
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52 'M GMLSSW 1495 - 0. 8000 0
53 IMLSSWGLG 1498 - 0. 8000 [s
54 |VLSAELSPH 448 - 0. 8200 0
55 |1 AVSSLLR 260 - 0. 9000 [s
56 VQQTALWQQ 354 - 0. 9000 0
57 \WSKQSRDR 553 - 0. 9000 [s
58 'M QRLLRDH 564 - 0. 9200 0
59 'YGGVWM GM 1490 -1. 0000 [s
60 | AAAQVAET 592 -1.0000 0
61 LG LSQUND 613 -1. 0000 [s
62 LI DHTI AL A - 1.

ALLELE
DRB1_1311

Threshold for 3 %wi th score:

2.0

Hi ghest Score achi evabl e by any
pepti de:

8.3

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 /5. 8000 69. 88
2 VWM GM.SS 493 5. 7000 68. 67
3 |LKALGRVES 1465 5. 2000 62. 65
4 ILKM QRLLR 562 4. 9000 59. 04
5 VQRLTRARQ 55 4.5000 54. 22
6 \WI TWSYS 1104 3. 6000 43. 37
7 |LRRGHKM | 476 3. 5000 142.17
8 ILGLFNPLSV 505 3. 2000 38.55
[ ILNSLLNLPA 86 3. 0000 36. 14
110 LQRQLG LS 609 2.3000 27.71
11 | AVSSLLRS 261 2. 2000 26.51
112 |LLNLPAARV 89 1. 9000 22.89
13 |1 AVSSLLR 1260 1. 9000 22. 89
14 \WGLGLFNP 502 1. 9000 22. 89
15 ' YRDLRRKRA E 1. 8000 21. 69
16 \VRRAPHAGG 143 1. 8000 21. 69
117 [FGRLKALGR 1462 1. 8000 21. 69
18 LAFI DTPGV 1170 1. 7500 21.08
19 |LQRARVPMP 251 1. 7500 21. 08
20 \VRWI AGLL 70 1. 7000 20. 48
21 | MVPAGLCAY 0 1. 6000 19. 28
22 \VLRVEVGAP 154 1. 6000 119. 28
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23 || VNANAAHL 243 1. 6000 119. 28
24 VRQAHQI CP 217 1. 4000 16. 87
25 LVLAAGPDG 1119 1. 3500 16. 27
26 | MAFVRQAHQ 214 1. 3000 15. 66
27 | GVLSSWG 1496 1. 3000 15. 66
28 | VRSEAKANV 535 1. 3000 15. 66
29 || SFWSKES 550 1. 3000 15. 66
30 | AGLLKQGK 74 1. 2000 14. 46
31 \WSYSAQPS 1108 1. 2000 14. 46
32 \LGLLPEADA 1190 1. 2000 14. 46
33 [VNANAAHLQ 1244 1. 1000 113.25
34 ILQATI AAAQ 588 1. 1000 13. 25
35 | LRRKRARKW 11 1. 0000 112.05
36 VI TWSYSA 1105 1. 0000 112. 05
37 |LRVEVGAPS 155 1. 0000 112. 05
38 |FPAI VKFLS 285 1. 0000 12. 05
39 |FNPLSVGAG 508 1. 0000 12. 05
40 | RELQRQLG 606 1. 0000 112. 05
41 VQQTALWQ 1354 0. 9000 10. 84
42 | LGRVESKPL 468 0. 9000 10. 84
43 LVQRLTRAR 54 0. 8000 9. 64
44 IMPI I AVSSL 258 0. 8000 9. 64
45 |VSSLLRSHA 1263 0. 7000 8. 43
46 \VELI DHTI A 36 0. 6000 7.23
47 [VPMPI | AVS 256 0. 6000 7.23
48 | LRVRSEAKA 533 0. 6000 7.23
49 LEPTLTPRA 626 0. 5500 6. 63
50 M | GVRGSY 482 0. 5000 6. 02
51 LG LSQUND 613 0. 5000 6.02
52 |VGGLGQPHL 1178 0. 4500 5. 42
53 || VKFLSEQV 288 0. 4000 4. 82
54 |LLRVRSEAK 532 0. 4000 4.82
55 \VGVI VELI D 32 0. 3000 3.61
56 [VIREI VNANA 240 0. 3000 3.61
57 |LRSHAVTLN 267 0. 3000 3.61
58 | LERRKREAQ 1343 0. 3000 3. 61
59 IMLSSWGLG 498 0. 3000 3.61
60 | WSKQSRDR 553 0. 3000 3.61
61 || QRLLRDHY 565 0. 3000 3. 61
62 'M QRLLRDH 564 0. 2800 3. 37
63 [FVRQAHQI C 216 0. 2000 2.41
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64 [FLSEQVLSR 291 0. 2000 2.41
ALLELE: Threshold for 3 % with score: |H ghest Score achi evabl e by any
DRB1 1321 2.2 peptide: 8.9

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 \WI AGLLKQ 72 /5. 6000 62. 92
2 VWM GM.SS 493 4. 7000 52. 81
3 VQRLTRARQ 55 4. 3000 48. 31
4 |LKALGRVES 465 4. 2000 147.19
5 ILKM QRLLR 562 3. 9000 43. 82
6 | YQRSEALAD 426 3. 7000 41. 57
7 |FNPLSVGAG 508 3.3000 37. 08
8 | YRDLRRKRA 8 2. 8000 31. 46
9 [FGRLKALGR 1462 2..8000 31. 46
110 | FVWAYQRSE 422 2. 7000 130. 34
11 |LRRGHKM | 476 2. 7000 130. 34
12 \WI TWSYS 1104 2. 6000 29. 21
13 ILGLFNPLSV 505 2. 5000 28. 09
114 LG LSQUND 613 2. 2000 24.72
15 | VRRAPHAGG 1143 2. 1000 23. 60
116 \VGVI VELI D 32 2. 0000 22. 47
117 ILNSLLNLPA 86 2.0000 22. 47
18 |FPAI VKFLS 285 2.0000 22. 47
119 | VWWNDPNLRD 1329 1. 8000 20. 22
20 | MVPAGLCAY 0 1. 7000 19. 10
21 \VRWI AGLL 70 1. 7000 119. 10
22 \LVWSDTSQE 1200 1. 7000 119. 10
23 'YGGVWM GM 1490 1. 7000 119. 10
24 LVLAAGPDG 1119 1. 6500 18. 54
25 || VNANAAHL 243 1. 6000 117. 98
26 | GVLSSWG 1496 1. 6000 117. 98
27 \VREI VNANA 240 1. 3000 14. 61
28 |LRSHAVTLN 267 1. 3000 14. 61
29 \WGLGLFNP 502 1. 3000 14. 61
30 | FVWWSKQSRD 552 1. 3000 14. 61
31 | RELQRQLG 606 1. 3000 14. 61
32 LQRQLGI LS 609 1. 3000 14. 61
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33 |LLNLPAARV 89 1. 2000 13.48
34 [FVRQAHQI C 216 1. 2000 13. 48
35 I AVSSLLRS 261 1. 2000 13. 48
36 [FLSEQVLSR 201 1. 2000 13. 48
37 |LQRARVPMP 251 1. 1500 112. 92
38 | MAFVRQAHQ 214 1. 1000 112. 36
39 LAFI DTPGV 1170 1. 0500 111.80
40 \VLRVEVGAP 1154 1. 0000 111. 24
41 | LRRKRARKW 11 0. 9000 10. 11
42 [VNANAAHLQ 244 0. 9000 10. 11
43 I 1 AVSSLLR 1260 0. 9000 10. 11
44 | LGRVESKPL 468 0. 9000 10. 11
45 ILQATI AAAQ 588 0. 9000 10. 11
46 VRQAHQI CP 217 0. 8000 8. 99
47 IMPI I AVSSL 258 0. 8000 8.99
48 VQQTALWRQ 1354 0. 7000 7.87
49 [VTLNDKELN 272 0. 6000 6.74
50 'M | GVRGSY 482 0. 6000 6. 74
51 IMLSSWGLG 498 0. 6000 6.74
52 |LGRVAYKED 519 0. 6000 6. 74
53 | VRSEAKANV 535 0. 6000 6.74
54 'M QRLLRDH 564 0. 5000 5. 62
55 \VGGLGQPHL 1178 0. 4500 5. 06
56 ILGEI RSATE 1309 0. 4000 4. 49
57 |VLSAELSPH 448 0. 4000 4. 49
58 || LGRVAYKE 518 0. 4000 4. 49
59 || QRLLRDHY 565 0. 4000 4. 49
60 |LPAARVGDD 92 0. 3000 3.37
61 |LRGGLAFI D 1166 0. 3000 3.37
62 \WFVRQAHQ 215 0. 3000 3.37
63 || SFWSKQS 1550 0. 3000 3.37
64 \WSYSAQPS

ALLELE:

DRB1_1322

Threshold for 3 %w th score:
1.8

Hi ghest Score achi evabl e by any
pepti de:

8.4

‘Rank

‘Sequence

‘At Posi tion

‘Score

‘%of H ghest Score

1

'WI AGLLKQ

72

4. 7000

55. 95
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2 | LRRKRARKW 11 3. 9000 46. 43
3 VORLTRARQ 55 3..8000 45. 24
4 \WI TWSYS 1104 3. 5000 41. 67
5 ILVQRLTRAR 54 3. 3000 39. 29
6 |LKALGRVES 1465 3. 2000 138.10
7 \WSKQSRDR 553 3. 2000 38. 10
8 WM GMLSS 493 3. 1000 36. 90
9 \WSYSAQPS 1108 3.0000 35. 71
10 ILRSHAVTLN 267 2.8000 33.33
11 'M QRLLRDH 564 2. 7800 33.10
12 ILGLFNPLSV 505 2. 5000 29.76
13 |LRRGHKM | 476 2. 4000 28. 57
114 |LRDHYREI A 569 2. 4000 28.57
15 ILKM QRLLR 562 2.3000 27.38
16 \WGLGLFNP 502 2. 2000 26.19
117 LI DHTI Al A 38 2. 0000 23.81
18 LQRQLG LS 609 2. 0000 23. 81
19 [FVRQAHQI C 216 1. 9000 22. 62
20 | VRSEAKANV 535 1. 9000 22. 62
21 | VRRAPHAGG 1143 1. 8000 21. 43
22 [VNANAAHLQ 244 1. 7000 120. 24
23 | MVPAGLCAY 0 1. 6000 19. 05
24 |LRVEVGAPS 155 1. 6000 19. 05
25 || VNANAAHL 243 1. 6000 19. 05
26 |LERRKREAQ 1343 1. 5000 17. 86
27 | MESKPLRRG 471 1. 5000 17. 86
28 |LRVRSEAKA 533 1. 5000 117.86
29 | YRDLRRKRA 8 1. 3000 15. 48
130 |LQRARVPMP 251 1. 3000 15. 48
31 LRTRFRTVT 379 1. 3000 15. 48
32 | AGLLKQGK 74 1. 2000 14. 29
33 ILNSLLNLPA 86 1. 2000 14. 29
34 |LLNLPAARV 89 1. 2000 14. 29
35 | AVSSLLRS 261 1. 2000 14. 29
36 VQQTALWQQ 1354 1. 2000 14. 29
37 || VKFLSEQV 288 1. 1000 113.10
38 | GLSSWG 496 1. 1000 113.10
39 LLKQGKSQL 77 1. 0000 11. 90
40 | RELQRQLG 606 1. 0000 111. 90
41 \LVLAAGPDG 1119 0. 9000 10. 71
42 | LGRVESKPL 468 0. 9000 10. 71
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43 | Al AKLNER 43 0. 8000 9. 52
44 VPP | AVS 256 0. 8000 9. 52
45 || GVRGSYGG 484 0. 8000 9.52
46 | QRLLRDHY 565 0. 8000 9. 52
47 LYPRWREI V 236 0. 7000 '8.33
48 | RSATEQLA 312 0. 6000 7. 14
49 LQATI AAAQ 588 0. 6000 7. 14
50 \VLSAELSPH 448 0. 5800 6. 90
51 ILNLPAARVG 190 0. 5000 5.95
52 \LGLLPEADA 1190 0. 5000 5.95
53 \WFVRQAHQ 215 0. 5000 5.95
54 [FPAI VKFLS 285 0. 5000 5.95
55 \VLSRATERV 296 0. 5000 5.95
56 \VRRFVDDI S 543 0. 5000 5. 95
57 LTRARQRI T 58 0. 4000 4.76
58 VSSLLRSHA 263 0. 4000 4.76
59 [VWAYQRSEA 423 0. 4000 4.76
60 'M GMLSSW 495 0. 4000 4.76
61 |FVWWAYQRSE 422 0. 3000 3. 57
62 LG LSQUND 613 0. 3000 3.57
63 |LVWSDTSQE 1200 0. 2000 2.38
64 || SFWSKQS

ALLELE:
DRB1_1323

Threshold for 3 %w th score:

1.3

Hi ghest Score achi evabl e by any

pepti de:

8.4

‘Rank ‘Sequence ‘At Position ‘Scor e ‘% of Hi ghest Score
1 \WI AGLLKQ 72 3. 7000 144. 05
2 | LRRKRARKW 11 2.9000 34. 52
3 [FVRQAHQI C 216 2. 9000 34. 52
4 VQRLTRARQ 55 2.8000 33.33
5 \WI TWSYS 1104 2. 5000 29. 76
6 ' YRDLRRKRA 8 2.3000 27. 38
7 ILVQRLTRAR 54 2.3000 27.38
E |LKALGRVES 1465 2.2000 26. 19
9 'VWSKQSRDR 553 2. 2000 26. 19
10 WM GMLSS 1493 2.1000 25. 00
11 \WSYSAQPS 108 2.0000 23.81
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12 |LRSHAVTLN 267 1. 8000 21. 43
13 'M QRLLRDH 564 1. 7800 21. 19
14 \WFVRQAHQ 215 1. 5000 17. 86
15 [FPAI VKFLS 285 1. 5000 117. 86
16 ILGLFNPLSV 505 1. 5000 117. 86
117 |LRRGHKM | 1476 1. 4000 16. 67
18 |LRDHYREI A 569 1. 4000 16. 67
19 |FVWAYQRSE 422 1. 3000 15. 48
20 ILKM QRLLR 562 1. 3000 15. 48
21 \WGLGLFNP 502 1. 2000 14. 29
22 LI DHTI AL A 38 1. 0000 111. 90
23 [FGRLKALGR 462 1. 0000 11. 90
24 LORQLG LS 1609 1. 0000 111. 90
25 | VRSEAKANV 535 0. 9000 10. 71
26 |VRRAPHAGG 143 0. 8000 9. 52

27 [VNANAAHLQ 244 0. 7000 8.33

28 [FLSEQVLSR 291 0. 7000 8.33

29 |MVPAGLCAY 0 0. 6000 7. 14

30 |LRVEVGAPS 155 0. 6000 7. 14

31 || VNANAAHL 243 0. 6000 7. 14

32 |LERRKREAQ 343 0. 5000 5.95

33 | MESKPLRRG 471 0. 5000 5.95

34 |LRVRSEAKA 533 0. 5000 5. 95

35 |LQRARVPMP 251 0. 3000 3.57

36 |LRTRFRTVT 1379 0. 3000 3.57

37 || AGLLKQGK 74 0. 2000 2.38

38 [LNSLLNLPA 86 0. 2000 2. 38

39 |LLNLPAARV 89 0. 2000 2.38

40 || AVSSLLRS 261 0. 2000 2.38

41 VQQTALWRQ 354 0. 2000 2.38

42 [FNPLSVGAG 508 0. 2000 2. 38

43 || VKFLSEQV 288 0. 1000 1. 19

44 | GLSSWG 1496 0. 1000 11.19

45 ILVLAAGPDG 1119 - 0. 1000 [s

46 | LGRVESKPL 1468 -0.1000 [s

47 | Al AKLNER 43 - 0. 2000 [s

48 IVIREI VNANA 240 - 0. 2000 [s

49 [VPMPI | AVS 256 -0. 2000 [s

50 | GVRGSYGG 1484 -0. 2000 [s

51 || QRLLRDHY 565 - 0. 2000 [s

52 LYPRWREI V 236 - 0. 3000 0
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53 | RSATEQLA 1312 - 0. 4000 0
54 ILQATI AAAQ 588 - 0. 4000 [s
55 |VLSAELSPH 448 - 0. 4200 0
56 ILNLPAARVG 190 - 0. 5000 [s
57 LGLLPEADA 1190 - 0. 5000 0
58 \VLSRATERV 1296 - 0. 5000 [s
59 \VRRFVDDI S 543 - 0. 5000 0
60 LTRARQRI T 58 - 0. 6000 [s

ALLELE
DRB1_1327

Threshold for 3 %w th score:

2.6

Hi ghest Score achi evabl e by any
8.8

pepti de:

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILVQRLTRAR 54 4. 8000 54.55
2 \WSKQSRDR 553 4. 7000 53.41
3 \WI AGLLKQ 72 4. 0000 45. 45
4 | LRRKRARKW 11 3. 9000 44. 32
5 \WI TWSYS 1104 3. 9000 44, 32
6 ILKM QRLLR 562 3..8000 43.18
7 [LRSHAVTLN 267 3. 6000 40. 91
8 |LKALGRVES 1465 3. 6000 40. 91
9 VWM GM.SS 493 3. 5000 139. 77
10 ILGLFNPLSV 505 3. 5000 39. 77
11 \WSYSAQPS 108 3. 4000 38. 64
12 ILRRGHKM | 476 3. 3000 37.50
13 | VRRAPHAGG 143 3. 2000 36. 36
14 \WGLGLFNP 502 3. 2000 36. 36
15 VQRLTRARQ 55 3. 1000 35. 23
16 |MVPAGLCAY 0 2. 9000 132.95
117 | MESKPLRRG 471 2. 9000 132. 95
18 | VRSEAKANV 535 2. 9000 132.95
119 || VNANAAHL 243 2. 5600 29. 09
20 | GVLSSWG 1496 2. 5000 28. 41
21 |LRDHYREI A 569 2. 4000 27.27
22 | RELQRQLG 606 2. 4000 27.27
23 LQRQLGI LS 609 2. 4000 27.27
24 | Al AKLNER 43 2.3000 26. 14
25 LVLAAGPDG 1119 2.3000 26. 14
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26 |LQRARVPMP 251 2.3000 26. 14
27 ILLNLPAARY 89 2. 2000 25. 00
28 || GVRGSYGG 484 2. 2000 25. 00
29 'M QRLLRDH 564 2. 2000 25. 00
130 || VKFLSEQV 288 2. 1000 23.86
31 || QRLLRDHY 565 2. 1000 23.86
32 LI DHTI AL A 38 2.0000 22.73
33 |LRVEVGAPS 155 2.0000 22.73
34 \LRTRFRTVT 379 2.0000 22.73
35 LLKQGKSQL 77 1. 9600 22.27
36 \LNLPAARVG 190 1. 9000 21.59
37 [FVRQAHQ C 216 1. 9000 21. 59
38 | LGRVESKPL 468 1. 8600 21.14
39 LYPRWRE! V 236 1. 7000 19. 32
40 |FVWWAYQRSE 422 1. 7000 19. 32
41 |LVWWSDTSQE 200 1. 6000 18. 18
42 | AVSSLLRS 261 1. 6000 18.18
43 \VLSRATERV 296 1. 5000 117.05
44 [FGRLKALGR 462 1. 5000 117.05
45 | LRVRSEAKA 533 1. 5000 117. 05
46 \WFVRQAHQ 215 1. 4000 15. 91
47 'M GMLSSW 495 1. 4000 15. 91
48 LG LSQVND 613 1. 4000 115. 91
49 | YRDLRRKRA 8 1. 3000 14. 77
50 || AGLLKQEK 74 1. 3000 14. 77
51 \WSDTSQEF 201 1. 3000 14. 77
52 LTPRASLGR 630 1. 3000 14.77
53 |LNSLLNLPA 86 1. 2000 13. 64
54 [VPVPI | AVS 256 1. 2000 13. 64
55 [FLSEQVLSR 201 1. 2000 13. 64
56 | VGDNFVWAY 418 1. 2000 13. 64
57 ILTRARQRI T 58 1. 1000 12. 50
58 VRQAHQ CP 217 1. 1000 12. 50
59 |LLRGGLAFI 1165 1. 0000 11. 36
60 [VNANAAHLQ 244 1. 0000 111.36
61 |1 AVSSLLR 1260 1. 0000 11. 36
62 LLRSHAVTL 266 0. 9600 10. 91
63 ILLNSLLNLP 85 0. 9000 10. 23
64 |LRGGLAFI D
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ALLELE:

DRB1_1328

Threshold for 3 % with score:

2.6

H ghest Score achi evabl e by any
pepti de:

8.8

Rank 'Sequence /At Position Score 1% of Hi ghest Score
1 ILVQRLTRAR 54 4.8000 54. 55
2 | WSKQSRDR 553 4. 7000 53. 41
3 \WI AGLLKQ 72 4. 0000 45. 45
4 | LRRKRARKW 11 3. 9000 44.32
5 \WI TWSYS 1104 3. 9000 44. 32
6 ILKM QRLLR 562 3.8000 143.18
7 |LRSHAVTLN 267 3. 6000 40. 91
8 |LKALGRVES 465 3. 6000 40. 91
9 WM GMLSS 493 3. 5000 139. 77
10 ILGLFNPLSV 505 3. 5000 139. 77
11 \WSYSAGPS 108 3. 4000 38. 64
12 |LRRGHKM | 476 3. 3000 37. 50
13 \VRRAPHAGG 1143 3. 2000 36. 36
14 \WGLGLFNP 502 3. 2000 36. 36
15 [VQRLTRARQ 55 3.1000 35. 23
16 |MVPAGLCAY 0 2. 9000 32. 95
117 NESKPLRRG 471 2. 9000 132.95
18 | VRSEAKANV 535 2. 9000 132.95
119 || VNANAAHL 243 2. 5600 29. 09
20 | GVLSSWG 1496 2. 5000 28. 41
21 |LRDHYREI A 569 2. 4000 27.27
22 | RELQRQLG 606 2. 4000 27.27
23 LQRQLG LS 609 2. 4000 27. 27
24 || Al AKLNER 43 2.3000 26.14
25 \LVLAAGPDG 1119 2.3000 26. 14
26 |LQRARVPMP 251 2.3000 26. 14
27 ILLNLPAARY 89 2. 2000 25. 00
28 || GVRGSYGG 484 2. 2000 25. 00
29 'M QRLLRDH 564 2. 2000 25. 00
30 || VKFLSEQV 288 2.1000 23.86
31 | QRLLRDHY 565 2. 1000 23.86
32 LI DHTI AL A 38 2.0000 22.73
33 |LRVEVGAPS 155 2. 0000 22.73
34 |LRTRFRTVT 379 2.0000 22.73
35 |LLKQGKSQL 77 1. 9600 22.27
36 \LNLPAARVG 190 1. 9000 21.59
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37 [FVRQAHQI C 216 1. 9000 21.59
38 |LGRVESKPL 468 1. 8600 21. 14
39 LYPRVREI V 236 1. 7000 19. 32
40 |FVWAYQRSE 422 1. 7000 19. 32
41 \LWSDTSQE 1200 1. 6000 18.18
42 | AVSSLLRS 261 1. 6000 18.18
43 |VLSRATERV 296 1. 5000 117. 05
44 [FGRLKALGR 462 1. 5000 117.05
45 |LRVRSEAKA 533 1. 5000 117.05
46 \WFVRQAHQ 215 1. 4000 15. 91
47 'M GM_SSW 495 1. 4000 115. 91
48 LG LSQUND 613 1. 4000 15. 91
49 ' YRDLRRKRA 8 1. 3000 14.77
50 | AGLLKQGK 74 1. 3000 14.77
51 \WSDTSQEF 201 1. 3000 114.77
52 ILTPRASLGR 630 1. 3000 14. 77
53 [LNSLLNLPA 86 1. 2000 13. 64
54 \VPMPI | AVS 256 1. 2000 13. 64
55 [FLSEQVLSR 291 1. 2000 13. 64
56 | VGDNFWWAY 418 1. 2000 13. 64
57 ILTRARQRI T 58 1. 1000 12. 50
58 VRQAHQ CP 217 1. 1000 12. 50
59 |LLRGGLAFI 165 1. 0000 111.36
60 [VNANAAHLQ 244 1. 0000 11. 36
61 11 AVSSLLR 1260 1. 0000 11. 36
62 ILLRSHAVTL 266 0. 9600 10. 91
63 ILLNSLLNLP 85 0. 9000 10. 23
64 |LRGGLAFI D

ALLELE:

DRB1_1501

Threshold for 3 %wth score:
3.25

9.8

H ghest Score achi evabl e by any
pepti de:

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 ILGLFNPLSV 505 5. 9000 60. 20
2 WM GMLSS 493 5. 8000 59. 18
3 |LRRGHKM | 476 5. 0000 51. 02
4 ILKM QRLLR 562 5. 0000 51. 02
5 || VKFLSEQV 288 4. 7000 147. 96
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6 \WSYSAQPS 1108 4. 2000 142.86
7 \WI AGLLKQ 72 4. 1000 41. 84
8 [LNSLLNLPA 86 4. 1000 41. 84
9 |LKALGRVES 1465 4.0000 40. 82
10 \VRRFVDDI S 543 3. 9000 39. 80
11 VMAYQRSEA 423 3. 7000 137.76
12 'M GM_SSW 495 3. 5000 135. 71
13 \VRWI AGLL 70 3. 4000 34. 69
14 \LRTRFRTVT 379 3. 4000 34. 69
15 VM GMLSSV 1494 3. 4000 34. 69
16 \WGLGLFNP 502 3.3000 33.67
117 LVLAAGPDG 1119 3.1000 31. 63
18 || VNANAAHL 243 3. 1000 31. 63
19 \VRAGVLGEI 1304 3. 1000 31. 63
20 ILSVGAGLI L 511 3. 1000 31. 63
21 |LCAYRDLRR 5 3. 0000 130. 61
22 \WI TWSYS 1104 3. 0000 130. 61
23 |LGRVESKPL 468 3.0000 130. 61
24 LSSWGLGL 1499 3.0000 130. 61
25 | VWWNDPNLRD 1329 2. 9000 29. 59
26 [MRGSYGGW 486 2. 9000 29. 59
27 11 AVSSLLR 1260 2. 8000 28. 57
28 LQRQLG LS 609 2. 8000 28. 57
29 M | GVRGSY 482 2. 7000 27.55
130 VI TWSYSA 1105 2. 6000 26.53
31 |LLRGGLAFI 165 2. 6000 26. 53
32 | GVRGSYGG 484 2. 6000 26.53
33 | GLSSWG 496 2. 5000 25. 51
34 \VGLGLFNPL 503 2. 4000 24. 49
35 || VELI DHTI 35 2.3000 23. 47
36 LLNLPAARV 89 2.3000 23.47
37 |LRVEVGAPS 155 2. 3000 23. 47
38 I 1 GVRGSYG 483 2.3000 123. 47
39 |LRDHYREI A 569 2. 3000 23. 47
40 |LLRSHAVTL 266 2. 2000 22.45
41 ILRSHAVTLN 267 2. 2000 22. 45
42 IMPI I AVSSL 258 2. 1000 21. 43
43 ILYPRVWREI V 236 2. 0000 20. 41
44 | AVSSLLRS 261 2.0000 20. 41
45 ILTPRASLGR 1630 2.0000 20. 41
46 LAFI DTPGV 1170 1. 9600 20. 00
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47 |LKQGKSQLL 78 1. 9000 19. 39
48 \LRGGLAFI D 1166 1. 9000 19. 39
49 |VSLGSELSV 321 1. 9000 119. 39
50 |LRDRLASDL 335 1. 9000 19. 39
51 LFNPLSVGA 507 1. 9000 19. 39
52 |LRVRSEAKA 533 1. 9000 19. 39
53 | LLRDHYREI 568 1. 9000 19. 39
54 VQRLTRARQ 55 1. 8000 18. 37
55 \WSDTSQEF 201 1. 8000 18. 37
56 \WFVRQAHQ 215 1. 8000 18. 37
57 VRQAHQI CP 217 1. 8000 18.37
58 | VRSEAKANV 535 1. 8000 18. 37
59 | QRLLRDHY 565 1. 8000 18. 37
60 | MVPAGLCAY 0 1. 7000 117.35
61 |VSSLLRSHA 263 1. 7000 117.35
62 \VLGEI RSAT 308 1. 7000 17.35
63 VL GDGFNDL 1363 1. 7000 117.35
64 |FVDDI SFW

ALLELE
DRB1_1502

Threshold for 3 %wth score:

3.25

Hi ghest Score achi evabl e by any
9.8

pepti de:

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 ILGLFNPLSV 505 4. 9000 50. 00
2 WM GM.SS 493 4. 8000 48. 98
3 ILRRGHKM | 476 4. 0000 140. 82
4 ILKM QRLLR 562 4.0000 40. 82
5 || VKFLSEQV 288 3. 7000 137.76
6 \WSYSAQPS 108 3. 2000 132. 65
7 \WI AGLLKQ 72 3. 1000 31.63
E ILNSLLNLPA 86 3. 1000 31. 63
9 |LKALGRVES 1465 3.0000 130. 61
10 \VRRFVDDI S 543 2. 9000 29. 59
11 \WFVRQAHQ 215 2.8000 28.57
12 [VMAYQRSEA 423 2. 7000 27.55
13 |FVDDI SFW 546 2. 7000 27.55
14 [FGRLKALGR 1462 2. 6000 26. 53
15 'YGGVWM GM 1490 2. 5800 26. 33
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16 'M GMLSSW 495 2. 5000 25.51
117 \VRWI AGLL 70 2. 4000 24. 49
18 |LRTRFRTVT 379 2. 4000 24. 49
19 VM GMLSSV 494 2. 4000 24. 49
20 \VREI VNANA 240 2.3000 23.47
21 \WGLGLFNP 502 2.3000 23. 47
22 | YRDLRRKRA 8 2. 1000 21.43
23 ILVLAAGPDG 1119 2. 1000 21. 43
24 || VNANAAHL 243 2.1000 21.43
25 \VRAGVLGEI 1304 2. 1000 21.43
26 ILSVGAGLI L 511 2. 1000 21.43
27 |LCAYRDLRR 5 2. 0000 20. 41
28 'WI TWSYS 1104 2.0000 20. 41
29 |LGRVESKPL 468 2.0000 20. 41
30 LSSWGLGL 1499 2.0000 20. 41
31 | VWWNDPNLRD 1329 1. 9000 119. 39
32 | MRGSYGGW 486 1. 9000 119. 39
33 |1 AVSSLLR 1260 1. 8000 18. 37
34 LQRQLGI LS 609 1. 8000 18. 37
35 M | GVRGSY 482 1. 7000 117.35
36 VI TWSYSA 1105 1. 6000 16. 33
37 LLRGGLAFI 165 1. 6000 16. 33
38 | YQRSEALAD 426 1. 6000 16.33
39 || GVRGSYGG 484 1. 6000 16. 33
40 | GLSSWG 496 1. 5000 15. 31
41 \VGLGLFNPL 503 1. 4000 14. 29
42 || VELI DHTI 35 1. 3000 13.27
43 |LLNLPAARV 89 1. 3000 13. 27
44 |LRVEVGAPS 155 1. 3000 13. 27
45 I 1 GVRGSYG 483 1. 3000 13. 27
46 |LRDHYREI A 569 1. 3000 13.27
47 [FVRQAHQI C 216 1. 2000 112. 24
48 LLRSHAVTL 266 1. 2000 112.24
49 ILRSHAVTLN 267 1. 2000 112.24
50 [FLSEQVLSR 291 1. 2000 12. 24
51 IMPI 1 AVSSL 258 1. 1000 111. 22
52 LYPRVREI V 236 1. 0000 10. 20
53 | AVSSLLRS 261 1. 0000 10. 20
54 LTPRASLGR 630 1. 0000 10. 20
55 LAFI DTPGV 1170 0. 9600 9. 80
56 |LKQGKSQLL 78 0. 9000 9.18
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57 \LRGGLAFI D 1166 0. 9000 9.18
58 |FPAI VKFLS 285 0. 9000 9.18
59 |VSLGSELSV 321 0. 9000 9.18
60 |LRDRLASDL 335 0. 9000 9.18
61 LFNPLSVGA 507 0. 9000 9.18
62 |LRVRSEAKA 533 0. 9000 9.18
63 | LLRDHYREI

64

VQRLTRARQ

ALLELE
DRB1_1506

Threshold for 3 %w th score:

3.1

Hi ghest
pepti de:

Score achi evabl e by any

9.

8

‘Rank ‘Sequence ‘At Posi tion ‘Score ‘% of Hi ghest Score
1 ILGLFNPLSV 505 5. 9000 60. 20
2 WM GMLSS 493 5. 8000 59.18
3 ILRRGHKM | 476 /5. 0000 51. 02
4 ILKM QRLLR 562 /5. 0000 51. 02
5 || VKFLSEQV 288 4. 7000 147. 96
6 \WSYSAQPS 1108 4. 2000 142. 86
7 \WI AGLLKQ 72 4. 1000 41. 84
8 |LNSLLNLPA 86 4.1000 41. 84
9 |LKALGRVES 1465 4. 0000 140. 82
10 \VRRFVDDI S 543 3. 9000 39. 80
11 [VMAYQRSEA 423 3. 7000 137.76
12 M GMLSSW 495 3. 5000 35. 71
13 VRWI AGLL 70 3. 4000 34.69
14 \LRTRFRTVT 1379 3. 4000 34. 69
15 VM GMLSSV 1494 3. 4000 34. 69
16 \WGLGLFNP 502 3.3000 33.67
117 LVLAAGPDG 1119 3. 1000 31.63
18 || VNANAAHL 243 3. 1000 31. 63
119 \VRAGVLGEI 1304 3. 1000 31. 63
20 ILSVGAGLI L 511 3. 1000 31. 63
21 |LCAYRDLRR 5 3. 0000 130. 61
22 'WI TWSYS 1104 3.0000 130. 61
23 | LGRVESKPL 468 3.0000 130. 61
24 ILSSWGLGL 1499 3. 0000 130. 61
25 ' VWNDPNLRD 1329 2. 9000 29. 59
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26 NRGSYGGW 486 2. 9000 29. 59
27 I 1 AVSSLLR 1260 2..8000 28.57
28 LQRQLG LS 609 2. 8000 28. 57
29 'M | GVRGSY 482 2. 7000 27.55
130 VI TWSYSA 1105 2. 6000 26.53
31 |LLRGGLAFI 1165 2. 6000 26. 53
32 | GVRGSYGG 484 2. 6000 26.53
33 | GVLSSWG 496 2. 5000 25.51
34 \VGLGLFNPL 503 2. 4000 24. 49
35 || VELI DHTI 35 2.3000 23. 47
36 LLNLPAARV 89 2.3000 23.47
37 |LRVEVGAPS 155 2.3000 23. 47
38 I 1 GVRGSYG 483 2.3000 23.47
39 |LRDHYRE! A 569 2.3000 23. 47
40 |LLRSHAVTL 1266 2. 2000 22.45
41 ILRSHAVTLN 267 2. 2000 22. 45
42 IMPI I AVSSL 258 2. 1000 21.43
43 LYPRWRE! V 236 2.0000 20. 41
44 | AVSSLLRS 261 2.0000 20. 41
45 ILTPRASLGR 630 2. 0000 20. 41
46 LAFI DTPGV 1170 1. 9600 20. 00
47 | LKQGKSQLL 78 1. 9000 119. 39
48 \LRGGLAFI D 166 1. 9000 119. 39
49 |VSLGSELSV 321 1. 9000 19. 39
50 |LRDRLASDL 1335 1. 9000 19. 39
51 |LFNPLSVGA 507 1. 9000 119. 39
52 |LRVRSEAKA 533 1. 9000 19. 39
53 LLRDHYREI 568 1. 9000 119. 39
54 VQRLTRARQ 55 1. 8000 18. 37
55 \WSDTSQEF 201 1. 8000 18. 37
56 \WFVRQAHQ 215 1. 8000 18. 37
57 [VRQAHQ! CP 217 1. 8000 18. 37
58 | VRSEAKANV 535 1. 8000 18. 37
59 || QRLLRDHY 565 1. 8000 18. 37
60 |MVPAGLCAY 0 1. 7000 117.35
61 |VSSLLRSHA 263 1. 7000 117.35
62 |VLGEI RSAT 1308 1. 7000 117.35
63 |VLGDGFNDL 1363 1. 7000 117.35
64 |FVDDI SFW
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ALLELE:

DRB5_0101

Threshold for 3 % with score:

2.3

H ghest Score achi evabl e by any
pepti de:

9.8

Rank 'Sequence /At Position Score 1% of Hi ghest Score
1 [FGRLKALGR 462 4. 9000 50. 00
2 \VRWI AGLL 70 4. 7000 147. 96
3 ILKM QRLLR 562 4. 6000 46. 94
4 |1 AVSSLLR 1260 3..8000 138.78
5 | LGRVESKPL 468 3. 6000 136. 73
6 WM GMLSS 493 3. 6000 136. 73
7 |LLRVRSEAK 532 3.1000 31. 63
8 \WI AGLLKQ 72 2. 9000 129. 59
9 || VNANAAHL 243 2. 9000 29. 59
110 | VWSKQSRDR 553 2. 9000 29. 59
111 | Al AKLNER 43 2. 5000 25. 51
112 LVQRLTRAR 54 2. 4000 24. 49
13 || DHTI Al AK 39 2. 1000 21.43
14 \WI TWSYS 1104 2. 1000 21.43
15 \WSYSAQPS 108 2.1000 21. 43
116 \WFVRQAHQ 215 2. 0000 120. 41
117 'YGGVWM GM 1490 2.0000 20. 41
18 VI TWSYSA 1105 1. 9000 19. 39
119 I | GVRGSYG 483 1. 9000 19. 39
20 LQRQLGI LS 609 1. 8000 18. 37
21 | MVPAGLCAY 0 1. 7000 117.35
22 | AGLLKQGK 74 1. 7000 117.35
23 [FLSEQVLSR 201 1. 7000 117.35
24 V\QQVL GDGF 1360 1. 7000 117.35
25 | SFWSKQS 550 1. 7000 117.35
26 \LVLAAGPDG 1119 1. 6000 16. 33
27 [FVRQAHQI C 216 1. 6000 16. 33
28 ILSSWGLGL 499 1. 6000 16. 33
29 \WGLGLFNP 502 1. 6000 16. 33
30 |FPAI VKFLS 1285 1. 5000 15. 31
31 \VKFLSEQUL 1289 1. 5000 15. 31
32 |FVWWAYQRSE 422 1. 4000 14. 29
33 [FNPLSVGAG 508 1. 4000 14. 29
34 \VGAPSPLLR 1159 1. 3000 13.27
35 | MGTDFGRLK 458 1. 3000 13.27
36 |LLRSHAVTL 1266 1. 2000 112. 24

1/31/2010 1:10 PM



Prediction Results

87 of 89

http://www.imtech.res.in/tmp/file46241.html

37 LSRATERVR 297 1. 2000 12. 24
38 ILQATI AAAQ 588 1. 2000 112. 24
39 | YRDLRRKRA 8 1. 1000 11. 22
40 \VRRAPHAGG 1143 1. 1000 111. 22
41 IMPI I AVSSL 258 1. 1000 111. 22
42 'M GMLSSW 495 1. 1000 111. 22
43 | GLSSWG 1496 1. 1000 111. 22
44 ILNLPAARVG 90 1. 0000 10. 20
45 \VREI VNANA 240 1. 0000 10. 20
46 MRGSYGGW 486 1. 0000 10. 20
47 || VELI DHTI 35 0. 9000 9.18
48 VQRLTRARQ 55 0. 9000 9.18
49 LLNLPAARY 89 0. 9000 9.18
50 | LRRKRARKW 11 0. 8000 8. 16
51 |LRVEVGAPS 155 0. 8000 8. 16
52 \WSDTSQEF 201 0. 8000 8. 16
53 \VMGTDFGRL 457 0. 8000 8.16
54 \VGAWATKT 226 0. 7000 7. 14
55 LI LGRVAYK 517 0. 7000 7. 14
56 VLWSDTSQ 1199 0. 6000 6.12
57 VQQTALWQ 1354 0. 6000 6.12
58 'M | GVRGSY 482 0. 6000 6. 12
59 \VELI DHTI A 36 0. 5000 5. 10
60 | YQRSEALAD 426 0. 5000 5.10
61 |LKALGRVES 465 0. 5000 5.10
62 ILGLFNPLSV 505 0. 5000 5.10
63 \WATKTDLY 229 0. 4000 4. 08
64 \VRAGVLGEI

ALLELE:

DRB5_0105

Threshold for 3 %w th score:
2.3

Hi ghest
pepti de:

Score achi evabl e by any
9.8

‘Rank ‘Sequence ‘At Position ‘Score ‘% of Hi ghest Score
1 [FGRLKALGR 1462 4. 9000 50. 00
2 \VRWI AGLL 70 4. 7000 147. 96
3 ILKM QRLLR 562 4. 6000 46. 94
4 |1 AVSSLLR 1260 3. 8000 138.78
5 | LGRVESKPL 468 3. 6000 36. 73
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6 VWM GMLSS 493 3. 6000 36. 73
7 |LLRVRSEAK 532 3. 1000 31. 63
8 \WI AGLLKQ 72 2. 9000 129. 59
9 || VNANAAHL 243 2. 9000 29. 59
10 'VWSKQSRDR 553 2. 9000 29. 59
11 | Al AKLNER 43 2. 5000 25.51
12 ILVQRLTRAR 54 2. 4000 24. 49
13 || DHTI Al AK 39 2. 1000 21. 43
14 \WI TWSYS 1104 2.1000 21.43
15 \WSYSAQPS 1108 2. 1000 21.43
16 \WFVRQAHQ 215 2.0000 20. 41
117 [YGGWM GM 490 2. 0000 20. 41
18 VI TWSYSA 1105 1. 9000 19. 39
19 11 GVRGSYG 483 1. 9000 19. 39
20 LQRQLG LS 609 1. 8000 18. 37
21 | MVPAGLCAY 0 1. 7000 17.35
22 || AGLLKQEK 74 1. 7000 117.35
23 [FLSEQVLSR 201 1. 7000 117.35
24 \V\QQVL GDGF 1360 1. 7000 117.35
25 || SFWSKQS 550 1. 7000 17.35
26 ILVLAAGPDG 1119 1. 6000 16. 33
27 [FVRQAHQI C 216 1. 6000 16. 33
28 LSswaLa 1499 1. 6000 16. 33
29 \WGLGLFNP 502 1. 6000 16. 33
130 |FPAI VKFLS 285 1. 5000 15. 31
31 | VKFLSEQUL 289 1. 5000 15. 31
32 | FVWWAYQRSE 422 1. 4000 14. 29
33 |FNPLSVGAG 508 1. 4000 14. 29
34 VGAPSPLLR 1159 1. 3000 13. 27
35 | MGTDFGRLK 458 1. 3000 13. 27
36 |LLRSHAVTL 1266 1. 2000 12. 24
37 |LSRATERVR 297 1. 2000 112. 24
38 ILQATI AAAQ 588 1. 2000 112.24
39 | YRDLRRKRA 8 1. 1000 11. 22
40 \VRRAPHAGG 143 1. 1000 111. 22
41 IMPI 1 AVSSL 258 1. 1000 111. 22
42 'M GMLSSW 495 1. 1000 11. 22
43 | GLSSWG 496 1. 1000 11. 22
44 ILNLPAARVG 90 1. 0000 10. 20
45 \VREI VNANA 240 1. 0000 10. 20
46 NRGSYGGW 486 1. 0000 10. 20
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47 || VELI DHTI 35 0. 9000 9.18
48 VORLTRARQ 55 0. 9000 9.18
49 |LLNLPAARV 89 0. 9000 9.18
50 | LRRKRARKW 111 0. 8000 8. 16
51 |LRVEVGAPS 155 0. 8000 8. 16
52 \WSDTSQEF 201 0. 8000 8. 16
53 | VMGTDFGRL 457 0. 8000 8. 16
54 \VGAWATKT 226 0. 7000 7. 14
55 LI LGRVAYK 517 0. 7000 7. 14
56 'VLWSDTSQ 1199 0. 6000 6. 12
57 VQQTALWQQ 1354 0. 6000 6. 12
58 M | GVRGSY 482 0. 6000 6.12
59 \VELI DHTI A 36 0. 5000 5. 10
60 ' YQRSEALAD 426 0. 5000 5. 10
61 |LKALGRVES 465 0. 5000 5. 10
62 ILGLFNPLSV 505 0. 5000 5.10
63 |WATKTDLY 229 0. 4000 14.08

64

\VRAGVLGE
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